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?'J## : 3 1 7 , m?m^ : 3 1 9 , m&m* : 3 2 1 , @B^J## : 3 2 3 , @B 
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TOT-*-*^.- 

[HMfc®7] »^«2^7t(i3(C|B«©DNA<Z)^-rn^\ it si 

NA 0 

[If ^9] fff^7{CgH*S<Z)DNA^£>&£, 

[ff^l 0] |f^2^^»3(CfB^©VAi s tl^(Z)DNAt;L<li-ecD-g|$ 
(C *f 1" § T > * "fe > * DNA 0 

[ff#^l 1] #©X@£-^tf, thW>/^R, ££te]g|#>A?fC 

■^-,KJl^^.^.D.N_A.(D,^^ d _ ,. - 

a) c DNA5-f^7 U OTf^ 8 (CfE^£>:/^-f V- £j@ * 

b) HURTS 

[»*«12] cDNA7^7*7U-^, tU^t^^Ckot^ 
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fHUm 2 000-3062522 



11-194179 



L£„ LT?#e>*lfef&SIB?(J£#JJEU PSORT [K. Nakai & M. Kanehisa, G 

enomics, 14: 897-911 (1992)] 1? S> ^;i/@B#J ? O - > 

VncDNA^-Y^^ U i t>* [2] 5' *^«©ffi^J^ & (D^Stt©^* i/^ 

k-tst^ ygftBB^j&«i^ufc. *hxmj£T$ swm&mz&^^T* blas 

T [S. F. Altschul, W. Gish, W. Miller, E. W. Myers & D. J. Lipman, J. Mo 
I. Biol., 215: 403-410 (1990); W. Gish & D. J. States, Nature Genet., 3: 
266-272 (1993); http://www.ncbi.nlm.nih.gov/BLAST/] {C J: *) GenBank (http 
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1— 1 Li / J PP / • -*- * v - ' 
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[0 0 1 1 ] 

^.iz^mmz. ±fB*:w^^DNAlc3S:5<JKT<Z>M&JcW^s. 

[4] . [2] [3] CfE*(Z>DNAm^*lfr7»A£*l£^ #- 0 

[5] [2] $.tu [3] £3B«©DNA^r*ia*£&^ffiic##?-s^jgtiE 



[6] [5] lcSB«©Jg««ift#3:i8F#U »M*S:iaJR'rsxgS*tf, [ 

[7] C 2 ] [3] JCfBfcWDNACDlx'fft**, * fcl±*©ffi*t$RtCA>f :7 

[8] [7] lc3a«<BDNA#e>&*, *fettK*>/{^ftS:a 
- Kt5k h£^cDNA£-j&#^-f 

cio] [2] [3] ^ciB«©v^'ri^^©DNA%u<^i-e■<©— ffljc*i-rs 

T>^-fe>^DNA„ 
S^cDNAC^m 

a) cDNA^^f^'J-^itLT [8] fCfH^tf) ^5^V- 5: jgj& h~?Z> 

b) ^jg^fcEHKf 5 

&s [in »cia«©^^rtss. 

[13] fflii0^l:PCR^CJ:oTf?ei [11] tClH«©^fiR^Sio 
[14] [l] iznm<D^irftfr(D*yA?mc.M'?Z>ffifao 
[0012] 



1 5 



ffi|E# 2000-3062522 



#5p 11-194179 



^cDNA^tt, *©cDNA©»3RM$&j&£fc5ATGn K>^^ihn F> 5r-fiix.fe.cDNA 
[0 0 13] 

##§BJ!te, * 1 iC^-T J: o ICS^J## : 2 ~ffi#|## : 3 3 6 ©#«t#-^©T 

«T'$>§. *»9!JCJ:S 1 6 zmoyZyrtZnOo** 1 5 2iit ^2 -^8 tC 
a**J:"5fccDNA*n->JC<fcoT3- KS4XTV*S. - 4x & <D V U - > *± 
MmO)^*'! VZfmVttf&Vfcli NcDMA9-f ^9U-*»e), ATGpr^T* 

^*cDMA^n->-e**4:^«S*l, fro, PSORTTN^^C^^;b@B#Ifr#& 

[0014] .. 
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[0 0 2 1] 

(^$1) ATGprl(Z)>f@*^^^^Sv^^ n-> (PSEC0017, ATGprl 0.33; PSEC0030, 
ATGprl 0.26; PSEC0031, ATGprl 0.20; PSEC0049, ATGprl 0.35) : Zft^CDZ 
U-yiZ. 5 f -3%dmWr-$ (one pass sequencing) £ ATGpr7?^M^ L T £ ^ 



ffi$E# 2 000-3062522 



11-194179 

*>PSEC0049J^tf)4jtfm, EST^CDi:b«C©^cDNA©5' ^SgffiJlC^^o fe= ££P 
SEC0049&, ESTi:Jt^LTcDNA<DORF{CfeVNT5'^{Wf{C^^ofco Zl 
ti £ © ^ n - ytf v^4xfc£:gcDNA"e& -5 Zl i: &m 
[0 0 2 2] 

5&cDNA?D-> (PSEC0027, PSEC0047, PSEC0066, PSEC0067, PSEC0069, PSEC 
0092, PSEC0103, PSEC0117, PSEC0142, PSEC0212, PSEC0239, PSEC0242, PSEC02 
51, PSEC0256) ICfcoTH- KSttT^S. 31*1 £ © ? n - > te, 5* -SgBB^J^ 
- # (one-pass sequencing)-! # > /N° ^ ft." * 7c itm # > * M il 

^«cDNAlB^j$;PSORTT*«?*fbfc^«. N-5fcagJC S/^-^BM 
«l^*^t„ L^U MEMSAT [D. T. Jones, W. R. Taylor & J. M. Thor 
nton, Biochemistry, 33: 3038-3049 (1994)] VCDMffi fC <£ »J > « (tra 
nsmembrane helix^o) tlfc 0 I^^IIC 3 ft b±X CO V U — > ft 

S0SUnT.Hirokawa~et.aTTB To Informatics i," 147378-379(1998)] ( = #fjH8Mf$8 

Vn^U zr^r-vy^at-Cf^JsRbfcfc hcDNA^>T^^y-^e>> ATGpr^T^^cDNA 
?n->T'&££^$[£*U J^O, MEMSAT^SOSUlTfjgl* >A^St£^$l£*l& 
*n->j T*fco£„ n->{Cj:oT3- K$*l5#>r?*fC%_tgB 

----- - - - ^JBj&-J&£^^=^^ 

fete^m*>rt?^it:J'ffl-£ftfe a LfrU \^~?ft<DV n->%3#g©ATG (£ 
%tCAT Gprlg) ffl;TOv>) g>iB?gKff C 3; & £ f 5 £N-^JC ^ ^;i/@B3W# 

[0 0 2 3] 
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[*9] 




(&3) ATGprKDffi^^^©^^ n-> (PSEC0067, ATGprl 0.26; PSEC0239, 
ATGprl 0.18) : PSEC0067J£, 5' -SM^'J^- # (one pass sequencing) £ATGp 
rT?3gMttLTfc&"f\ 5' -S8fB#I-r- * e> */ V ± A/Wl* % fro, 5* -Sg 
SH^'J^ - * "C (DORF©^ V a * © L T 3BJB!I lt$fe^D->& £*cDNA@E #Ifl¥#T 
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i! 

Lfc=b©T?&*. PSEC0239&, 5' -SgfB^J-r- # (one pass sequencing) ^^AT 

Gpri<z>ft#lS< i/yi-frfflFJZW otfiltlgijbfef n->T*&-5. r*i£> 

L&VN£©fc¥#MJ|lfC&o£#\ MEMSATilSOSUITfJK^^^^K (transmembrane 
helixfc^o) "efeSh^MStlfc. *fe> U±2 2 0 -yiZ-D^TESTt (Dit 

$&Lfc*g$l, ESllZttLTcDM(D5' -mWK&^9 U - £.Wfet*tlt=. B 
(&4) PSEC0242i:PSEC0251 : U - > &3# @ CDATG*^ ^fSS/Wte 15 * -5 £ f 

PSEC0242: No. 3 ATG, ATGprl 0.82, SP-Yes, ORF 171-1343 391 aa, Signal pep 
tide 24; 

PSEC0251: No. 3 ATG, ATGprl 0.77, SP-Yes, ORF 116-1256 380 aa, Signal pep 
tide 28. 

[0 0 2 4] 

MlZ*mWlZ£Z> 1 6 8l©^>;^g©^^5 2itt, mi 0 (C^-f cDNA 
'5 U-y (PSEC01 95, " i&J: tFPSEC0206)~lC «fc o T3- K StlT V * £ „ Sw i ssPr ot 
£ ©flJIlf'ffi <£ t> > PSECO 1 95 & mouse plasma membrane adaptor HA2/AP2 adaptin 
alpha C subunit£, PSEC0206li^^^^zJC#^f-2> human carboxypeptidase H 
precursor (prohormone processing carboxypeptidase) lCJtif$l^fl-r V^tBllItt^M 

[-0^.2-5-] | -- -- - ■ ■ ■ 

mi 0] 





cDNAIMX 
(bp) 




ATG 
No. 


ATGprl 


SP & 
MEMSAT 


T J 5^3 > 


PSEC0195 


1979 


467 


2 


0.80 


No 


278/281 (98%) aa identity to mouse al pha-adapti n (C) 


PSEC0206 


1606 


430 


3 


0.90 


No 


196/397 (49%) aa identity to human carboxypeptidase H 



[0 0 2 6] 
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£i&#>/\°?fC, yrtVmt. l"The Practical Approach 

Seriesj (IRL PRESS*±)<Z) ITGlycobiologyj (M.Fukuda, A.KobataJjsg, 1993), IT 
Growth Factoersj (I. McKay, I.Leighgg, 1993), ITExtracel lular Matrixj (M. 
A.Haralson, J.R.Hassel l£g, 1995), TMethod in Molecular Biology 

j (Humana Press£t) */ U — XCD ^Glycoprotein Analysis in Biomedicinej (Eli 
zabeth F.Hounsell|g, 1993) iCfc £ -5 V>T, -?"tl-e'tV(D # > JfC7)£^#6ttfg 

ftH^ J (1991^»ff) mm-fb^lsIA^fc^ TMethods in Enzymolog 

yj Academic Press}! CD Volume 296 _ Neurotranmitter Transporters, Volume 29 
4 Ion Channels (Part C) , Volume 293 Ion Channels (Part B) , Volume 292 AB 
C Transporters, Volume 288 Chemokine Receptors, Volume 287 Chemokines, V 
olume 248 Proteolytic Enzymes, Volume 245 Extracellular Matrix Component 
s, Volume 244 Proteolytic Enzymes, Volume 230 Guide to Techniques in Gly 
cobiology, Volume 198 Peptide Growth Factors, Volume 192 Biomembranes, V 
olume 191 Biomembranes, Volume 149 Drug and Enzyme Target i ng&f (DfflljjklZSs 

yrf 2W J P$!%i# IVA^IRfCO^T, Online Mendel i an Inheritance in 
Man (OMIM) (http://www.ncbi.nlm.nih.gov/Omim/) &frjffl L, ~f^^.M^r—V — 

(1) secretion protein 5t) 

(2) membrane protein, (H#>A?M) 
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[0 0 2 7] 
1) Secretion protein 

268 entries found, searching for "secretion protein" 

104760, 176860, 160900, 107400, 118910, 139320, 603850, 147572, 176880, 
600946, 603215, 157147, 600174, 151675, 170280, 179512, 179513, 138120, 
179509, 246700, 179510, 600626, 179511, 600998, 109270, 601489, 154545, 
179490, 185860, 603216, 122559, 601746, 147290, 602672, 146770, 603062, 
179508, 131230, 601591, 602421, 139250, 167805, 167770, 600041, 600564, 
118825 ," 60ir46r 300090", ~600753~601652 "600759, 600768, 602434, 182590, 
603166, 308230, 602534, 603489, 107470, 150390, 104610, 173120, 158106, 
143890, 306900, 308700, 134797, 137350, 227500, 176300, 107730, 600760, 
138079, 120180, 120160, 120150, 124092, 138160, 101000, 227600, 600509, 
601199, 142410, 104311, 193400, 201910, 107300, 122560, 272800, 217000, 
"590050, 147670, 133170, 176730, 300300, 134370, 274600, 120140, 162151, 
158070, 152790, 120120, 106100, 300200, 192340, 190160, 138040, 147470, 
147620, 173350, 147380, 152200, 152760, 157145, 153450, 264080, 113811, 
600937, 600840, 188545, 202110, 600514, 186590, 603372, 136435, 137241, 
252800, 214500, 207750, 138850, 139191, 142640, 138130, 189907, 603692, 
600633, 603355, 107270, 600377, 147892, 232200, 600281, 232800, 602358, 
^37J35.,-^6Q17J7a-.,;.6017£a,_2532 
603732, 147660, 600761, 172400, 600823, 600877, 130080, 171060, 107740, 
307800, 602843, 130660, 152780, 124020, 601124, 601340, 601604, 601610, 
171050, 312060, 232700, 300159, 142703, 600734, 125255, 168450, 123812, 
188540, 147940, 188450, 600839, 182452, 188400, 182280, 176760, 263200, 
600264, 188826, 252650, 601185, 162641, 137216, 601398, 601538, 118888, 
118445, 601745, 190180, 601922, 182098, 602008, 147440, 602384, 600031, 
109160, 602663, 151670, 602682, 602730, 602779, 146880, 603061, 142704, 
603140, 106150, 600732, 153620, 603318, 139392, 600042, 102200, 603493, 
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182100, 264300, 603795, 184600 

[0 0 2 8] 
2) Membrane protein > A # 3R) 

1017 entries found, searching for "membrane protein" 

130500, 305360, 153330, 173610, 170995, 109270, 170993, 

133740, 133710, 602690, 133730, 159430, 600897, 

602003, 109280, 603237, 602173, 107776, 602334, 

154045, 309845, 600594, 603718, 603241, 603214, 

601476, 602879, 136950, 600723, 601114, 185880, 



602333 
602413 
182879 
600182 
602257 
186945 
601047 
602048 
107770 
186946 
180721 

176801 
121014 
190315 

JL76981, 



1609T07l7707bT 603062 , 603344 , 602977, 310200, 

600039, 600267, 128240, 182900, 601097, 136430, 

143450, 603141, 603700, 600579, 256540, 159440, 

188860, 137290, 158343, 184756, 602910, 603179, 

173335, 602625, 154050, 219800, 603850, 601028, 

601767, 603143, 121015, 603215, 227400, 603735, 

[0 0 2 9] 

176860, 600753, 603142, 176790, 600266, 601239, 

121011, 125950, 603534, 304040, 601134, 600754, 

300172, 602216, 602261, 602262, 602461, 131560, 
.IA2461.,-139310.,-312Q80.,--126.64.0.,^L28239^-18547A,. 



309060, 
133090, 
125305, 
603657, 
185881, 
600959, 
600946, 
602414, 
600279, 
600447, 
600179, 



120920, 
601178, 
602335, 
603177, 
300096, 
300100, 
602534, 
600403, 
108733, 
104225, 
602421, 



115501, 143890, 
601510, 601595, 
179514, 179512, 
310300.,..-.601403, 



601757 
601531 
120620 
104760 
136425 
602285 
603293 
602474 



273800 , 
601832, 
141180, 
601693, 
603531 , 
107450, 
131230, 



151460, 
104775, 
601014, 
300017, 
603291, 
602296, 
112205, 



176943, 
600040, 
139150, 
603518, 
600917, 
303630, 
600763, 



104311, 
603583, 
182860, 
601009, 
603216, 
176878, 
600718, 



168468, 
176894, 
177061, 
134651, 
102720, 
120090, 
300187, 



120130, 
602631, 
600174, 
601107, 
300118, 
600322, 
170715, 



602887, 
166945, 
180069, 
603868, 
179590, 
138160, 
601966, 



600164, 
182180, 
191275, 
600168, 
135630, 
601212, 
300051, 
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[0 0 3 0] 

120070, 600691, 600855, 182309, 602101, 602857, 194355, 162230, 600874, 
113730, 155550, 602701, 306400, 601789, 231200, 107271, 175100, 182870, 
305100, 301000, 601313, 157147, 147670, 139200, 603593, 157655, 600934, 
155970, 602049, 155960, 155760, 118990, 135620, 308230, 602694, 162060, 
300023, 160993, 153619, 153432, 120131, 603823, 603167, 601023, 600816, 
165040, 601681, 166490, 300112, 120190, 300145, 163970, 600772, 602926, 
602933, 602202, 400015, 151510, 600759, 602672, 602654, 603821, 116952, 
151430, 602632, 155975, 602217, 150370, 600752, 601179, 600932, 603048, 
603234, 601805, 603822, 603869, 601717, 601181, 313440, 139130, 107777, 
109190, 603452, 191163, 191164, 602370, 176877, 103195, 600523, 191328, 
601275, 204200, 602426, 603820, 600551, 600695, 600552, 600553, 602306, 
601523, 

[0 0 3 1 ] 

602507, 602299, 600583, 114070, 600632, 603498, 185430, 600587, 235200, 
173470,-603199, 601633, 602500, 208900, 180297, 156225, 516020, 190195, 
141900, 102680, 193300, 101000, 193400, 300011, 107400, 257220, 107741, 
180380, 203200, 111700, 600024, 304800, 600065, 110750, 179605, 113705, 
601638, 222900, 120120, 602509, 602469, 600930, 601383, 176261, 602574, 
602997, 311770, 131550, 603616, 308700, 603372, 256100, 224100, 276903, 

saflsafl&^sMQ^ma^^ 867.20. ... i 

173850, 601050, 602505, 186590, 246530, 602689, 194380, 300041, 162643, 

152790, 120150, 600682, 600106, 272750, 188040, 602382, 601497, 113811, 

182138, 212138, 601309, 109690, 114760, 176805, 601253, 123900, 602581, 

189980, 191190, 110700, 600163, 137167, 600580, 601610, 190000, 123825, 
603491 , 

[0 0 3 2] 

600135, 186591, 173910, 138140, 107266, 120950, 601081, 603690, 244400, 

312700, 171060, 601199, 601758, 170500, 277900, 601997, 314850, 601880, 



2000-3062522 
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# 

603009, 120220, 603126, 164920, 602934, 164730, 163890, 603434, 107269, 

602909, 600877, 256550, 164761, 602872, 120110, 126150, 158070, 266200, 

223360, 250800, 269920, 252650, 603355, 154582, 138190, 300035, 602640, 

227650, 158120, 153700, 182380, 155740, 204500, 603401, 601975, 300135, 

136350, 602924, 300167, 185050, 176100, 300189, 151525, 300200, 165180, 

230800, 602158, 602676, 603411, 193245, 120325, 601848, 192500, 603102, 

147795, 245900, 137060, 147557, 120650, 602377, 307800, 120930, 308100, 

142800, 191092, 232300, 173510, 602225, 180470, 190930, 186357, 134638, 

600544, 601373, 600509, 600359, 603784, 600395, 600653, 603754, 601597, 
601066, 

[0 0 3 3] 

600185, 601295, 600978, 205400, 603274, 600418, 600839, 516050, 601691, 

601007, 600650, 600308, 603261, 601193, 600004, 600017, 516040, 253800, 

276901, 600019, 257200, 108780, 300037, 300104, 300126, 255125, 203300, 

300191, 426000, 302060, 304700, 201475, 252010, 193210, 311030, 306250, 

248600, 191740, 108360, 131244, 600423, 232200, 191305, 231680, 103320, 

190180, 600493, 111200, 226200, 312600, 600170, 111680, 186910, 203100, 

600536, 600238, 186830, 186760, 186745, 186711, 106180, 112203, 103180, 

182530, 182160, 600644, 307030, 192321, 600667, 125647, 179080, 114207, 

114860, 176000, 116930, 600748, 173515, 173325, 600377, 171760, 171050, 

600857, 158380, 600867, 154360, 152427, 150330, 110900, 147840, 147360, 
147280, 

[0 0 3 4] 

146880, 312610, 120940, 142871, 142790, 600937, 142600, 134390, 111250, 

600979, 600997, 142460, 186845, 134635, 601017, 139191, 139090, 138850, 

601040, 138720, 122561, 131100, 123610, 217070, 100500, 603377, 602354, 

603302, 603207, 603086, 602188, 602095, 603867, 603842, 603798, 602602, 

601194, 602607, 603713, 603681, 601252, 603648, 603646, 603644, 601282, 
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601284, 603667, 603712, 603594, 601872, 603425, 601843, 603263, 603208, 
601411, 603201, 603189, 601463, 603164, 603152, 603087, 602874, 601492, 

602893, 602057, 602859, 602746, 603879, 603510, 602458, 603380, 601581, 
603765, 603283, 601599, 601733, 601852, 602316, 601615, 601617, 602184, 

602894, 603005, 603030, 603861, 602835, 602136, 600153, 600074, 600046, 
600023, 601625, 516006, 600018, 600016, 516002, 601590, 313475, 313470, 
600244, 

[0 0 3 5] 

600528, 601611, 600282, 600327, 601568, 600368, 601730, 601535, 601745, 
601929, 300169, 300150, 300132, 601533, 600385, 600464, 600424, 600429, 
601756, 601488, 516005, 251100, 516004, 600918, 516003, 602192, 516001, 
240500, 600465, 602241, 602243, 230200, 601485, 601478, 601416, 602297, 
601459, 601839, 602314, 193065, 193001, 191306, 600504, 601020, 191191, 
602372, 190181, 600534, 188380, 186854, 186360, 600530, 185250, 182331, 
600535, 182305, 601296, 600582, 600732, 600734, 600742, 600782, 176802, 
176266, 600769, 601883, 600864, 601901, 176260, 173490, 600910, 601905, 
171890, 600916, 601987, 602679, 162651, 161555, 160994, 602714, 602715, 
602724, 602736, 300007, 602783, 275630, 602836, 270200, 602871, 159460, 
602876, 154540, 153900, 602890, 601153, 602190, 602905, 153634, 153337, 
602914, 

[0 0 3 6] .......... 

152310, 151690, 151625, 602935, 602974, 150325, 602992, 150320, 250790, 
603006, 603007, 603008, 150292, 233690, 603046, 150210, 603061, 147940, 
603063, 221770, 223100, 603097, 147880, 603118, 147730, 146928, 146630, 
142622, 603149, 603150, 603151, 600923, 138981, 138590, 138330, 216950, 
603192, 138297, 603202, 601002, 602343, 138230, 136131, 603217, 603220, 
134660, 131390, 131235, 603242, 603243, 130130, 602345, 126455, 601123, 
126064, 125240, 602359, 603312, 602380, 603318, 123890, 123836, 603356, 
603361, 603366, 123830, 179610, 188060, 123620, 120980, 186355, 118510, 
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114835, 114217, 113810, 603499, 182310, 111740, 109610, 603548, 603564, 

108740, 603598, 603613, 107273, 603626, 602518, 179410, 603647, 602515, 

603652, 106195, 602573, 178990, 105210, 104615, 167055, 603717, 104614, 
603728, 

104210, 603749, 603750, 103850, 602608, 603787, 603788, 603796, 173445, 

103220, 102910, 102681, 102670, 102642, 603833, 173391, 102576, 102575, 

171833, 102573, 101800, 603875, 601108 
[0 0 3 7] 

imr<z> «fc o iz l x mmshmn z n e> z. t wx* g z> . 

rt?Mx*2b2>nfffi&tf-&^ B i^ot, xmmz&'oxWimznzmtyrt? 
&*a<Dvify F*&mft£<Dm&t$mzm^^xx>? v--y^-tnn. 

U-->^tsri:^§5 0 -r^fct., (a) #&W0># 
#^^^KJcattJWJBI<« : S:««S-tt*XS, (b) St* 

— | -^[jQj0l3^.8J - 

* ©»« * > ^ * k % *» u * Ac it^mmmm ^lt^t^ 

P-*f*&» *T£fb^lfci*&7 JfM#fl:H^£^<Z>^#p203-236 (1991) JfC 

£-ffc¥HA) . MRfcLTii, 125 i&£tf>Ri^ii<Z)i3:£\ Sim (7;i/#U**7 
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yrf~x h^y h) (DXZV -~y * 
[0 0 3 9] 

tfiii, &<fct>* (c) «*fttt»*#«TK:fev^T*mLfe»-&i:jis*UT, t£ 

©y =j- * b*Ty*3-x h(Dmm£.tez> e ■^mn<D^yn^nn j t<o^:m^ 

^^^^^^^^^^^^^^^^ ^^^^^ ^^^^^^^^^^ 

[0 0 4 0] 



3 4 
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*<Dmm*yrt?g.it. ^mmmmtrcit^^mmmzmtuvx, mm- frit 

i^>;^f$:ffl^T, 45t*n©y K^££#£©*£#^fttc£t5v\T:** U 

mxr-3-xh. Ty*3-xh<DW%.tf*imiite2> a z.o\sxnhnz>ik&m 
y^^n^m^^mm<D^mm^mmm^<0!tmi^m^^ti^ o 

- — , — ^^[Sl£LAJLJ1 - - ................ 
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xtV-=.yy\z&^xn btifcit&mt* #38*8 K «fc £ # > A ? Wit L £ 
[0 0 4 2] 

r©^^u-->^i±. Mill j^T<z><fce>tc?fe> ^^^nTtgT^So *?v 

^^©iHfc^/^g, 2b2>^i$m*y^?mt>\ ffifrte&BMmzy^? 
nffifazm^x. ftfe<DmB£L$y^?M<DmmA^&&ii<z>i%Mzm'<z>z}i 

iZ£<>)ftl&Z.£.-tfXg£ a TMethod in Molecular Biologyj (Humana 

Press££) y U — X(D ITMolecular Diagnosis of Genetic Diseasesj (Rob Elle 
sgg. 1996) *0i%lZMffirfnSMX&Z> e 
[0 0 4 3] 

##ggi?<z)#&#>A*fc, t.fctem*y^?mz. m^m^^y^^MtLx 



aiiiE# 2000-3062522 



4#3Z i 1-19417 



9 & -zmm&mBifflffiK.mxL. mw^m^x^rnvr^^y^^M^nrnt 

£J LXMM'i' & (Current Protocols in Molecular Biology edit. 

Ausubel et al. (1987) Publish. Jhon Wily & Sons Section 16. 1-16. 19) 0 7 

;«t$>ott)J:^. -f>tfhDh7>^l^-^3> r 0n t 

he fidelity of mRNA translation in the nuclease-treated rabbit reticuloc 
yte lysate system. Dasso.M.C. .Jackson, R.J. (1989) NAR 17:3129-3144j #flg 
) &£fc<fc U#2£BJ!©# > A* r t&siMX&Z. 
[0 04 4] 

^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

(DZyrttm.*^te*7°*#-^xw^&z.hK&^xm& r lrz>o 

[0 0 4 5] 

#IC0M&&<. cDNA(Z)ffi. >TVADNA, fb^-£j«DNAfc ft*. * fe> * 
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I) #*-f if- 3 ym-^ Z. tl 6 DNAgg^J & £ fc-£j& Lfe^^-fY- ^ £PCR}£ 
[0 0 4 6] 

WJr-^0#t^t)i:(C, S'^agCD^ffi&^M-rSATGpr ($><§> WJATGpr 

&§) ii:^t>^ot^S„ 
[0 0 4 7] 

scripts #-(Stratagene*±i<r) LV^. 

^^^ ^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

?§m^#-£LT&, M^frt, *Mp*j, «*MJ6A. 4«ffl#WTf*>^ 

&*ltfpBEST/<?#- (^n^^ftl?) , *fl§ffiT*&*U*pET><*#- (mvitrog 
enftgg) , ^#<HJ|S-e*)tllipME18S-FL3/<^^- (GenBank Accession No. ABOO 
9864) , £#jM#T-&4xt£pME18S/^ # - (Mol Cell Biol. 8:466~472 (1988) 

h&MV^fe';^f-1fiElStCJ:»;ff^wi:^T?#« (Current protocols in Molec 
ular Biology edit. Ausubel et al. (1987) Publish. John Wiley & Sons. Se 



ffiliE# 2000-3062522 
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ction 11.4—11. 11) „ 
[0 0 4 8] 

* -tfmAZft&mHLMMt LxizmzmmtteK. BWizmvxm*a>m 

[0 04 9] 

^?Lj& (Current protocols in Molecular Biology edit. Ausubel et al. (19 
87) Publish. John Wiley & Sons. Section 9.1-9.9) . D tff^ a: ^ # ^ (G 
IBC0-BRL*±§g) , ~?4?U4 yV^Vi/-iy$kt£E<Dl3mT°fs o Z£tfvSffiX2b 

[0 0 5 0] 

•e vftmmzK^zrv #j x-tzi tit, m^(D/\>fzfv #4 i?-s/a>&#T 
, #*L<fcMK«fc&#TT?, #2^© a * ft & 3 - K-rs mm&^ : 1 ~ 

^^^^^^^^^^^ ^^^^^ ^^^^^^^^^^^^^^^^ ^ 

y^-f UTMVN-g>«^fC(i, If, 15bp~100bp, U< &15bp~35bp 

(D^«$:^-r-§>o ^n-^^ btMVN|,^C[l ##§HJ!tf)DNA©'i>&< 

o 

[0 0 5 1 ] 
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V #V if- ^H^RT-PCRIC <fc y, f§W5:^Slfc'J, ^EgCDDNAS: ^ 
-f7-illtM^fe/K'J^7- -£»URjRJ£ (PCR) {C «fc U >fV ADNA-PCR^RT-PCRtC 
«fc V*mn<D#>A9MZ^- K-r«DNA^>-t©»3K«I»«««:4l«U, RFLPfc? 
flr, SSCP, £/-?x>£/>^tf)#&lCJ:>K i?iJ©Sf$:tS • &«r*S£ £ 

[0 0 5 2] 

* fe, r@B^J## : 1 ~B2#I## : 3 3 5 ©^»S#»C|B*<Z)lft£Bii#l# & 

>^i^^WA#^£*i£o T>^i2>XDNATi7 7>~^-fe >X*M£3[#j|H ~ "T 
fc#){C, 4>&< £%il5bpJ£Lt, L< telOObp, $ P> jC^Ji; L < «500bpJ^_L© 

il^^U jSffT, 3000bpj£*|*u ^*L<tt2000bpJ^|^<3DiS^S:^f-rs o 3© J: 

, K-TSDNA («^.«, IB^!J## : 1 

: 3 3 5(JD^HR##ICSB«©DNA) ©fB^JM^^tC^X^ P - h& 

(Stein, 1988 Physicochemical properties of phosphorothioate oligodeoxyn 
ucleotides. Nucleic Acids Res 16, 3209-21 (1988)) J&iffC j: *) MWl't Z. £. 

[0 0 5 3] 

^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

Ut, ex vivo^in vivo&& i£ iZ «fc »J "5 . 

[0 0 5 4] 
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[0 0 5 5] 

& (Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wiley & Sons. Section 11.12—11.13) , — 2t\ #n-^~ 

(b : f#-5;i£:# ? "£^<5 (Current protocols in Molecular Biology edit. Ausubel 
et al. (1987) Publish. John Wiley & Sons. Section 11.4 — 11.11) . 
[0 0 5 6] 

#^e>tis 0 ^wictt, ffljutmm* &lwl> t&itMMteZfr** 

[0 0 5 7] 

^^^^^^^^^^^^^^^^^^^^^^^^^^ TFunct i ona l__tra-_^ 
nsplant of megabase human immunoglobulin loci recapitulates human antibo 
dy response in mice, Mendez, M.J. et al.(1997) Nat. Genet. 15: 146-156J # 

§ (Methods in Enzymology 203, 99-121 (1991) ) „ 
[0 0 5 8] 

immrn 
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Mffiffl 1 • *Vzl**y J: § cDNA^ >f ^9 U - ©f^SS 

miZftit-%mtert-2nmmmMm (StratageneftJcyglA) &JB^fc. Sstfv^ 

(1) NT-2|fflj^$: 1/^7 -f >BftT?8§#LfcV (NT2RM1) 

(2) NT-2ttjB&&*& l/f;^>i^ttltim 48^ra^P# (NT2RP 
1) 

(3) NT-2i(BJ»S:«*||fc, l/f ;>f >i&ttltim 2MK^# (NT2RP2 
TOT2RP3) 

i*ie>©^*jHHilSS:-etl-6tl^*T, ifctfc (J. Sambrook, E. F. Fritsch & T 
. Maniatis, Molecular Cloning Second edition, Cold Spring harbor Laborat 
ory Press 1989) |H«©^^tC<fc y "RNASrSlffi L fe. ££fC, 3r V dfdT-fe JVU — 
* Tpo 1 y (A) + RNA & W$g L . 

HtttC, t hMIl (PLACED > Hh0*0ffl« (0VARC1) , bhMiU 
WS:#<^tfjia«l (HEMBA1) <fcy, (J. Sambrook, E. F. Fritsch & T. Ma 

niatis, Molecular Cloning Second edition, Cold Spring harbor Laboratory 
Press, 1989) ffi«©;#i£lC J: y «RNAS:#rffJ $£>lc, ^ U zi'dT-fe )V P - X 

T*poly(A) + RNA£*ii§gL£ 0 
[0 0 5 9] 

^^^^^^^^^^^^^^^^^^^^ M. Maruyama and S. Sugano, 
Gene, 138: 171-174 (1994)] IZ <fc y cDNA^ >f U - L £o Oligo-cap li 

nker (IB^J## : 3 3 7) -fe JctfsT U =3*dT^^-f (BB#|## : 3 3 8) 

v^txik [itTK-ww, set mm mm, 41: 197-201 (1996), y. Suzuki e 

t al. f Gene, 200: 149-156 (1997)] ©fS^fC L fctfo TBAP (Bacterial Alkali 
ne Phosphatase) #151, TAP (Tobacco Acid Phosphatase) #111, RNA^-Y >f— i/ 
ay. jg-«cDNA©^hRNA<3D^&frofe. &V*T?, 5' (ffi#J#-3 : 339 
) £3' (@E?!J## : 3 4 0) ©PCR^^f V- £|§^PCR (polymerase chain rea 
ction)tC«fc y 2#«cDNAlCS£iftU Sfil^JWrLfc. &V%T*. DraHIT'^Lfc^ 
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?#-pUC19FL3 (01) (NT2RM1 £ NT2RP1) * tz. ttpME18SFL3 (01) (GenBank 
AB009864, Expression vector) (NT2RP2, NT2RP3 > PLACE1, 0VARC1, HEMBA1) 
(CcDNACO^fpIffi&^^T^ u--y?l /> cDNA^-f rf=y U -Srf^^Lfeo itl^> 
J: »J#fc# n->©^7^^ KDNA{COVNT, NT2RM1, NT2RP1, NT2RP2, PLACE1 
, OVARCK HEMBAllCOV^W:, $f AcDNA-9--f X#l kbJ^T© * □ - > £> 
NT2RP31CC^T&, W AcDNA-tM X#2 kb^T® # n - y £|&Vn£^ cDNAtf)5' 
^^3' 5§s(7)^S@B^J^DNA5y->!r>i/>^M^ (Dye Terminator Cycle Sequenci 
ng FS Ready Reaction Kit, dRhodamine Terminator Cycle Sequencing FS Read 
y Reaction Kit£ fz. &BigDye Terminator Cycle Sequencing FS Ready Reaction 
Kit, PE BiosystemsfrSg) £J§VV — T ;WCfi£ o T ^ - >T > 2/ > 
, DNA$/->T (ABI PRISM 377, PE Biosystems*±$g) T?DNA^^@2^J £Mr 

[0 0 6 0] 

NT2RMl£NT2RPlJ^<£>;f'; =3> ^ y ^^^cDNA^>f U - ft, 
T? © aWfg # - PME18SFL3 & ffi V ^ T ftm b £ „ PME18SFL3 D 
^fiMSODJiSfctCSRa :/n^-#-£:SV40 small t>f > h □ >#ifi»&* ft 

P ME18SFL3©^O->^TOli#^ttC0DraIII+r-f ht4ot^»J, cDNAUfftf 

7mSRa:7D^-*-<0T^C— #faffi£#A3ft«._ LWot, £*cDNA£ 

- .,- ^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

[0 0 6 1 ] 

^^-^^-x^cdh h8E#mRNA£5'-**SB#J#-St"r&£ 
^a->lC^T, ^^-^^-^^©BJE^IbRNABB^JJ: *J S< 5' -*Sg*«#tJf 
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y--eocDNA^n->©5'-5K3H©^** [£**n-:/»/ (^:S^n->^ 

+ *i*^n->»).] SrH hgEfcnnRNAhifcjgef SrillC<J: V&tbfc (NT2RM1 : 
69% ; NT2RP1 : 75% ; NT2RP2 : 62% ; NT2RP3 : 61% ; PLACE1 : 68% ; 0VARC1 : 59% ; HE 
MBA1 : 53%) . i©«*J:*J, 5' -S8E?ff©£:B35##f?rtC«^;i Mfi&frv 

cDNA^ -f Zf ^ V-£?a-y £<Dm&l*?k(D £&W$>2>o 

NT2RM1 : PSEC0001-PSEC0017 

NT2RP1 : PSEC0019-PSEC0045 

NT2RP2 : PSEC0048-PSEC0085, PSEC0092-PSEC0109, 

PSEC0111-PSEC0113, PSEC0173 
NT2RP3 : PSEC0241-PSEC0263 
PLACE1 : PSEC0086-PSEC0090, PSEC0110, 

PSEC0117-PSEC0172 
OVARC1 : PSEC0178-PSEC0183, PSEC0239-PSEC0240 
HEMBA1 : PSEC0190-PSEC0236 
[0 0 6 2] 

MMW 2 . ATGpr £ EST i Ma t eFL7? (D cDNA (D 5' -^Sg©^S*©.fffll 
ATGpr ATGn K>©Ma©iB^J©^«^e>HIRB§*&3 K>7?*S^if-5^ 

y ^.Xff^S^TCDA. A. Salamov, T. Nishikawa, M. B. Swi 
ndellslCJ: U^lfcyn^AT'^S. ^l±, ^©ATG^S:©B§*&3 F>T? 
A^^ii^JI^U&_(^5-0.94)_ o _^ 3 g>^n £g Ja(DcDM<D5' -rjfcag-e& S 

U - 3^ & ©cDNA? n - ><£>5* -5M8BB#|fc: jgJB L T ATGpr m £0 . 6J£* _tT* 

^«^n-> (oRF^N-^asg^T^o^ u-y) mmo^mmt 

^Mtttt^=fo{C82~83%*T?±#l/fc 0 £*>IC, r^n^AS:* U dTdf^y 
^S£T?f£S[Lfcfc bcDNA^-T ^ U - A^©^ □->©5'-^fH^J^^t: hm 
RNAt-gt-r-517,365^n->lCoV>TfPffiLfc^S:^t-c -T&fr*>> K^It: 
MRNAfc— £JfTS* D->&CO^TATGprltf>**# * □ - ><Z) 
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5'-5K3S?B2#I$:gB3lfc: NmRNA©ORF£ jfcgeU ^**»*^*^&ft3fe Ufe. 

DNA^ -f ^ ^ U - £ © * a - > <M^i=?;bi±&c J: S3B##, #Slc^£fr& r i: 

[0 0 6 3] 
[Ml 13 



ATGprl© (^r^ + #±«) ±Mm 



>=0.70 
>=0.50 
>=0.30 
>=0.17 
>=0.05 



10,226 
12,171 
14,102 
15,647 
17,365 



8,428 
9,422 
10,054 
10,385 
10,608 



82.4% 
77.4% 
71.3% 
66.4% 
61.1% 



[0 0 6 4] 

ESTiMateFLte, ^k^- * #(DEST(Z>5* -jfcaBBB^W -^SBBB^Ji: ©Jt 

^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

tf»(DESTgE#U t>:6K5'-^;Wt>*TV^^-£. £> £££5' -t^^^MV^ D — > 
T=bM#©^^50fg»j^p«gT^^^$:^l:W{c^Si: ^na±M^m&Z 
#±M£l,f=.o EST£(Dttmz£Z>%,±-Bkt) L^(DWmX^t. Jtf^fM £ -T -5 EST 
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© 

* *? v y°mz J; 3 cdna ? d - y & e> ifit ^ ojigffi©^ v^ * n - y £ Pf^-T 

*0>tcH£;*.tf^8&T&<5. ESTiMateFLtt, ^^t"*- # ^- ^^<3DESTS» 

[0 0 6 5] 

^CDfgmSrt £#)£t><Z)£:gt 1 2, ££0^1 3 iC^Lfc., ATGpr ^ESTiMateF 

t ^ n - >®5' te&m*. ££k<z>m£teo 

a 

[0 0 6 6] 
»12] 

£cDNA? D - ><Z)5' -5fcaSE#I©ES , nc*f*r S^M* 



ATGprlCD + 

..m.±m g>8t- jg>». . 



>=0.30 8,646 907 90.5% 

>=0.17 10,158 1,150 89.8% 

>=0.05 15,351 2,728 84.9% 



[0 0 6 7] 
[*1 3] 

mtan hmRNAc7)0RFi:i:bgeL, &±-Rn3b z> nwfe h t=.* y dr^p * v 7mT*j&m 
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b £cDNA? n - ><7>5' -3immn<Z>ESTlZM-t 2>l£Mm 



ATGprlCO (£* + #£«) 



>=0.30 1,271 2,156 37.1% 

>=0.17 1,678 2,907 36.6% 

>=0.05 2,512 4,529 35.7% 



[0 0 6 8] 

him 3 . ^wi/ge^isr&o^ u-><DmiR£"£n£ v±m^<d~&\<^? u-y 
^©•r^T(Z)ATGn Fyfr^^wzn&mfeT 5 y mmmiz^^x. • 

**^b7t^>/\°^K©^'(4^Myny^A rpsoRTj £Mw 

ffi-tzz-tickv, : y>f-r)\smn*%'DiL^m-£nz>>7u-y (&m#y^?n 

PSEC0001-PSEC0067fCO V>T», 5'-^§@H^jT r -^ (one pass sequencing) JC 
£■3 < ATGprtc <fc § jlSIBi L T 0*» L5* -SBBB^J-r- # 2/ y^;i/@i*?rj 

^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 
^^-r^ti^&^SaLfe^n-^T'feS. PSEC0068-PSEC0263fCOV^ 
tt> S'-^gH^J-r 1 - # (one pass sequencing) £>ATGprl<2||;^>fjI#0.7J^_h-e 
, Jimm (PS0RTTfl?#T) £f£*>, fro, 5'-^l^J^-#T*CD0RF##;G£ 

■tzbozmmL&fu-yv&z. 

[0 0 6 9] 

HifcM 4 . ±-&cmmwmtiT i: # r- ^ u - #J8!J 



miI4f 2000-3062522 




11 — 194179 



fr& iZ & o X L £ m«ie?<J & ^± {C 7h - A - ^ y £ S«F Ift &5t*£t&« 

(1) Licor mki/-^yv-*m^f~cmknAm}im^frb<Dny<yv-F 

>S/>^KJ£^ Licori/->r>-9--TrDNA^@2^j^^L^) , 

(2) AT2h^>X*V>f$mirft3£S&fflV^Primer Islandj£{C J: £ * 7.ir y 
KS/ — ^>X[S. E. Devine and J. D. Boeke, Nucleic Acids Res., 22: 3765- 
3772, (1994)] (PE Biosystems*±$g<£> ^- y h £ T MZ L £ o T V U - > 
£!Rf#^> PE Biosystems^fc^ODNA^-^^i/^y^^-evn^T^KC^oTi/ 
-4r>S/>^£fSU ABI PRISM 377TDNA|£MB?lJ£»rl'£) 

(3) *^.^A^DNAy^-rv-§:M^fe^-r^^-^i/^-5 ^-^-^{CJ: 

V ^r>^ (#^# A^SDNA^ -fV ^PE Biosystems 
*±§g<Z)DNA£/ - >!r > i/ y ^It7-a7Jl/ (Ctot^-!r> FRfo U ABI 
PRISM 377^DNAifil6ffi^r|S:j!¥*f bfe) 
[0 0 7 0] 

r tl £ © SB#I tC o V n T > ATGpr £ PSORT &C <fc £ 0#f £ «fc tKenBank^ s w i ssPro t (C 
•fcfr£BLASTj$?#f Srffofeo foHAj¥<D>7 U - > (1 7 2^n->^ 1 5 2^D 

- s. fcJfefeE .& ic, .-PSORm^^^igM^^ffi-g. flvo fc.fr d - y (p... 

SEC0027, PSEC0047, PSEC0066, PSEC0067, PSEC0069, PSEC0092, PSEC0103, PSE 
C0117, PSEC0142, PSEC0212, PSEC0239, PSEC0242, PSEC0251 , PSEC0256, PSECO 
006, PSEC0043, PSEC0058, PSECO 195, PSEC0206, PSEC0211) JCC^Tte, MEMSA 
T£ < fctfS0SUn?jg# yrtVg. (transmembrane helix£t,o) t.¥fflT*g&frl£ 
Oi^^mhtco 2 0 9U-ytp<D 1 4 frn-> (PSEC0027, PSECOO 

47, PSEC0066, PSEC0067, PSEC0069, PSEC0092, PSEC0103, PSEC0117, PSEC0142 
, PSEC0212, PSEC0239, PSEC0242, PSEC0251, PSEC0256) ^transmembrane hel 
ix##fc-rs £^803 fife, itl&li, lK#>,**«T?fcS£Jij£3;nfc. 



ffiIE# 2000-3062522 



#5f2 11-194179 



, SwissProtiiO^iBl'Sci; U> PSECO 195 mouse plasma membrane adaptor HA2/A 
P2 adaptin alpha C subunit£, PSEC0206te#^M)f&tC#:j£-f Shuman carboxyp 
eptidase H precursor (prohormone processing carboxypeptidase) fC.tb|$6*Jrflj 

[0 0 7 1 ] 

VA±.(D%£^%:m.2~m. 1 OtC^L^o #cDNA^ n-X^aigannotationtlWIC 

m*pizmLfc 0 i 6 8 tu-yojj^^v-zm^-t* 

s#a-> (i68^n->) 

ScDNA^ n->T'S5tfl$fl§^ D-> (1 52 jra->, ^ 2 ~* 8 ) 



PSEC0001 


PSEC0049 


PSEC0085 


PSEC0113 


PSEC0004 


PSEC0051 


PSEC0086 


PSEC0119 


PSEC0005 


PSEC0052 


PSEC0087 


PSEC0120 


PSEC0007 


PSEC0053 


PSEC0088 


PSEC0121 


PSEC0008 


PSEC0055 


PSEC0090 


PSECO 124 


PSEC0012 


PSEC0059 


PSEC0094 


PSEC0125 


PSEC0017 


PSEC0061 


PSEC0095 


PSEC0126 


PSEC0019 


PSEC0068 


PSEC0098 


PSEC0127 



;EGM2.0^SEGM7i)^ES£Cm9J^SECm28 - - 

" ' 1 ■ ■ ■ ■ 



PSEC0021 


PSEC0071 


PSEC0100 


PSEC0129 


PSEC0028 


PSEC0072 


PSEC0101 


PSEC0130 


PSEC0029 


PSEC0073 


PSEC0104 


PSEC0131 


PSEC0030 


PSEC0074 


PSEC0105 


PSEC0133 


PSEC0031 


PSEC0075 


PSECO 106 


PSEC0134 


PSEC0035 


PSEC0076 


PSEC0107 


PSEC0135 


PSEC0038 


PSEC0077 


PSECO 108 


PSEC0136 


PSEC0040 


PSEC0079 


PSEC0109 


PSEC0137 



ffi|E# 20 00-3062522 
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PSEC0041 PSEC0080 PSEC0110 PSEC0139 
PSEC0045 PSEC0081 PSECOlll PSEC0143 
PSEC0048 PSEC0082 PSEC0112 PSEC0144 



PSEC0146 PSEC0178 PSEC0216 PSEC0247 

PSEC0147 PSEC0181 PSEC0218 PSEC0248 

PSEC0149 PSEC0182 PSEC0220 PSEC0249 

PSEC0150 PSEC0183 PSEC0222 PSEC0250 

PSEC0151 PSEC0190 PSEC0223 PSEC0252 



PSEG0152 PSEC0191" PSEC0224"~PSEC0253 

PSEC0158 PSEC0192 PSEC0226 PSEC0255 

PSEC0159 PSEC0197 PSEC0227 PSEC0258 

PSEC0161 PSEC0198 PSEC0228 PSEC0259 

PSEC0162 PSEC0199 PSEC0230 PSEC0260 

PSEC0163 PSEC0200 PSEC0232 PSEC0261 

PSEC0164 PSEC0203 PSEC0233 PSEC0263 

PSEC0165 PSEC0204 PSEC0235 

PSEC0167 PSEC0205 PSEC0236 

PSEC0168 PSEC0207 PSEC0240 

PSEC0169 PSEC0209 PSEC0241 

-PSEC0170 PSEC0210 PSEC0243 



PSEC0171 PSEC0213 PSEC0244 

PSEC0172 PSEC0214 PSEC0245 

PSEC0173 PSEC0215 PSEC0246 
C&1) ATGprl©ffi^0.5J^T©^n-> (PSEC0017, ATGprl 0.33; PSEC0030, 
ATGprl 0.26; PSEC0031 , ATGprl 0.20; PSEC0049, ATGprl 0.35) : Z.tlbCO 

^D->{±, 5' -%&mWr-Z (one pass sequencing) fcATGpr^jgglJtt life 

f© * v % a> t l x mm b t s fe v u - y & ±&cMmwmm v r=. % © v & z> . 



2000-3062522 



11-19417 




(§) 

9 *>PSEC0049J^(Z)t)(m£, ESTi:©j:bi{<Z)M^cDNAa)5'5^3gs{R!llC^^ofec * 
&PSEC0049&, EST^Jti?LTcDNA(Z)0RF{C^V>T5 , ^^{|!llC^^o^o OSIK 

[0 0 7 2] 

PSEC0027 
PSEC0047 
PSEC0066 
PSEC0067 
PSEC0069 

PSEC0092 

PSEC0103 
PSEC0117 
PSEC0142 
PSEC0212 
PSEC0239 
PSEC0242 

■_^_P.SECfl25.1 — - - m 

PSEC0256 

(&3) ATGprl£>'fiI#0.5J^Ttf>* U-> (PSEC0067, ATGprl 0.26; PSEC0239, 
ATGprl 0.18) : PSEC0067&. 5' -jBSJ^J-r — # (one pass sequencing) &ATG 

IB^Jt 1 - # T? © ORFtf) * V a % tf> £ L X MM L T £ * n - > & £*cDNABB#|j|Pflr 
Lfz.&OT'&Zo PSEC0239&, 5' -tfeMWr- # (one pass sequencing) ^e>AT 



5 1 



ajSE# 2000-3062522 
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L&^iKDMtiH&miZte-Dfetf, MEMSAT^ck^SOSUI-em^^A^M (transmemb 
rane helix£%,o) X'3b& H^M^tltc* &>± 2 ^ n - > JCo V^EST£ 

<Z>i£4££ ESTfCftLTcDNAtZ^' MtC;BH^ n->T*&££¥!!5e£ft£ 

o 

(ft4) PSEC0242£PSEC0251 : M ^ O - > &3# g (DATG^ kfSlRani £ * £ £ f 
£ £ "N-5fc3i§ (C >> ;bBB^J^#ft " © # ^ if U - &C A £ „ 

PSEC0242: No. 3 ATG, ATGprl 0.82, SP-Yes, ORF 171-1343 391 aa, Signal pep 
tide 24; 

PSEC0251: No. 3 ATG, ATGprl 0.77, SP-Yes, ORF 116-1256 380 aa, Signal pep 
tide 28. 

[0 0 7 3] 

2. PS0RT, MEMSAT, £ <fc tfSOSUI tf)ft?#f ^ £ fc*#NH&# > », J^O#18l#> 

AtntdtK ^-gkm&m^xv n^-^v^mx^^r^ hcDNA^-f ^u-^ 

ATGpr^^^^cDNA^fe^il^M$tl-g>^ n-> (6#n-» 
£ ^ if© ^ n - >ATGprltf)'fB#0.5J^J;) 
PSEC0006, PSEC0043, PSEC0058, PSEC0195, PSEC0206, PSEC0211 

SwissProtiiC0tg|e|'f4 J: U> PSEC0195iimouse plasma membrane adaptor HA2/A 
P2 adapt in alpha C subunit£ % PSEC0206ta#$5>ll!f&tC#&^"<2> human carboxyp 
eptidase H precursor (prohormone processing carboxypeptidase) iZtt^ttiftlSj 

JOu&lBS.* y J* 1M<D„%,y- J U - tc A-5 „ .— . ... - 

(65) S'-SBS^Jt 2 -* (one pass sequencing) £ JC * n - > &3R8!Il/ 
fc<Z)T% PS0RT^MEMSATa»SV^ttS0SUIJC<fc*^cDNABB^I**flC J: 

r£53£©i<Sv^y zjT^r ^ y :/}&T*fi^b£fc: hcDNA^->T ^7 U ATGpr 

(66) PSEC0195£ PSEC0206JCoV*Tli, $gfg £^$IT* £ 5*BWf£©ff$g £3i 



ffllE# 2000-3062522 



11-19417 



41 



[0 0 7 4] 

& «rtBffi# & s w t e> , (c i: o t $ n tc d ti e> ©cdna« 

ico^Tfc, »llii:^5ii:f«T^5„ rti^cDNAfc, gfLhg 

vxmBnmmm^z^f-b-tz.iim&M&zftZo 

[0 0 7 5] 

SEQUENCE LISTING 

<110> Helix Research Institute 
<120> Secrete or Membrane Proteins. 
<130> Hl-106 



<140> 
<141> 



ffi$E# 2000-3062522 
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<160> 340 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 1992 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (192).. (869) 

<400> 1 

cgaagggtac cgacccggca gaagctcgga gctctcgggg tatcgaggag gcaggcccgc 60 

gggcgcacgg gcgagcgggc cgggagccgg agcggcggag gagccggcag cagcggcgcg 120 

gcgggctcca ggcgaggcgg tcgacgctcc tgaaaacttg cgcgcacgct cgcgccactg 180 



cgcccggagc g atg aag atg gtc gcg ccc tgg acg egg ttc tac tec aac 230 
Met Lys Met Val Ala Pro Trp Thr Arg Phe Tyr Ser Asn 
1 5 10 

age tgc tgc ttg tgc tgc cat gtc cgc acc ggc acc ate ctg etc ggc 278 
Ser Cys Cys Leu Cys Cys His Val Arg Thr Gly Thr He Leu Leu Gly 

15 20 25 



2000-3062522 
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gtc tgg tat ctg ate ate aat get gtg gta ctg ttg att tta ttg agt 326 
Val Trp Tyr Leu lie He Asn Ala Val Val Leu Leu lie Leu Leu Ser 

30 35 40 45 

gee ctg get gat ccg gat cag tat aac ttt tea agt tct gaa ctg gga 374 
Ala Leu Ala Asp Pro Asp Gin Tyr Asn Phe Ser Ser Ser Glu Leu Gly 

50 55 60 

ggt gac ttt gag ttc atg gat gat gee aac atg tgc att gec att gcg 422 
Gly Asp Phe Glu Phe Met Asp Asp Ala Asn Met Cys He Ala He Ala 

65 70 75 

att tct ctt etc atg ate ctg ata tgt get atg get act tac gga gcg 470 
lie Ser Leu Leu Met He Leu He Cys Ala Met Ala Thr Tyr Gly Ala 

80 85 90 

tac aag caa cgc gca gee tgg ate ate cca ttc ttc tgt tac cag ate 518 
Tyr Lys Gin Arg Ala Ala Trp lie He Pro Phe Phe Cys Tyr Gin He 
95 100 105 

ttt. gac ttt gee ctg aac atg ttg. g.tt. gca.. ate. act, gtg ctt att tat 566 .. .. 

Phe Asp Phe Ala Leu Asn Met Leu Val Ala He Thr Val Leu He Tyr 
110 115 120 125 

cca aac tec att cag gaa tac ata egg caa ctg cct cct aat ttt ccc 614 
Pro Asn Ser lie Gin Glu Tyr He Arg Gin Leu Pro Pro Asn Phe Pro 

130 135 140 

tac aga gat gat gtc atg tea gtg aat cct ace tgt ttg gtc ctt att 662 

5 5 fflSE#2 000-3062522 
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Tyr Arg Asp Asp Val Met Ser Val Asn Pro Thr Cys Leu Val Leu lie 

145 150 155 

att ctt ctg ttt att age att ate ttg act ttt aag ggt tac ttg att 710 
He Leu Leu Phe He Ser He He Leu Thr Phe Lys Gly Tyr Leu He 
160 165 170 

age tgt gtt tgg aac tgc tac cga tac ate aat ggt agg aac tec tct 758 
Ser Cys Val Trp Asn Cys Tyr Arg Tyr He Asn Gly Arg Asn Ser Ser 
175 180 185 

gat gtc ctg gtt tat gtt acc age aat gac act acg gtg ctg eta ccc 806 
Asp Val Leu Val Tyr Val Thr Ser Asn Asp Thr Thr Val Leu Leu Pro 

190 195- - ~ 200 205 

ccg tat gat gat gec act gtg aat ggt get gee aag gag cca ccg cca 854 
Pro Tyr Asp Asp Ala Thr Val Asn Gly Ala Ala Lys Glu Pro Pro Pro 

210 215 220 

cct tac gtg tct gec taagecttea agtgggcgga gctgagggca gcagcttgac 909 

■Prj3jLyrU£aL_Ser Ala - ^ __ 

225 

tttgeagaca tctgagcaat agttctgtta tttcactttt gccatgagcc tctctgagct 969 
tgtttgttgc tgaaatgeta ctttttaaaa tttagatgtt agattgaaaa ctgtagtttt 1029 
caacatatgc tttgctagaa cactgtgata gattaactgt agaattcttc ctgtacgatt 1089 

5 6 ffi|E#2 0 O 0 - 3 0 6 2 5 2 2 



11-19417 g^p 

ggggatataa cgggcttcac taaccttccc taggcattga aacttccccc aaatctgatg 1149 

gacctagaag tctgcttttg tacctgctgg gccccaaagt tgggcatttt tctctctgtt 1209 

ccctctcttt tgaaaatgta aaataaaacc aaaaatagac aactttttct tcagccattc 1269 

cagcatagag aacaaaacct tatggaaaca ggaatgtcaa ttgtgtaatc attgttctaa 1329 

ttaggtaaat agaagtcctt atgtatgtgt tacaagaatt tcccccacaa catcctttat 1389 

gactgaagtt caatgacagt ttgtgtttgg tggtaaagga ttttctccat ggcctgaatt 1449 

aagaccatta gaaagcacca ggccgtggga gcagtgacca tctgctgact gttcttgtgg 1509 

atcttgtgtc cagggacatg gggtgacatg cctcgtatgt gttagagggt ggaatggatg 1569 

tgtttggcgc tgcatgggat ctggtgcccc tcttctcctg gattcacatc cccacccagg 1629 

gcccgctttt actaagtgtt ctgccctaga ttggttcaag gaggtcatcc aactgacttt 1689 

atcaagtgga ^ttgggatat atttgatata cttctgccta acaacatgga aaagggtttt 1749 

cttttccctg caagctacat cctactgctt tgaacttcca agtatgtcta gtcacctttt 1809 

aaaatgtaaa cattttcaga aaaatgagga ttgccttcct tgtatgcgct ttttaccttg 1869 

actacctgaa ttgcaaggga tttttatata ttcatatgtt acaaagtcag caactctcct 1929 

gttggttcat tattgaatgt gctgtaaatt aagtcgtttg caattaaaac aaggtttgcc 1989 

5 7 £&$E# 2000-3062522 



11—194179 



cac 



1992 



<210> 2 
<211> 226 
<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys Met Val Ala Pro Trp Thr Arg Phe Tyr Ser Asn Ser Cys Cys 
15 10 15 

Leu Cys Cys His Val Arg Thr Gly Thr He Leu Leu Gly Val Trp Tyr 

20 25 30 

Leu lie He Asn Ala Val Val Leu Leu He Leu Leu Ser Ala Leu Ala 

35 40 45 

Asp Pro Asp Gin Tyr Asn Phe Ser Ser Ser Glu Leu Gly Gly Asp Phe 

--50 _ 55 60 



Glu Phe Met Asp Asp Ala Asn Met Cys He Ala He Ala He Ser Leu 

65 70 75 80 

Leu Met He Leu He Cys Ala Met Ala Thr Tyr Gly Ala Tyr Lys Gin 

85 90 95 

Arg Ala Ala Trp He He Pro Phe Phe Cys Tyr Gin He Phe Asp Phe 



ffi|E# 2000-3062522 
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100 105 110 

Ala Leu Asn Met Leu Val Ala He Thr Val Leu He Tyr Pro Asn Ser 

115 120 125 

lie Gin Glu Tyr He Arg Gin Leu Pro Pro Asn Phe Pro Tyr Arg Asp 
130 135 140 

Asp Val Met Ser Val Asn Pro Thr Cys Leu Val Leu He lie Leu Leu 

145 150 155 160 

Phe He Ser He He Leu Thr Phe Lys Gly Tyr Leu He Ser Cys Val 

165 170 175 

Trp Asn Cys Tyr Arg Tyr He Asn Gly Arg Asn Ser Ser Asp Val Leu 
180 185 190 

Val Tyr Val Thr Ser Asn Asp Thr Thr Val Leu Leu Pro Pro Tyr Asp 

195 200 205 

Asp Ala Thr Val Asn Gly Ala Ala Lys, Glu Pro Pro Pro Pro Tyr Val 

210 215 220 

Ser Ala 

225 



<210> 3 
<211> 1883 

5 9 ffl!£# 2000-3062522 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (124).. (1101) 
<400> 3 

aggcgtaata atagagaagg tgccagaaag atccaaaaca agtggctgcg gccgtcgccc 60 

aggagtcatc ggacgccaga atctggccgg gttctgagct tgttccgcct ccctcccccg 120 

gga atg gcg eta tec ggg teg acc ccg gee ccg tgc tgg gag gag gat 168 
Met Ala Leu Ser Gly Ser Thr Pro Ala Pro Cys Trp Glu Glu Asp 

15 10 15 

gag tgc ctg gac tac tac ggg atg ctg teg ctt cac cgt atg ttc gag 216 
Glu Cys Leu Asp Tyr Tyr Gly Met Leu Ser Leu His Arg Met Phe Glu 

20 25 30 

gtg gtg ggc^ ggg caa ctg acc gag tgc gag ctg gag etc ctg_ gee ttt 264 
Val Val Gly Gly Gin Leu Thr Glu Cys Glu Leu Glu Leu Leu Ala Phe 

35 40 45 

ctg ctg gat gag get cct ggc gee gee gga ggc tta gec egg gee cgc 312 
Leu Leu Asp Glu Ala Pro Gly Ala Ala Gly Gly Leu Ala Arg Ala Arg 

50 55 60 

age ggc eta gag etc ctg ctg gag ctg gag cgc cgc ggg cag tgc ggc 360 



ffi$E#2 000-3062522 
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Ser Gly Leu Glu Leu Leu Leu Glu Leu Glu Arg Arg Gly Gin Cys Gly 

65 70 75 

gag age aac ctg egg ctg ctg ggg caa etc ctg cgc gtg ctg gee cgc 408 

Glu Ser Asn Leu Arg Leu Leu Gly Gin Leu Leu Arg Val Leu Ala Arg 

80 85 90 95 



cac gac ctg ctg ccg cac ctg gcg cgc aag egg cgc egg cca gtg tct 456 

His Asp Leu Leu Pro His Leu Ala Arg Lys Arg Arg Arg Pro Val Ser 

100 105 110 

cca gaa cgc tat age tat ggc acc tec age tct tea aag agg aca gag 504 

Pro Glu Arg Tyr Ser Tyr Gly Thr Ser Ser Ser Ser Lys Arg Thr Glu 
115 120 125 



ggt age tgc cgt cgc cgt egg cag tea age agt tct gca aat tct cag 552 
Gly Ser Cys Arg Arg Arg Arg Gin Ser Ser Ser Ser Ala Asn Ser Gin 

130 135 140 



cag ggt cag tgg gag aca ggc tec ccc cca acc aag egg cag egg egg 600 
.Gin Gly. Gin, Trp Glu Thr Gly Ser pro Pro Thr Lys Arg Gin Arg Arg. 
145 150 155 

agt egg ggc egg ccc agt ggt ggt gec aga egg egg egg aga ggg gee 648 
Ser Arg Gly Arg Pro Ser Gly Gly Ala Arg Arg Arg Arg Arg Gly Ala 
160 165 170 175 



cca gee gca ccc cag cag cag tea gag ccc gee aga cct tec tct gaa 696 
Pro Ala Ala Pro Gin Gin Gin Ser Glu Pro Ala Arg Pro Ser Ser Glu 



aiSE# 2000-3062522 
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180 185 190 

ggc aaa gtg acc tgt gac ate egg etc egg gtt cga gca gag tac tgc 744 
Gly Lys Val Thr Cys Asp He Arg Leu Arg Val Arg Ala Glu Tyr Cys 

195 200 205 

gag cat ggg cca gec ttg gag cag ggc gtg gca tec egg egg ccc cag 792 
Glu His Gly Pro Ala Leu Glu Gin Gly Val Ala Ser Arg Arg Pro Gin 

210 215 220 

gcg ctg gcg egg cag ctg gac gtg ttt ggg cag gee acc gca gtg ctg 840 
Ala Leu Ala Arg Gin Leu Asp Val Phe Gly Gin Ala Thr Ala Val Leu 

225 230 235 

cgc tea agg gac ctg ggc tct gtg gtt tgt gac ate aag ttc tea gag 888 
Arg Ser Arg Asp Leu Gly Ser Val Val Cys Asp He Lys Phe Ser Glu 

240 245 250 255 

etc tec tat ctg gac gee ttc tgg ggc gac tac ctg agt ggc gee ctg 936 
Leu Ser Tyr Leu Asp Ala Phe Trp Gly Asp Tyr Leu Ser Gly Ala Leu 

260 265. , , 270 



ctg cag gee ctg egg ggc gtg ttc ctg act gag gee ctg cga gag get 984 
Leu Gin Ala Leu Arg Gly Val Phe Leu Thr Glu Ala Leu Arg Glu Ala 

275 280 285 

gtg ggc egg gag get gtt cgc ctg ctg gtc agt gtg gat gag get gac 1032 
Val Gly Arg Glu Ala Val Arg Leu Leu Val Ser Val Asp Glu Ala Asp 

290 295 300 

6 2 £!iE#2 0 0 0 - 3 0 6 2 5 2 2 
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tat gag get ggc egg cgc cgc ctg ttg ctg atg gag gag gaa ggg ggg 1080 
Tyr Glu Ala Gly Arg Arg Arg Leu Leu Leu Met Glu Glu Glu Gly Gly 

305 310 315 

egg cgc ccg aca gag gec tec tgatccagga ctggcaggat tgatcccacc 1131 
Arg Arg Pro Thr Glu Ala Ser 

320 325 

tccaagtctc cgggccacct tctcctggga ggacgaccat ctctacccct tgacagcccc 1191 
tcccacagga tgtgggctct gaggectaaa ccatttccag ctgagtttcc ttcccagact 1251 
cctcctaccc ccaggtgtgc ccccttagcc teeggaggeg ggggctgggc ctgtatctca 1311 
gaagggaggg gcacagctac acactcacca aaggcccccc tgcacattgt atctctgatc 1371 
ttgggctgtc tgcactgtca caggtgeaca cactcgctca tgctcacact gcccctgctg 1431 
agatcttccc tgggcctctg ccctggcctg cttcccagca cacacttctt tggectaagg 1491 
gcttctctct caggacctct aatttgacca caaccaacct gggcttcagc cacatcagtg 1551 
ggcactggag ctggggtgca catggggect gctcaccttg cccacacatc tccagccagc 1611 
cagggccctg cccagcttca atttacagac ctgactctcc tcaccttccc ccctgctgtc 1671 
cagagctgaa catagacttg cacttggatg tcacctggag tgtcacatgg gagtgttatg 1731 

6 3 ffi$E*# 2000-3062522 



11 — 194179 

gcagcatcat accaaggcct actgttgcac atggggccaa aaccagtaaa cagccacctt 1791 

cttggaaagg gaatgcaaag gctttggggg tgatggaaaa gaccttttac aaatgatacc 1851 

aattaaactg ccctggaaag ggcataggtg gg 1883 

<210> 4 
<211> 326 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Leu Ser Gly Ser Thr Pro Ala Pro Cys Trp Glu Glu Asp Glu 

15 10 15 

Cys Leu Asp Tyr Tyr Gly Met Leu Ser Leu His Arg Met Phe Glu Val 

20 25 30 

Val Gly Gly Gin Leu Thr Glu Cys Glu Leu Glu Leu Leu Ala Phe Leu 

_^ ... ..,..35. . . 40 ... _ 45 



Leu Asp Glu Ala Pro Gly Ala Ala Gly Gly Leu Ala Arg Ala Arg Ser 

50 55 60 

Gly Leu Glu Leu Leu Leu Glu Leu Glu Arg Arg Gly Gin Cys Gly Glu 

65 70 75 80 

Ser Asn Leu Arg Leu Leu Gly Gin Leu Leu Arg Val Leu Ala Arg His 



ffi|E# 2000-3062522 



# ¥ 11-19417 



85 



90 



95 



Asp Leu Leu Pro His Leu Ala Arg Lys Arg Arg Arg Pro Val Ser Pro 
100 105 110 

Glu Arg Tyr Ser Tyr Gly Thr Ser Ser Ser Ser Lys Arg Thr Glu Gly 
115 120 125 

Ser Cys Arg Arg Arg Arg Gin Ser Ser Ser Ser Ala Asn Ser Gin Gin 

130 135 140 

Gly Gin Trp Glu Thr Gly Ser Pro Pro Thr Lys Arg Gin Arg Arg Ser 

145 150 155 160 

Arg Gly Arg Pro Ser Gly Gly Ala Arg Arg Arg Arg Arg Gly Ala Pro 

165 170 • 175 

Ala Ala Pro Gin Gin Gin Ser Glu Pro Ala Arg Pro Ser Ser Glu Gly 
180 185 190 



J.ys .Va 1 Thr - Cy§__Asp II e Arg. Leu^Arg V al Arg Ala Glu. Tyr Cys Glu 
195 200 205 



His Gly Pro Ala Leu Glu Gin Gly Val Ala Ser Arg Arg Pro Gin Ala 

210 215 220 



Leu Ala Arg Gin Leu Asp Val Phe Gly Gin Ala Thr Ala Val Leu Arg 

225 230 235 240 



ffifiE#2 0 0 0 



-3062522 



#5p 11 — 194179 



Ser Arg Asp Leu Gly Ser Val Val Cys Asp lie Lys Phe Ser Glu Leu 

245 250 255 

Ser Tyr Leu Asp Ala Phe Trp Gly Asp Tyr Leu Ser Gly Ala Leu Leu 

260 265 270 

Gin Ala Leu Arg Gly Val Phe Leu Thr Glu Ala Leu Arg Glu Ala Val 

275 280 285 

Gly Arg Glu Ala Val Arg Leu Leu Val Ser Val Asp Glu Ala Asp Tyr 

290 295 300 

Glu Ala Gly Arg Arg Arg Leu Leu Leu Met Glu Glu Glu Gly Gly Arg 

305 310 315 320 

Arg Pro Thr Glu Ala Ser 

325 

<210> 5 

= — . — ■■■-<21.1>--1366— - 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59).. (718) 

<400> 5 

6 6 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 



11—19417 



acactcggcc taggaatttc ccttatctcc ttcgcagtgc agctccttca acctcgcc 58 



atg gcc tct gcc gga atg cag ate 
Met Ala Ser Ala Gly Met Gin He 

1 5 

ggc tgg gtg aat ggc ctg gtc tec 
Gly Trp Val Asn Gly Leu Val Ser 

20 



ctg gga gtc gtc ctg aca ctg ctg 106 
Leu Gly Val Val Leu Thr Leu Leu 
10 15 

tgt gcc ctg ccc atg tgg aag gtg 154 
Cys Ala Leu Pro Met Trp Lys Val 

25 30 



acc get ttc ate ggc aac age ate gtg gtg gcc cag gtg gtg tgg gag 202 
Thr Ala Phe He Gly Asn Ser He Val Val Ala Gin Val Val Trp Glu 

35 40 45 

ggc ctg tgg atg tec tgc gtg gtg cag age acc ggc cag atg cag tgc 250 
Gly Leu Trp Met Ser Cys Val Val Gin Ser Thr Gly Gin Met Gin Cys 

50 55 60 



aag gtg tac gac tea ctg ctg gcg ctg cca cag gac ctg cag get gca 298 
Lys Val Tyr Asp Ser Leu Leu Ala Leu Pro Gin Asp Leu Gin Ala Ala 



cgt gcc etc tgt gtc ate gcc etc ctt gtg gcc ctg ttc ggc ttg ctg 346 
Arg Ala Leu Cys Val He Ala Leu Leu Val Ala Leu Phe Gly Leu Leu 

85 90 95 

gtc tac ctt get ggg gcc aag tgt acc acc tgt gtg gag gag aag gat 394 
Val Tyr Leu Ala Gly Ala Lys Cys Thr Thr Cys Val Glu Glu Lys Asp 
100 105 110 



ffi$E# 2000-3062522 



#5p 11 — 194179 



tec aag gec cgc ctg gtg etc ace tct ggg att gtc ttt gtc ate tea 442 
Ser Lys Ala Arg Leu Val Leu Thr Ser Gly He Val Phe Val He Ser 
115 120 125 

ggg gtc ctg acg eta ate ccc gtg tgc tgg acg gcg cat gee gtc ate 490 
Gly Val Leu Thr Leu He Pro Val Cys Trp Thr Ala His Ala Val He 

130 135 140 

egg gac ttc tat aac ccc ctg gtg get gag gee caa aag egg gag ctg 538 
Arg Asp Phe Tyr Asn Pro Leu Val Ala Glu Ala Gin Lys Arg Glu Leu 
145 150 155 160 

ggg gee tec etc tac ttg ggc tgg gcg gee tea ggc ctt ttg ttg ctg 586 
Gly Ala Ser Leu Tyr Leu Gly Trp Ala Ala Ser Gly Leu Leu Leu Leu 

165 170 175 

ggt ggg ggg ttg ctg tgc tgc act tgc ccc teg ggg ggg tec cag ggc 634 
Gly Gly Gly Leu Leu Cys Cys Thr Cys Pro Ser Gly Gly Ser Gin Gly 
180 185 190 



ccc age cat tac atg gec cgc tac tea aca tct gee cct gee ate tct 682 
Pro Ser His Tyr Met Ala Arg Tyr Ser Thr Ser Ala Pro Ala He Ser 
195 200 205 

egg ggg ccc tct gag tac cct acc aag aat tac gtc tgacgtggag 728 
Arg Gly Pro Ser Glu Tyr Pro Thr Lys Asn Tyr Val 

210 215 220 

6 8 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 



43 ¥ 11-194179 
gggaatgggg gctccgtggc gctagagcca tccagaagtg gcagtgccca acagccttgg 788 
gatgggttcg taccttttgt ttctgcctcc tgctattttt cttttgactg aggatattta 848 
aaattcattt gaaaactgag ctaaggtgtt gactcagact ctcacttagg ctctgctgtt 908 
tctcaccctt ggatgatgga gccaaagagg ggatgctttg agattctgga tcttgacatg 968 
cccatcttag aagccagtca agctatggaa ctaatgcgga ggctgcttgc tgtgctggct 1028 
ttgcaacaag acagactgtc cccaagagtt cctgctgctg ctgggggctg ggcttcccta 1088 
gatgtcactg gacagctgcc ccccatccta ctcaggtctc tggagctcct ctcttcaccc 1148 
ctggaaaaac aaatgatctg ttaacaaagg actgcccacc tccggaactt ctgacctctg 1208 
tttcctccgt cctgataaga cgtccacccc ccagggccag gtcccagcta tgtagacccc 1268 
cgcccccacc tccaacactg cacccttctg ccctgccccc ctcgtctcac cccctttaca 1328 
ctcacatttt. tatcaaataa agj^gjtttt^gttagtgc tsar 

<210> 6 
<211> 220 
<212> PRT 

<213> Homo sapiens 
<400> 6 



ffilE4# 2000-3062522 



11—194179 



Met Ala Ser Ala Gly Met Gin He Leu Gly Val Val Leu Thr Leu Leu 

15 10 15 

Gly Trp Val Asn Gly Leu Val Ser Cys Ala Leu Pro Met Trp Lys Val 

20 25 30 

Thr Ala Phe He Gly Asn Ser He Val Val Ala Gin Val Val Trp Glu 

35 40 45 

Gly Leu Trp Met Ser Cys Val Val Gin Ser Thr Gly Gin Met Gin Cys 

50 55 60 



Lys Val Tyr Asp Ser Leu Leu Ala Leu Pro Gin Asp Leu Gin Ala Ala 

65 70 75 80 

Arg Ala Leu Cys Val He Ala Leu Leu Val Ala Leu Phe Gly Leu Leu 

85 90 95 

Val Tyr Leu Ala Gly Ala Lys Cys Thr Thr Cys Val Glu Glu Lys Asp 
100 105 110 



Ser Lys Ala Arg Leu Val Leu Thr Ser Gly He Val Phe Val He Ser 

115 120 125 

Gly Val Leu Thr Leu He Pro Val Cys Trp Thr Ala His Ala Val He 

130 135 140 

Arg Asp Phe Tyr Asn Pro Leu Val Ala Glu Ala Gin Lys Arg Glu Leu 

145 150 155 160 



ffi$E# 2000-3062522 



#3* 11-19 4 17 



Gly Ala Ser Leu Tyr Leu Gly Trp Ala Ala Ser Gly Leu Leu Leu Leu 
165 170 175 

Gly Gly Gly Leu Leu Cys Cys Thr Cys Pro Ser Gly Gly Ser Gin Gly 
180 185 190 

Pro Ser His Tyr Met Ala Arg Tyr Ser Thr Ser Ala Pro Ala lie Ser 

195 200 205 

Arg Gly Pro Ser Glu Tyr Pro Thr Lys Asn Tyr Val 

210 215 220 

<210> 7 
<211> 3425 
<212> DNA 

<213> Homo sapiens 

<220> 

jC221Xj:DS_ ____ 

<222> (135) .. (1844) 

<400> 7 

gagacggggt ggcggctgca gcccgggtag ggccaggaga cccggtccac gtttgcaaac 60 
gcagccgaac gcccaggccg acccgtgccg cccgagcgcc gcgctgcgtc cgcgccactc 120 
ttctcgccgc cccg atg gcg ttc egg ggc tgg agg ccc ccg ccg cca ccg 170 

7 1 2000-3062522 



4#¥ 11—194179 



Met Ala Phe Arg Gly Trp Arg Pro Pro Pro Pro Pro 

1 5 10 

ctg etc ctg ctg ctg etc tgg gtg ace ggg cag gca gcg ccc gtg gcg 218 
Leu Leu Leu Leu Leu Leu Trp Val Thr Gly Gin Ala Ala Pro Val Ala 

15 20 25 

ggc ctg ggc tec gac gcg gag ctg cag ate gag egg cgc ttc gtg ccc 266 
Gly Leu Gly Ser Asp Ala Glu Leu Gin He Glu Arg Arg Phe Val Pro 

30 35 40 

gac gag tgc ccg cgc acc gtg cgc age ggc gac ttc gtg cgc tac cac 314 
Asp Glu Cys Pro Arg Thr Val Arg Ser Gly Asp Phe Val Arg Tyr His 

-45 -50 — 55 60 

tac gtg ggg acg ttc ccc gac ggc cag aag ttc gac tec age tat gac 362 
Tyr Val Gly Thr Phe Pro Asp Gly Gin Lys Phe Asp Ser Ser Tyr Asp 

65 70 75 

aga gac tec act ttc aat gtg ttt gtg gga aaa gga cag ctg ate aca 410 

rigg^AgP^Ser Thr Phe_Asj Jal Phe Jal G lx- LyA. Gj^y^G.l.n„Leu „I.le. Thr _ __ 

80 85 90 

ggg atg gac cag get ctt gtt ggg atg tgc gta aac gag aga cgt ttc 458 
Gly Met Asp Gin Ala Leu Val Gly Met Cys Val Asn Glu Arg Arg Phe 

95 100 105 

gtg aag att ccc cca aag ctt gee tac gga aat gaa gga gtt tct ggt 506 
Val Lys He Pro Pro Lys Leu Ala Tyr Gly Asn Glu Gly Val Ser Gly 

7 2 ffi$E# 2000-3062522 



11-194179 



110 115 120 

gtg ate ccc ccc aat tea gtg ctt cat ttt gat gta ctt ctg atg gat 554 
Val He Pro Pro Asn Ser Val Leu His Phe Asp Val Leu Leu Met Asp 

125 130 135 140 

att tgg aat tct gaa gac cag gtt cag att cac acc tat ttc aag ccc 602 
He Trp Asn Ser Glu Asp Gin Val Gin He His Thr Tyr Phe Lys Pro 

145 150 155 

ccg agt tgc cct egg acc ate cag gtg tct gat ttt gtg agg tac cac 650 
Pro Ser Cys Pro Arg Thr He Gin Val Ser Asp Phe Val Arg Tyr His 
160 165 170 

tac aac ggg acg ttc ctg gac gga act ctg ttt gat teg agt cac aat 698 
Tyr Asn Gly Thr Phe Leu Asp Gly Thr Leu Phe Asp Ser Ser His Asn 
175 180 185 

cgc atg aaa aca tat gac acg tat gtg gga att ggc tgg ctg att cct 746 
Arg Met Lys Thr Tyr Asp Thr Tyr Val Gly He Gly Trp Leu He Pro 

190 195 200 

gga atg gat aaa ggg ctg ctg ggg atg tgt gtg ggt gag aag cgc ate 794 
Gly Met Asp Lys Gly Leu Leu Gly Met Cys Val Gly Glu Lys Arg He 

205 210 215 220 

ate acc att cct cct ttt ctg gee tat gga gag gat gga gat ggg aaa 842 
He Thr He Pro Pro Phe Leu Ala Tyr Gly Glu Asp Gly Asp Gly Lys 

225 230 235 

7 3 2000-3062522 



11—194179 



gac att ccc ggt cag gca tct ctg gtg ttt gat gtt gca tta ttg gac 890 
Asp He Pro Gly Gin Ala Ser Leu Val Phe Asp Val Ala Leu Leu Asp 

240 245 250 

etc cat aac ccc aag gac age att tec att gag aac aag gta gta cct 938 
Leu His Asn Pro Lys Asp Ser He Ser He Glu Asn Lys Val Val Pro 

255 260 265 

gaa aac tgt~gag egg ata agt caa agt ggg gac ttt etc agg tat cat 986 
Glu Asn Cys Glu Arg He Ser Gin Ser Gly Asp Phe Leu Arg Tyr His 

270 275 280 

tac aat ggc acg ctt ctg gat ggc acc etc ttt gat tec age tac tct 1034 
Tyr Asn Gly Thr Leu Leu Asp Gly Thr Leu Phe Asp Ser Ser Tyr Ser 

285 290 295 300 

egg aac cgc acg ttt gac acg tac att ggg cag ggc tac gtg att cct 1082 
Arg Asn Arg Thr Phe Asp Thr Tyr He Gly Gin Gly Tyr Val He Pro 

305 310 315 



ggg atg gat gaa ggt eta ctt ggt gtt tgc att gga gaa aag cga agg 1130 
Gly Met Asp Glu Gly Leu Leu Gly Val Cys He Gly Glu Lys Arg Arg 

320 325 330 

att gtg gtc ccg cct cac ctg ggg tat gga gag gaa gga aga ggg aat 1178 
He Val Val Pro Pro His Leu Gly Tyr Gly Glu Glu Gly Arg Gly Asn 

335 340 345 

7 4 HiUn 2000-3062522 



11-194179 



ate ccc ggc teg get gtg ctg gtg ttt gac ate cat gtg ate gac ttc 1226 
He Pro Gly Ser Ala Val Leu Val Phe Asp He His Val He Asp Phe 

350 355 360 

cac aac cct teg gac tec ate age ate ace tec cac tac aaa ccc cct 1274 
His Asn Pro Ser Asp Ser He Ser He Thr Ser His Tyr Lys Pro Pro 

365 370 375 380 

gac tgc tea gtg ctg agt aag aag gga gat tac etc aaa tat cac tac 1322 
Asp Cys Ser Val Leu Ser Lys Lys Gly Asp Tyr Leu Lys Tyr His Tyr 

385 390 395 

aat gee tea ctt ctg gat ggg acc ctg ctg gac tec acg tgg aat tta 1370 
Asn Ala Ser Leu Leu Asp Gly Thr Leu Leu Asp Ser Thr Trp Asn Leu 
400 405 410 



ggc aaa act tac aat att gtt ctg gga tct ggg caa gtt gtg ttg ggg 1418 
Gly Lys Thr Tyr Asn He Val Leu Gly Ser Gly Gin Val Val Leu Gly 

415 420 425 

atg gjtc^^g^ggt^c^c^ga^gag ^g^c ^gtt, ggc gag_aa.a^-Cgg_aca_gAg^4466- 
Met Asp Met Gly Leu Arg Glu Met Cys Val Gly Glu Lys Arg Thr Val 
430 435 440 



ate att ccg cct cac ctg ggc tat ggg gaa get ggc gtg gat gga gaa 1514 
He He Pro Pro His Leu Gly Tyr Gly Glu Ala Gly Val Asp Gly Glu 

445 450 455 460 

gtg ccc ggc agt gee gta tta gtg ttt gac att gag ctg ccg gag ctg 1562 



£BfiE#2 000-3062522 



11 — 194179 



Val Pro Gly Ser Ala Val Leu Val Phe Asp He Glu Leu Pro Glu Leu 

465 470 475 

gtg get ggc ctt cct gag ggg tac atg ttc ata tgg aat ggt gag gtg 1610 
Val Ala Gly Leu Pro Glu Gly Tyr Met Phe He Trp Asn Gly Glu Val 

480 485 490 

tea ccc aac etc ttt gaa gaa att gac aag gat ggc aac gga gaa gtc 1658 
Ser Pro Asn Leu Phe Glu Glu He Asp Lys Asp Gly Asn Gly Glu Val 

495 500 505 

etc ctg gaa gag ttc tea gag tac att cac gec cag gtg gca tct ggc 1706 
Leu Leu Glu Glu Phe Ser Glu Tyr He His Ala Gin Val Ala Ser Gly 

510 515 520 

aaa ggg aaa etc get cct ggc ttt gat get gag ctg att gtg aag aat 1754 
Lys Gly Lys Leu Ala Pro Gly Phe Asp Ala Glu Leu He Val Lys Asn 

525 530 535 540 

atg ttc acc aac cag gac egg aat gga gat ggg aag gtc aca gec gag 1802 
Met Phe Thr Asn Gin Asp Arg.Asn Gly Asp Gly.Xys Val Thr Ala Glu 

545 550 555 

gaa ttt aaa etc aaa gac cag gaa gec aaa cac gat gaa etc 1844 
Glu Phe Lys Leu Lys Asp Gin Glu Ala Lys His Asp Glu Leu 

560 565 570 

taaacctggc atgaaccaga tggtgccagg gagtacgtga caccaagcca cctgtgtggc 1904 

7 6 »2QOO-3 0 6 2 5 2 2 



11-19 4 17 i4)t 



aagacgtgca gtgagggtgc aagggtctct cagaagttgc atcattagcc agtagtaggt 1964 
gggtcacata gtacctggtg tacacaccgg ggtgggttga tatatggggt gagaagtttg 2024 
ggctgatcgc cagtgatagt aaacaaaatc tgtgcagagg gccttagcat gggatgtgtc 2084 
cagtattgaa aaggctgcac tgccaaccat gatttgtgag ccctctggga aattttgtta 2144 
ttaaaggaat atatagtgtc agacagaagt tataatcgtc ttggaggaac cataagaaaa 2204 
ggtgtccagg gtatctatat aaagagggtt aaattttttt ttaacttgct ggttaaaaca 2264 
ttttagaaat attcttgaga tgggcaggag agtcaaaggg cttgcttgcc ccagcagagt 2324 
tcccagcaga cagccatggc tcttcccagc agcctgtgca aattctgatg atggccccac 2384 
ccccgcacac gcacacgcac atcatgcttt tccagctcat cacaccccgc cccactatgg 2444 
gcctaccatt aatagtgtat aacttggagg ttaaaagagc cttttggaca gaaaactggg 2504 
ccaggaaaag gcatctcaga ccacaaatag agaatttgat tcctcatttg ccacataagt 2564 



catctgctta gcttttcctt tccttttttt tttttttttt tttctggagg cagagtctcc 2624 

ctttgtcgcc aggctggagt gcagtggtgc catctcggct cactgcagca ctgtctcggc 2684 

tcactgcagc ctccgcctcc cgtattcaag cgattctcct gtctcagcct cctgagtagc 2744 

tgggactaca ggtgtgcacc accacgcccg gctaattttt gtatttttag tagagacggg 2804 

7 7 m$E# 2000-3062522 



4f 5p 11-194179 

gtttcactgt gttggccagg atggtctcaa tctcgacctc gtgatccgcc caccttggcc 2864 
tcccaaagtg ttgggattac aggcgtgact caccatgccc agccacttag ttttttctta 2924 
ttcccacctt tctatcccat agaacactct tttttatctt ccctgaacca tattgatgag 2984 
ataaataggg ctgggggctg ggccccgctg gtcactcaac agagtatttc ccttggccga 3044 
gatggaagtt ttgtcccaat agatgagctg ctgagtatca acaaggtgac atttttctgc 3104 
tgcccatttg tgtcctggag acggtggtac cctgaaggca gaggccagct gccgcaagac 3164 
agcaatgaca gtccacctgc cgacctgatt cctgcatcat ggaataacca catggctacc 3224 
ttctatcctc tgttcccaaa tggtggtggc acttatcctg aagtcgtcaa tgatttccct 3284 
tcgaaactac tttattttac taatttaaac tattttgtac tgatgtagcc ctgaggtagt 3344 
tcatgaaaat gctgtgcact cattccatgg aataaatgtt ggaaagctga tcttttctga 3404 



tataaaatgt tgaatgatat t 3425 

<210> 8 
<211> 570 
<212> PRT 

<213> Homo sapiens 



2000-3062522 



#^ 11—19417 



<400> 8 

Met Ala Phe Arg Gly Trp Arg Pro Pro Pro Pro Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Trp Val Thr Gly Gin Ala Ala Pro Val Ala Gly Leu Gly Ser 

20 25 30 

Asp Ala Glu Leu Gin He Glu Arg Arg Phe Val Pro Asp Glu Cys Pro 

35 40 45 

Arg Thr Val Arg Ser Gly Asp Phe Val Arg Tyr His Tyr Val Gly Thr 

50 55 60 

Phe Pro Asp Gly Gin Lys Phe Asp Ser Ser Tyr Asp Arg Asp Ser Thr 

65 70 75 80 

Phe Asn Val Phe Val Gly Lys Gly Gin Leu He Thr Gly Met Asp Gin 

85 90 95 

Ala Leu Val Gly Met Cys Val Asn Glu Arg Arg Phe Val Lys He Pro 

Pro Lys Leu Ala Tyr Gly Asn Glu Gly Val Ser Gly Val He Pro Pro 

115 120 125 

Asn Ser Val Leu His Phe Asp Val Leu Leu Met Asp He Trp Asn Ser 

130 135 140 



Glu Asp Gin Val Gin He His Thr Tyr Phe Lys Pro Pro Ser Cys Pro 



mil#2 000-3062522 



#^ 11—194179 
145 150 155 160 

Arg Thr He Gin Val Ser Asp Phe Val Arg Tyr His Tyr Asn Gly Thr 

165 170 175 

Phe Leu Asp Gly Thr Leu Phe Asp Ser Ser His Asn Arg Met Lys Thr 
180 185 190 

Tyr Asp Thr Tyr Val Gly He Gly Trp Leu He Pro Gly Met Asp Lys 

195 200 205 

Gly Leu Leu Gly Met Cys Val Gly Glu Lys Arg He He Thr He Pro 

210 215 220 

Pro Phe Leu Ala Tyr Gly Glu Asp Gly Asp Gly Lys Asp He Pro Gly 

225 230 235 240 

Gin Ala Ser Leu Val Phe Asp Val Ala Leu Leu Asp Leu His Asn Pro 

245 250 255 

Lys Asp Ser Ile. Ser. He Glu Asn Lys Val Vaj Pro Glu Asn. Cys Glu 
260 265 270 

Arg He Ser Gin Ser Gly Asp Phe Leu Arg Tyr His Tyr Asn Gly Thr 

275 280 285 

Leu Leu Asp Gly Thr Leu Phe Asp Ser Ser Tyr Ser Arg Asn Arg Thr 

290 295 300 



mmn 2000-3062522 



11-194179 



Phe Asp Thr Tyr He Gly Gin Gly Tyr Val He Pro Gly Met Asp Glu 

305 310 315 320 

Gly Leu Leu Gly Val Cys He Gly Glu Lys Arg Arg He Val Val Pro 

325 330 335 

Pro His Leu Gly Tyr Gly Glu Glu Gly Arg Gly Asn He Pro Gly Ser 

340 345 350 

Ala Val Leu Val Phe Asp He His Val lie Asp Phe His Asn Pro Ser 

355 360 365 

Asp Ser lie Ser He Thr Ser His Tyr Lys Pro Pro Asp Cys Ser Val 

370 375 380 

Leu Ser Lys Lys Gly Asp Tyr Leu Lys Tyr His Tyr Asn Ala Ser Leu 

385 390 395 400 

Leu Asp Gly Thr Leu Leu Asp Ser Thr Trp Asn Leu Gly Lys Thr Tyr 
405 410 415 



Asn He Val Leu Gly Ser Gly Gin Val Val Leu Gly Met Asp Met Gly 

420 425 430 

Leu Arg Glu Met Cys Val Gly Glu Lys Arg Thr Val He lie Pro Pro 

435 440 445 

His Leu Gly Tyr Gly Glu Ala Gly Val Asp Gly Glu Val Pro Gly Ser 

450 455 460 



8 1 ffill#2 0 0 0 - 3 0 6 2 5 2 2 



#5£ 11-194179 



Ala Val Leu Val Phe Asp He Glu Leu Pro Glu Leu Val Ala Gly Leu 

465 470 475 480 

Pro Glu Gly Tyr Met Phe He Trp Asn Gly Glu Val Ser Pro Asn Leu 

485 490 495 

Phe Glu Glu He Asp Lys Asp Gly Asn Gly Glu Val Leu Leu Glu Glu 

500 505 510 

Phe Ser Glu Tyr He His Ala Gin Val Ala Ser Gly Lys Gly Lys Leu 

515 520 525 

Ala Pro Gly Phe Asp Ala Glu Leu He Val Lys Asn Met Phe Thr Asn 

530 535 540 

Gin Asp Arg Asn Gly Asp Gly Lys Val Thr Ala Glu Glu Phe Lys Leu 

545 550 555 560 

Lys Asp Gin Glu Ala Lys His Asp Glu Leu 

,565 - 570 



<210> 9 
<211> 978 
<212> DNA 

<213> Homo sapiens 
<220> 



miiE# 2000-3062522 



#32 11-19417 




<221> CDS 

<222> (30).. (674) 

<400> 9 

tcttccgggt ggggccccgg gccgaggcg atg gcg ccc tgg gcg etc etc age 53 

Met Ala Pro Trp Ala Leu Leu Ser 
1 5 

cct ggg gtc ctg gtg egg acc ggg cac acc gtg ctg acc tgg gga ate 101 
Pro Gly Val Leu Val Arg Thr Gly His Thr Val Leu Thr Trp Gly He 
10 15 20 

acg ctg gtg etc ttc ctg cac gat acc gag ctg egg caa tgg gag gag 149 
Thr Leu Val Leu Phe Leu His Asp Thr Glu Leu Arg Gin Trp Glu Glu 

25 30 35 40 

cag ggg gag ctg etc ctg ccc etc acc ttc ctg etc ctg gtg ctg ggc 197 
Gin Gly Glu Leu Leu Leu Pro Leu Thr Phe Leu Leu Leu Val Leu Gly 

45 50 55 




Ser Leu Leu Leu Tyr Leu Ala Val Ser Leu Met Asp Pro Gly Tyr Val 



60 65 70 

aat gtg cag ccc cag cct cag gag gag etc aaa gag gag cag aca gec 293 

Asn Val Gin Pro Gin Pro Gin Glu Glu Leu Lys Glu Glu Gin Thr Ala 

75 80 85 

atg gtt cct cca gee ate cct ctt egg cgc tgc aga tac tgc ctg gtg 341 



ffiliE#2 000-3062522 



I 



11-194179 



Met Val Pro Pro Ala He Pro Leu Arg Arg Cys Arg Tyr Cys Leu Val 

90 95 100 

ctg cag ccc ctg agg get egg cac tgc cgt gag tgc cgc cgt tgc gtc 389 
Leu Gin Pro Leu Arg Ala Arg His Cys Arg Glu Cys Arg Arg Cys Val 

105 110 115 120 

cgc cgc tac gac cac cac tgc ccc tgg atg gag aac tgt gtg gga gag 437 
Arg Arg Tyr Asp His His Cys Pro Trp Met Glu Asn Cys Val Gly Glu 

125 130 135 

cgc aac cac cca etc ttt gtg gtc tac ctg gcg ctg cag ctg gtg gtg 485 
Arg Asn His Pro Leu Phe Val Val Tyr Leu Ala Leu Gin Leu Val Val 
140 145 150 

ctt ctg tgg ggc ctg tac ctg gca tgg tea ggc etc egg ttc ttc cag 533 
Leu Leu Trp Gly Leu Tyr Leu Ala Trp Ser Gly Leu Arg Phe Phe Gin 
155 160 165 

ccc tgg ggt ctg tgg ttg egg tec age ggg etc ctg ttc gec acc ttc 581 

Jfro_TT4?~G;Ly^e^^ 

170 175 180 

ctg ctg ctg tec cac ttc ttc tgt gga tgg ccc tea ggg tec tgg gag 629 
Leu Leu Leu Ser His Phe Phe Cys Gly Trp Pro Ser Gly Ser Trp Glu 

185 190 195 200 

acc etc tgg get gag gag gag gaa gag ggc age age cca get gtt 674 
Thr Leu Trp Ala Glu Glu Glu Glu Glu Gly Ser Ser Pro Ala Val 

8 4 ffiIE#2 0 0 0 - 3 0 6 2 5 2 2 



4# ¥ 11 — 19417 




205 210 215 

tagggttgct ggaggccggg ctaccgtctt gtgcctgaaa accacggggc ctgtccccag 734 
ctggggtgag cgctcagagg gcctggggcc ctcactcctg cccacgcctc ccagacccca 794 
gaacggagct tcaagtcaga cagatccctg ccttggtggg cagttctgcc ttccaaggaa 854 
gaaggggaag aaaaggacct gtgggtggct caggcccaag cagaccccgg gctccacccc 914 
agccccgccc aggctgctgc cagtgcacac ttttacaaat ttaatataaa gcaagtccag 974 
tctt 978 

<210> 10 
<211> 215 
<212> PRT 

<213> Homo sapiens 




Met Ala Pro Trp Ala Leu Leu Ser Pro Gly Val Leu Val Arg Thr Gly 

15 10 15 



His Thr Val Leu Thr Trp Gly He Thr Leu Val Leu Phe Leu His Asp 

20 25 30 

Thr Glu Leu Arg Gin Trp Glu Glu Gin Gly Glu Leu Leu Leu Pro Leu 

35 40 45 

8 5 ffigE#2 0 0 0 - 3 0 6 2 5 2 2 
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Thr Phe Leu Leu Leu Val Leu Gly Ser Leu Leu Leu Tyr Leu Ala Val 

50 55 60 

Ser Leu Met Asp Pro Gly Tyr Val Asn Val Gin Pro Gin Pro Gin Glu 

65 70 75 80 

Glu Leu Lys Glu Glu Gin Thr Ala Met Val Pro Pro Ala He Pro Leu 

85 90 95 

Arg Arg Cys Arg Tyr Cys Leu Val Leu Gin Pro Leu Arg Ala Arg His 
100 105 110 

-Cys Arg Glu Cys Arg Arg Cys Val Arg Arg Tyr Asp His His Cys Pro 
115 120 125 

Trp Met Glu Asn Cys Val Gly Glu Arg Asn His Pro Leu Phe Val Val 

130 135 140 

Tyr Leu Ala Leu Gin Leu Val Val Leu Leu Trp Gly Leu Tyr Leu Ala 

■■ 145 ^.^r-l^w^^^r^-^-..^ 155;.;.- - y- - -— lfifl. 



Trp Ser Gly Leu Arg Phe Phe Gin Pro Trp Gly Leu Trp Leu Arg Ser 
165 170 175 

Ser Gly Leu Leu Phe Ala Thr Phe Leu Leu Leu Ser His Phe Phe Cys 

180 185 190 

Gly Trp Pro Ser Gly Ser Trp Glu Thr Leu Trp Ala Glu Glu Glu Glu 



ffilE# 2000-3062522 
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195 



200 



205 



GIu Gly Ser Ser Pro Ala Val 



210 



215 



<210> 11 
<211> 1499 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (58).. (606) 

<400> 11 

gcggctgcag cgggcttgta ggtgtccggc tttgctggcc cagcaagcct gataagc 57 

atg aag etc tta tct ttg gtg gec gtg gtc ggg tgt ttg ctg gtg ccc 105 
Met Lys Leu Leu Ser Leu Val Ala Val Val Gly Cys Leu Leu Val Pro 

_1_ - 5 10 15 



cca get gaa gee aac aag agt tct gaa gat ate egg tgc aaa tgc ate 153 
Pro Ala Glu Ala Asn Lys Ser Ser Glu Asp He Arg Cys Lys Cys He 



tgt cca cct tat aga aac ate agt ggg cat att tac aac cag aat gta 201 
Cys Pro Pro Tyr Arg Asn He Ser Gly His He Tyr Asn Gin Asn Val 



20 



25 



30 



35 



40 



45 



8 7 



fflt2#2 000-3062522 
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tec cag aag gac tgc aac tgc ctg cac gtg gtg gag ccc atg cca gtg 249 
Ser Gin Lys Asp Cys Asn Cys Leu His Val Val Glu Pro Met Pro Val 

50 55 60 

cct ggc cat gac gtg gag gec tac tgc ctg ctg tgc gag tgc agg tac 297 
Pro Gly His Asp Val Glu Ala Tyr Cys Leu Leu Cys Glu Cys Arg Tyr 
65 70 75 80 

gag gag cgc age ace ace ace ate aag gtc ate att gtc ate tac ctg 345 
Glu Glu Arg Ser Thr Thr Thr He Lys Val He He Val He Tyr Leu 

85 90 95 

tec gtg gtg ggt gee ctg ttg etc tac atg gec ttc ctg atg ctg gtg 393 
Ser Val Val Gly Ala Leu Leu Leu Tyr Met Ala Phe Leu Met Leu Val 
100 105 110 

gac cct ctg ate cga aag ccg gat gca tac act gag caa ctg cac aat 441 
Asp Pro Leu lie Arg Lys Pro Asp Ala Tyr Thr Glu Gin Leu His Asn 

115 120 125 



gag gag gag aat gag gat get cgc tct atg gca gca get get gca tec 489 

Glu Glu Glu Asn Glu Asp Ala Arg Ser Met Ala Ala Ala Ala Ala Ser 

130 135 140 

etc ggg gga ccc cga gca aac aca gtc ctg gag cgt gtg gaa ggt gee 537 

Leu Gly Gly Pro Arg Ala Asn Thr Val Leu Glu Arg Val Glu Gly Ala 

145 150 155 160 

8 8 2000-3062522 



#3* 11-194179 



cag cag egg tgg aag ctg cag gtg cag gag cag egg aag aca gtc ttc 585 
Gin Gin Arg Trp Lys Leu Gin Val Gin Glu Gin Arg Lys Thr Val Phe 
165 170 175 

gat egg cac aag atg etc age tagatgggct ggtgtggttg ggtcaaggee 636 
Asp Arg His Lys Met Leu Ser 
180 

ccaacaccat ggctgccagc ttccaggctg gacaaagcag ggggctactt ctcccttccc 696 

tcggttccag tcttcccttt aaaagcctgt ggcatttttc ctccttctcc ctaactttag 756 

aaatgttgta cttggctatt ttgattaggg aagagggatg tggtctctga tctctgttgt 816 

cttcttgggt ctttggggtt gaagggatgg ggaaggcagg ccagaaggga atggagacat 876 

tegaggegge ctcaggagtg gatgegatet gtctctcctg gctccactct tgccgccttc 936 

cagctctgag tcttgggaat gttgttaccc ttggaagata aagctgggtc ttcaggaact 996 

£&gtgXc± gg^gazsaaagca^ggcccagciL 1 1 cagca tgt^gtjt ec t tj c t^gcag t gg ttc 1,0,56 

ttatcaccac ctccctccca gccccagcgc ctcagcccca gccccagctc cagccctgag 1116 

gacagctctg atgggagagc tgggccccct gagcccactg ggtcttcagg gtgcactgga 1176 

agctggtgtt cgctgtcccc tgtgcacttc tcgcactggg gcatggagtg cccatgcata 1236 

ctctgctgcc ggtcccctca cctgcacttg aggggtctgg gcagtccctc ctctccccag 1296 

8 9 ffi §E4# 2000-3062522 
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tgtccacagt cactgagcca gacggtcggt tggaacatga gactcgaggc tgagcgtgga 1356 

tctgaacacc acagcccctg tacttgggtt gcctcttgtc cctgaacttc gttgtaccag 1416 

tgcatggaga gaaaattttg tcctcttgtc ttagagttgt gtgtaaatca aggaagccat 1476 

cattaaattg ttttatttct etc 1499 



<210> 12 
<211> 183 
<212> PRT 

<213> Homo sapiens ------ 

<400> 12 

Met Lys Leu Leu Ser Leu Val Ala Val Val Gly Cys Leu Leu Val Pro 

15 10 15 

Pro Ala Glu Ala Asn Lys Ser Ser Glu Asp He Arg Cys Lys Cys He 

- - 9.0 25. - - - 30 - 



Cys Pro Pro Tyr Arg Asn He Ser Gly His He Tyr Asn Gin Asn Val 
35 40 45 

Ser Gin Lys Asp Cys Asn Cys Leu His Val Val Glu Pro Met Pro Val 

50 55 60 

Pro Gly His Asp Val Glu Ala Tyr Cys Leu Leu Cys Glu Cys Arg Tyr 

9 0 ffiI#2 0 0 0-3 0 62 522 



5ft¥ 11-19417 9^)- 
65 70 75 80 

Glu Glu Arg Ser Thr Thr Thr He Lys Val lie He Val lie Tyr Leu 

85 90 95 

Ser Val Val Gly Ala Leu Leu Leu Tyr Met Ala Phe Leu Met Leu Val 
100 105 110 

Asp Pro Leu lie Arg Lys Pro Asp Ala Tyr Thr Glu Gin Leu His Asn 

115 120 125 

Glu Glu Glu Asn Glu Asp Ala Arg Ser Met Ala Ala Ala Ala Ala Ser 

130 135 140 

Leu Gly Gly Pro Arg Ala Asn Thr Val Leu Glu Arg Val Glu Gly Ala 

145 150 155 160 

Gin Gin Arg Trp Lys Leu Gin Val Gin Glu Gin Arg Lys Thr Val Phe 
165 170 175 

Asp Arg His Lys Met Leu Ser. 
180 



<210> 13 
<211> 3125 
<212> DNA 

<213> Homo sapiens 



ftSEff 2000-3062522 




#^p- 11 — 194179 



<220> 

<221> CDS 

<222> (77).. (895) 

<400> 13 

gtaaataatc tcggaaaggc gagaaagaag ctgtctccat cttgtctgta tccgctgctc 60 

ttgtgacgtt gtggag atg ggg age gtc ctg ggg ctg tgc tec atg gcg age 112 

Met Gly Ser Val Leu Gly Leu Cys Ser Met Ala Ser 

1 5 10 

tgg ata cca tgt ttg tgt gga agt gee ccg tgt ttg eta tgc cga tgc 160 
Trp He Pro Cys Leu Cys Gly Ser Ala Pro Cys Leu Leu Cys Arg Cys 

15 20 25 

tgt cct agt gga aac aac tec act gta act aga ttg ate tat gca ctt 208 
Cys Pro Ser Gly Asn Asn Ser Thr Val Thr Arg Leu He Tyr Ala Leu 

30 35 40 

ttc ttg ctt gtt gga gta tgt gta get tgt gta atg ttg ata cca gga 256 

^ P he^LeJUbJ .eu, Val Gl y- V a 1 Cys Val Ala -Cys Val Met -Leu II e Pro Gly - s - - 
45 50 55 60 

atg gaa gaa caa ctg aat aag att cct gga ttt tgt gag aat gag aaa 304 
Met Glu Glu Gin Leu Asn Lys He Pro Gly Phe Cys Glu Asn Glu Lys 

65 70 75 

ggt gtt gtc cct tgt aac att ttg gtt ggc tat aaa get gta tat cgt 352 
Gly Val Val Pro Cys Asn He Leu Val Gly Tyr Lys Ala Val Tyr Arg 

9 2 2000-3062522 
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80 85 90 

ttg tgc ttt ggt ttg get atg tec tat ctt ctt etc tct tta eta atg 400 
Leu Cys Phe Gly Leu Ala Met Ser Tyr Leu Leu Leu Ser Leu Leu Met 
95 100 105 

ate aaa gtg aag agt age agt gat cct aga get gca gtg cac aat gga 448 
He Lys Val Lys Ser Ser Ser Asp Pro Arg Ala Ala Val His Asn Gly 
110 115 120 

att ggg gca 496 
He Gly Ala 
140 



ttc ttc att cca gaa gga act ttt aca act gtg tgg ttt tat gta ggc 544 

Phe Phe He Pro Glu Gly Thr Phe Thr Thr Val Trp Phe Tyr Val Gly 

145 150 155. 

atg gca ggt gee ttt tgt ttc ate etc ata caa eta gtc tta ctt att 592 

Met Ala Gly Ala Phe Cys Phe He Leu He Gin Leu Val Leu Leu He 

■ ■ - \60 — - 165- 170- . - 



ttt tgg ttc ttt aaa ttt get gca gca att gca att att 
Phe Trp Phe Phe Lys Phe Ala Ala Ala He Ala lie lie 

125 130 135 



gat ttt gca cat tea tgg aat gaa teg tgg gtt gaa aaa atg gaa gaa 640 
Asp Phe Ala His Ser Trp Asn Glu Ser Trp Val Glu Lys Met Glu Glu 

175 180 185 

ggg aac teg aga tgt tgg tat gca gee ttg tta tea get aca get ctg 688 
Gly Asn Ser Arg Cys Trp Tyr Ala Ala Leu Leu Ser Ala Thr Ala Leu 
190 195 200 

9 3 2 0 0 0 - 3 0 6 2 5 2 2 



f 11-194179 

aat tat ctg ctg tct tta gtt get ate gtc ctg ttc ttt gtc tac tac 736 
Asn Tyr Leu Leu Ser Leu Val Ala He Val Leu Phe Phe Val Tyr Tyr 

205 210 215 220 

act cat cca gec agt tgt tea gaa aac aag gcg ttc ate agt gtc aac 784 
Thr His Pro Ala Ser Cys Ser Glu Asn Lys Ala Phe He Ser Val Asn 

225 230 235 

atg etc etc tgc gtt ggt get tct gta atg tct ata ctg cca aaa ate 832 
Met Leu Leu Cys Val Gly Ala Ser Val Met Ser He Leu Pro Lys He 

240 245 250 

caa gaa tea caa cca aga cct ggt ttg tta cag tct tea gta att cag 880 
Gin Glu Ser Gin Pro Arg Pro Gly Leu Leu Gin Ser Ser Val lie Gin 

255 260 265 

tct aca caa tgt att tgacatggtc agctatgacc aatgaaccag aaacaaattg 935 
Ser Thr Gin Cys lie 

270 



caacccaagt ctactaagca taattggcta caatacaaca agcactgtcc cacaggaagg 995 

gcagtcagtc cagtggtggc atgetcaagg aattatagga ctaattctct ttttgttgtg 1055 

tgtattttat tccagcatcc gtacttcaaa caatagtcag gttaataaac tgactctaac 1115 

aagtgatgaa tctacattaa tagaagatgg tggagctaga agtgatggat cactggagga 1175 

9 4 ttiliE# 2000-3062522 
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tggggacgat gttcaccgag ctgtagataa tgaaagggat ggtgtcactt acagttattc 1235 
cttctttcac ttcatgcttt tcctggcttc actttatatc atgatgaccc ttaccaactg 1295 
gtacaggtat gaaccctctc gtgagatgaa aagtcagtgg acagctgtct gggtgaaaat 1355 
ctcttccagt tggattggca tcgtgctgta tgtttggaca ctcgtggcac cacttgttct 1415 
tacaaatcgt gatttttact gagtgagact tctagcatga aagtcccact ttgattattg 1475 
cttatttgaa aacagtattc ccaacttttg taaagttgtg tatgtttttg cttcccatgt 1535 
aacttctcca gtgttctggc atgaattaga ttttactgct tgtcatttta ttattttctt 1595 
accaagtgca ttgatatgtg aagtagaatg aattgcagag gaaagtttta tgaatatggt 1655 
gatgagttag taaaagtggc cattattggg cttattctct gctctatagt tgtgaaatga 1715 
agagtaaaaa caaatttgtt tgactatttt aaaattatat tagaccttaa gctgttttag 1775 

jgiiygiiy yi^^ 1835 

tactgcaaag aacatggttt attttaaaat ttataaacaa gtcacttaaa tgccagttgt 1895 

ctgaaaaatc ttataaggtt ttacccttga tacggaattt acacaggtag ggagtgttta 1955 

gtggacaata gtgtaggtta tggatggagg tgtcggtact aaattgaata acgagtaaat 2015 

aatcttactt gggtagagat ggcctttgcc aacaaagtga actgttttgg ttgttttaaa 2075 

9 5 aj|I# 2000-3062522 
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ctcatgaagt atgggttcag tggaaatgtt tggaactctg aaggatttag acaaggtttt 2135 



gaaaaggata atcatgggtt agaaggaagt gtttgaaagt cactttgaaa gttagttttg 2195 



ggccagcacg gtagctcacc cttgtaatcc cagcactttg ggaggctgag gtgggtagat 2255 



tacttgagcc caggaattca agaccagcct gggcaacatg gtgaaaccct gtttctataa 2315 



aaaataatct gggctttgta gcatatgcct gtggtcccag ctactgagga ggctgaggtg 2375 



ggaggattgc ttgagcccag gaggcagagg ttgcagtgag ccaaggtcac gtcactgcac 2435 



tctagcctgg gcaacagagt aagacaaaaa aatatatata tattgaaaat caaaggaggc 2495 



aaaattttga cagggaagga agtaactgca aaacactagg ctttagtagg tacttatata 2555 



aaatctagtc cagttctctc atttaaaaaa atgaagacac tgaaatacag acttagatag 2615 



ctcagatagc taattaggaa atttcaagtt ggccaataat agcattctct ctgacattta 2675 



aaaataattt ctattcaaaa tacatgcata attgatttta cacctcatta ctggtggata 2735 



atttatgtga tgtggattgc tggtgtccag catgacccat aaacaggtca gaagaatgat 2795 



ggaatgtttt agaataaact cctgcttata gtatactaca cagttcaaaa gatgtttaaa 2855 



atgcttttgt atttactgcc atgtaattga aatatataga ttattgtaac ctttcaacct 2915 



9 6 ffi§E4# 2000-3062522 
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gaaaatcaag cagtatgaga gtttagttat ttgtatgtgt cactagtgtc taatgaagct 2975 

tttaaaatct acaatttctt ctttaaaaat atttattaat gtgaatggaa tataacaatt 3035 

cagcttaatt ccccaacctt attctgtgtg tagacattgt attccacaat tttgaatggc 3095 

tgtgttttac ctctaaataa atgaattcag 3125 



<210> 14 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Gly Ser Val Leu Gly Leu Cys Ser Met Ala Ser Trp lie Pro Cys 
15 10 15 

Leu Cys Gly Ser Ala Pro Cys Leu Leu Cys Arg Cys Cys Pro Ser Gly 

20 25 30 



Asn Asn Ser Thr Val Thr Arg Leu He Tyr Ala Leu Phe Leu Leu Val 

35 40 45 

Gly Val Cys Val Ala Cys Val Met Leu lie Pro Gly Met Glu Glu Gin 

50 55 60 

Leu Asn Lys He Pro Gly Phe Cys Glu Asn Glu Lys Gly Val Val Pro 

65 70 75 80 

9 7 ffi|iE#2 000-3062522 
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Cys Asn He Leu Val Gly Tyr Lys Ala Val Tyr Arg Leu Cys Phe Gly 
85 90 95 

Leu Ala Met Ser Tyr Leu Leu Leu Ser Leu Leu Met lie Lys Val Lys 
100 105 110 

Ser Ser Ser Asp Pro Arg Ala Ala Val His Asn Gly Phe Trp Phe Phe 

115 120 125 

Lys Phe Ala Ala Ala He Ala He He He Gly Ala Phe Phe He Pro 

130 135 140 

Glu Gly Thr Phe Thr -Thr Val Trp Phe Tyr Val Gly Met Ala Gly Ala 

145 150 155 160 

Phe Cys Phe He Leu He Gin Leu Val Leu Leu He Asp Phe Ala His 

165 170 175 

Ser Trp Asn Glu Ser Trp Val Glu Lys Met Glu Glu Gly Asn Ser Arg 

180 . . ... 185 190 



Cys Trp Tyr Ala Ala Leu Leu Ser Ala Thr Ala Leu Asn Tyr Leu Leu 

195 200 205 

Ser Leu Val Ala He Val Leu Phe Phe Val Tyr Tyr Thr His Pro Ala 

210 215 220 

Ser Cys Ser Glu Asn Lys Ala Phe He Ser Val Asn Met Leu Leu Cys 
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225 230 235 240 

Val Gly Ala Ser Val Met Ser lie Leu Pro Lys lie Gin Glu Ser Gin 

245 250 255 

Pro Arg Pro Gly Leu Leu Gin Ser Ser Val He Gin Ser Thr Gin Cys 

260 265 270 

He 



<210> 15 
<211> 1927 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (118).. (1134) 
<400> 15 

ggcgttcctt cgccgccgcc aggggtagcg gtgtagctgc gcagcgtcgc gcgcgctacc 60 

gcacccaggt tcggcccgta ggcgtctggc agcccggcgc catcttcatc gagcgcc 117 

atg gcc gca gcc tgc ggg ccg gga gcg gcc ggg tac tgc ttg etc etc 165 
Met Ala Ala Ala Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu Leu 
15 10 15 



ffi|iE# 2000-3062522 
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ggc ttg cat ttg ttt ctg ctg acc gcg ggc cct gcc ctg ggc tgg aac 213 
Gly Leu His Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly Trp Asn 

20 25 30 

gac cct gac aga atg ttg ctg egg gat gta aaa get ctt acc etc cac 261 
Asp Pro Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu Thr Leu His 

35 40 45 

tat gac cgc tat acc acc tec cgc agg ctg gat ccc ate cca cag ttg 309 
Tyr Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro He Pro Gin Leu 

50 55 60 

aaa tgt gtt gga ggc aca get ggt tgt gat tct tat acc cca aaa gtc 357 
Lys Cys Val Gly Gly Thr Ala Gly Cys Asp Ser Tyr Thr Pro Lys Val 
65 70 75 80 

ata cag tgt cag aac aaa ggc tgg gat ggg tat gat gta cag tgg gaa 405 
He Gin Cys Gin Asn Lys Gly Trp Asp Gly Tyr Asp Val Gin Trp Glu 

85 90 95 



tgt aag acg gac tta gat att gca tac aaa ttt gga aaa act gtg gtg 453 
Cys Lys Thr Asp Leu Asp He Ala Tyr Lys Phe Gly Lys Thr Val Val 
100 105 110 

age tgt gaa ggc tat gag tec tct gaa gac cag tat gta eta aga ggt 501 
Ser Cys Glu Gly Tyr Glu Ser Ser Glu Asp Gin Tyr Val Leu Arg Gly 
115 120 125 



10 0 



ffi£E#2 000-3062522 



11-19417 



tct tgt ggc ttg gag tat aat tta gat tat aca gaa ctt ggc ctg cag 549 
Ser Cys Gly Leu Glu Tyr Asn Leu Asp Tyr Thr Glu Leu Gly Leu Gin 
130 135 140 

gaa ctg aag gag tct gga aag cag cac ggc ttt gcc tct ttc tct gat 597 
Glu Leu Lys Glu Ser Gly Lys Gin His Gly Phe Ala Ser Phe Ser Asp 
145 150 155 160 

tat tat tat aag tgg tec teg gcg gat tec tgt aac atg agt gga ttg 645 
Tyr Tyr Tyr Lys Trp Ser Ser Ala Asp Ser Cys Asn Met Ser Gly Leu 
165 170 175 

att acc ate gtg gta etc ctt ggg ate gcc ttt gta gtc tat aag ctg 693 
lie Thr-Ile Val Val Leu Leu Gly He Ala Phe Val Val Tyr Lys Leu 

180 185 190 

ttc ctg agt gac ggg cag tat tct cct cca ccg tac tct gag tat cct 741 
Phe Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr Ser Glu Tyr Pro 

195 200 205 

cca ttt tec cac^cgt tac cag_aga_ ttc acc aac tea gca gga cct cct 

Pro Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser Ala Gly Pro Pro 

210 215 220 

ccc cca ggc ttt aag tct gag ttc aca gga cca cag aat act ggc cat 837 
Pro Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin Asn Thr Gly His 

225 230 235 240 

ggt gca act tct ggt ttt ggc agt get ttt aca gga caa caa gga tat 885 

10 1 miIE# 2000-3062522 
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Gly Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly Tyr 

245 250 255 

gaa aat tea gga cca ggg ttc tgg aca ggc ttg gga act ggt gga ata 933 
Glu Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly Thr Gly Gly lie 

260 265 270 

eta gga tat ttg ttt ggc age aat aga gcg gca aca ccc ttc tea gac 981 
Leu Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro Phe Ser Asp 

275 280 285 

teg tgg tac tac ccg tec tat cct ccc tec tac cct ggc acg tgg aat 1029 
Ser Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro Gly Thr Trp Asn 

290 295 300 

agg get tac tea ccc ctt cat gga ggc teg ggc age tat teg gta tgt 1077 
Arg Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys 
305 310 315 320 

tea aac tea gac acg aaa ace aga act gca tea gga tat ggt ggt acc 1125 
JSer Asn SejL_Asj>_Jhr Lvs Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr ...... 

325 330 335 

agg aga cga taaagtagaa agttggagtc aaacactgga tgcagaaatt 1174 
Arg Arg Arg 

ttggattttt catcactttc tctttagaaa aaaagtacta cctgttaaca attgggaaaa 1234 

ggggatattc aaaagttctg tggtgttatg tccagtgtag ctttttgtat tctattattt 1294 

10 2 ffi!E# 2000-3062522 
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gaggctaaaa gttgatgtgt gacaaaatac ttatgtgttg tatgtcagtg taacatgcag 1354 
atgtatattg cagtttttga aagtgatcat tacagtggaa cgctaaaaat acattaattt 1414 
ctaaaacctg tgatgcccta agaagcatta agaatgaagg tgttgtacta atagaaacta 1474 
agtacagaaa atttcagttt taggtggttg tagctgatga gttattacct catagagact 1534 
ataatattct atttggtatt atattatttg atgtttgctg ttcttcaaac atttaaatca 1594 
agctttggac taattatgct aatttgtgag ttctgatcac ttttgagctc tgaagctttg 1654 
aatcattcag tggtggagat ggccttctgg taactgaata ttaccttctg taggaaaagg 1714 
tagaaaataa gcatctagaa ggttgttgtg aatgactctg tgctggcaaa aatgcttgaa 1774 
acctctatat ttctttcgtt cataagaggt aaaggtcaaa tttttcaaca aaagtctttt 1834 
aataacaaaa gcatgcagtt ctctgtgaaa tctcaaatat tgttgtaata gtctgtttca 1894 



atcttaaaaa gaatcaataa aaacaaacaa ggg 1927 

<210> 16 
<211> 339 
<212> PRT 

<213> Homo sapiens 



10 3 
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<400> 16 

Met Ala Ala Ala Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu Leu 
15 10 15 

Gly Leu His Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly Trp Asn 

20 25 30 

Asp Pro Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu Thr Leu His 

35 40 45 

Tyr Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro lie Pro Gin Leu 

50 55 60 

Lys Cys ValGly Gly Thrtla Gly Cys Asp Ser Tyr Thr Pro Lys Val 
65 70 75 80 

He Gin Cys Gin Asn Lys Gly Trp Asp Gly Tyr Asp Val Gin Trp Glu 

85 90 95 

Cys Lys Thr Asp Leu Asp He Ala Tyr Lys Phe Gly Lys Thr Val Val 

100 105 - .. 110 



Ser Cys Glu Gly Tyr Glu Ser Ser Glu Asp Gin Tyr Val Leu Arg Gly 

115 120 125 

Ser Cys Gly Leu Glu Tyr Asn Leu Asp Tyr Thr Glu Leu Gly Leu Gin 

130 135 140 

Glu Leu Lys Glu Ser Gly Lys Gin His Gly Phe Ala Ser Phe Ser Asp 



10 4 



mUtft 2000-3062522 



11-194179 



145 



150 



155 



160 



Tyr Tyr Tyr Lys Trp Ser Ser Ala Asp Ser Cys Asn Met Ser Gly Leu 
165 170 175 

He Thr He Val Val Leu Leu Gly He Ala Phe Val Val Tyr Lys Leu 

180 185 190 

Phe Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr Ser Glu Tyr Pro 

195 200 205 

Pro Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser Ala Gly Pro Pro 

210 215 220 

Pro Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin Asn Thr Gly His 

225 230 235 240 

Gly Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly Tyr 

245 250 255 

Glu Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly T hr Gly Gly He 

260 265 270 

Leu Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro Phe Ser Asp 

275 280 285 



Ser Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro Gly Thr Trp Asn 

290 295 300 



10 5 



ffiSE# 2000-3062522 



11 — 194179 

Arg Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys 

305 310 315 320 

Ser Asn Ser Asp Thr Lys Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr 

325 330 335 

Arg Arg Arg 



<210> 17 

<211> 1483 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (70).. (1248) 

<400> 17 

,aa,aaaaaaaa_aaaaaaaaaa__c_tcg^ggcg_gagcggc4;gg_g£ggcgggc_c gg.gcccgggg._60 



ccgcttgga atg gcg cct cct ccg cct teg ccc caa ctg ctt etc ctg gca 111 
Met Ala Pro Pro Pro Pro Ser Pro Gin Leu Leu Leu Leu Ala 

1 5 10 

gee etc gcg agg etc ctg ggt ccc age gag gtg atg get gga ccg gcg 159 
Ala Leu Ala Arg Leu Leu Gly Pro Ser Glu Val Met Ala Gly Pro Ala 

15 20 25 30 



10 6 



ffiSE# 2000-3062522 



#5p 11 — 19417 



gag gag gcg gga gcc cat tgt ccc gag age ctg tgg cct ctg cct ccg 207 

Glu Glu Ala Gly Ala His Cys Pro Glu Ser Leu Trp Pro Leu Pro Pro 

35 40 45 

cag gtg tea cca aga gtg acc tac aca cga gtg age cca ggg cag get 255 

Gin Val Ser Pro Arg Val Thr Tyr Thr Arg Val Ser Pro Gly Gin Ala 

50 55 60 

gag gat gtc acc ttc etc tac cac ccc tgt gcc cat ccc tgg ctg aag 303 

Glu Asp Val Thr Phe Leu Tyr His Pro Cys Ala His Pro Trp Leu Lys 

65 70 75 

' etc - cag"~ct"t~ _ gcc - ctc ctg - gcc tat get tgtratg get aac cct tec etc 351 

Leu Gin Leu Ala Leu Leu Ala Tyr Ala Cys Met Ala Asn Pro Ser Leu 

80 85 90 

acc cct gac ttc age etc acg cag gat egg ccc ctg gtg ctg act gca 399 

Thr Pro Asp Phe Ser Leu Thr Gin Asp Arg Pro Leu Val Leu Thr Ala 

95 100 105 110 



tgg ggg ctg gcg ctg gag atg gcc tgg gta gag cca gcc tgg get gcc 447 

Trp Gly Leu Ala Leu Glu Met Ala Trp Val Glu Pro Ala Trp Ala Ala 

115 120 125 

cac tgg ctg atg agg agg egg agg agg aag cag agg aag aag aag gca 495 

His Trp Leu Met Arg Arg Arg Arg Arg Lys Gin Arg Lys Lys Lys Ala 

130 135 140 



10 7 



ftllff 2000-3062522 



11 — 194179 



tgg ate tac tgt gaa age ctt tea ggg cct get ccc tec gag cca act 
Trp He Tyr Cys Glu Ser Leu Ser Gly Pro Ala Pro Ser Glu Pro Thr 
145 150 155 



543 



ccc ggt aga ggg agg ctg tgc cga aga ggg tgt gtg cag gec ctg get 591 
Pro Gly Arg Gly Arg Leu Cys Arg Arg Gly Cys Val Gin Ala Leu Ala 
160 165 170 



ctg gee ttt get ctg egg age tgg 
Leu Ala Phe Ala Leu Arg Ser Trp 

175 180 

tct caa ggg ccc agg cag ccc tct 
Ser Gin Gly Pro Arg Gin Pro Ser 

195 



egg ccc cct ggc aca gag gtg aca 639 
Arg Pro Pro Gly Thr Glu Val Thr 
185 190 

tct agt ggt gee aag agg egg agg 687 
Ser Ser Gly Ala Lys Arg Arg Arg 

200 205 



ctg egg get gee ctt ggt ccc cag ccc act cgc tea gec ctg agg ttt 735 
Leu Arg Ala Ala Leu Gly Pro Gin Pro Thr Arg Ser Ala Leu Arg Phe 

210 215 220 



ccc tct get tec cca ggjujgc ttg aag gee aag cag jtcj^atg gcg gga 783 
Pro Ser Ala Ser Pro Gly Ser Leu Lys Ala Lys Gin Ser Met Ala Gly 

225 230 235 



ate cct ggt agg gag agt aat gee cca tct gtg ccc act gtc tec ctg 831 
lie Pro Gly Arg Glu Ser Asn Ala Pro Ser Val Pro Thr Val Ser Leu 

240 245 250 

ctg ccg ggg gcg cct gga ggc aat gec age tec agg aca gag get cag 879 



10 8 



2000-3062522 



#^2 11-19417 



Leu Pro Gly Ala Pro Gly Gly Asn Ala Ser Ser Arg Thr Glu Ala Gin 

255 260 265 270 

gtg ccc aac ggg caa ggc age cca ggg ggc tgt gtc tgt tea agt cag 927 
Val Pro Asn Gly Gin Gly Ser Pro Gly Gly Cys Val Cys Ser Ser Gin 

275 280 285 

get tec ccg gee cct cgc gca gca gcg cct cca egg gca gee egg ggc 975 
Ala Ser Pro Ala Pro Arg Ala Ala Ala Pro Pro Arg Ala Ala Arg Gly 

290 295 300 

ccc acc cca cgc act gaa gag gee gee tgg get gec atg gee ctg acc 1023 
Pro Thr Pro Arg Thr Glu Glu Ala Ala Trp Ala Ala Met Ala Leu Thr 

305 310 315 

ttc ctg ctg gtg ctg etc acc ctg gee acg etc tgc aca egg ctg cac 1071 
Phe Leu Leu Val Leu Leu Thr Leu Ala Thr Leu Cys Thr Arg Leu His 

320 325 330 

aga aac ttc cga cgc ggg gag age ate tac tgg ggg ccc aca gcg gac 
Jrg Asn Phe Arg Arg Gly Glu Ser lie Tyr Trp Gly Pro Thr, Ala Asp 
335 340 345 350 

age cag gac aca gtg get get gtg ctg aag egg agg ctg ctg cag ccc 1167 
Ser Gin Asp Thr Val Ala Ala Val Leu Lys Arg Arg Leu Leu Gin Pro 

355 360 365 

teg cgc egg gtc aag cgc teg cgc egg aga ccc etc etc ccg ccc acg 1215 
Ser Arg Arg Val Lys Arg Ser Arg Arg Arg Pro Leu Leu Pro Pro Thr 

109 ffi!S#2 0 0 0 - 3 0 6 2 5 2 2 



1119 



11 — 194179 



370 375 380 

ccg gac age ggc ccg gaa ggc gag age teg gag tgacggcctg ggacctgcca 1268 
Pro Asp Ser Gly Pro GIu Gly Glu Ser Ser Glu 

385 390 

ctgtggcgtg cggctcctcc ccgcgccgcg aggccgcgac ctctgccacg tggaccgcgc 1328 
geggggeget ccctggtggc gatggegegg cactggccga geactgeggg ggctttcctc 1388 
cttgttggtt gctgagtggg eggecaaggg gagaaaagga gccgcttctg cctcccttgc 1448 
caaaactccg tttctaatta aattattttt agtag 1483 



<210> 18 
<211> 393 
<212> PRT 

<213> Homo sapiens 

^<400>. .18. 

Met Ala Pro Pro Pro Pro Ser Pro Gin Leu Leu Leu Leu Ala Ala Leu 

15 10 15 

Ala Arg Leu Leu Gly Pro Ser Glu Val Met Ala Gly Pro Ala Glu Glu 

20 25 30 

Ala Gly Ala His Cys Pro Glu Ser Leu Trp Pro Leu Pro Pro Gin Val 

35 40 45 



110 ffiE#2000-3062522 



#5p 11 — 194179 



Ser Pro Arg Val Thr Tyr Thr Arg Val Ser Pro Gly Gin Ala Glu Asp 

50 55 60 

Val Thr Phe Leu Tyr His Pro Cys Ala His Pro Trp Leu Lys Leu Gin 

65 70 75 80 

Leu Ala Leu Leu Ala Tyr Ala Cys Met Ala Asn Pro Ser Leu Thr Pro 

85 90 95 

Asp Phe Ser Leu Thr Gin Asp Arg Pro Leu Val Leu Thr Ala Trp Gly 
100 105 110 

Leu Ala Leu Glu Met Ala Trp Val Glu Pro Ala Trp Ala Ala His Trp 

115 120 125 

Leu Met Arg Arg Arg Arg Arg Lys Gin Arg Lys Lys Lys Ala Trp lie 

130 135 140 

Tyr Cys Glu Ser Leu Ser Gly Pro Ala Pro Ser Glu Pro Thr Pro Gly 

1 45 150 155 160 



Arg Gly Arg Leu Cys Arg Arg Gly Cys Val Gin Ala Leu Ala Leu Ala 

165 170 175 

Phe Ala Leu Arg Ser Trp Arg Pro Pro Gly Thr Glu Val Thr Ser Gin 

180 185 190 

Gly Pro Arg Gin Pro Ser Ser Ser Gly Ala Lys Arg Arg Arg Leu Arg 



111 



£BliE# 2000-3062522 



11-194179 
195 200 205 

Ala Ala Leu Gly Pro Gin Pro Thr Arg Ser Ala Leu Arg Phe Pro Ser 

210 215 220 

Ala Ser Pro Gly Ser Leu Lys Ala Lys Gin Ser Met Ala Gly He Pro 

225 230 235 240 

Gly Arg Glu Ser Asn Ala Pro Ser Val Pro Thr Val Ser Leu Leu Pro 

245 250 255 

Gly Ala Pro Gly Gly Asn Ala Ser Ser Arg Thr Glu Ala Gin Val Pro 

260 265 270 

Asn Gly Gin Gly Ser Pro Gly Gly Cys Val Cys Ser Ser Gin Ala Ser 

275 280 285 

Pro Ala Pro Arg Ala Ala Ala Pro Pro Arg Ala Ala Arg Gly Pro Thr 

290 295 300 

■Pro_Arg Thr Glu Glu Ala Ala Trp Ala Ala Met Ala Leu Thr Phe Leu 

305 310 315 320 

Leu Val Leu Leu Thr Leu Ala Thr Leu Cys Thr Arg Leu His Arg Asn 

325 330 335 

Phe Arg Arg Gly Glu Ser He Tyr Trp Gly Pro Thr Ala Asp Ser Gin 

340 345 350 



112 



ajfiE# 2000-3062522 



11-194179 



Asp Thr Val Ala Ala Val Leu Lys Arg Arg Leu Leu Gin Pro Ser Arg 

355 360 365 

Arg Val Lys Arg Ser Arg Arg Arg Pro Leu Leu Pro Pro Thr Pro Asp 

370 375 380 

Ser Gly Pro Glu Gly Glu Ser Ser Glu 

385 390 

<210> 19 
<211> 1851 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (171).. (518) 

<400> 19 

aa^aatJ^-g^tlgMgafi^gacaag^^ ctcccaaact ctactccaga_gO 



tggggaggtg cccttaacac caagatttta aaagctccaa tttcagagca agagtcgaaa 120 

actcacagat aaagttatag ttatttcagg gttctgaaaa gacgcagaac atg aag 176 

Met Lys 
1 

gga etc aga agt ctg gca gca aca acc ttg get ctt ttc ctg gtg ttt 224 

113 riE#2 0 0 0- 3 0 6 2 5 2 2 



#32 11 — 194179 



Gly Leu Arg Ser Leu Ala Ala Thr Thr Leu Ala Leu Phe Leu Val Phe 

5 10 15 

gtt ttc ctg gga aac tec age tgc get ccg cag aga ctg ttg gag aga 272 
Val Phe Leu Gly Asn Ser Ser Cys Ala Pro Gin Arg Leu Leu Glu Arg 

20 25 30 

agg aac tgg act cct caa get atg etc tac ctg aaa ggg gca cag ggt 320 
Arg Asn Trp Thr Pro Gin Ala Met Leu Tyr Leu Lys Gly Ala Gin Gly 

35 40 45 50 

cgc cgc ttc ate tec gac cag age egg aga aag gac etc tec gac egg 368 
Arg Arg Phe He Ser Asp Gin Ser Arg Arg Lys Asp Leu Ser Asp Arg 

55 60 65 

cca ctg ccg gaa aga cga age cca aat ccc caa eta eta act att ccg 416 
Pro Leu Pro Glu Arg Arg Ser Pro Asn Pro Gin Leu Leu Thr He Pro 

70 75 80 

gag gca gca ace ate tta ctg gcg tec ctt cag aaa tea cca gaa gat 464 
■GXu^Ala Ala Thr Tie Leu Leu Ala Ser Leu Gin Lys Ser Pro Glu Asp 

85 90 95 

gaa gaa aaa aac ttt gat caa ace aga ttc ctg gaa gac agt ctg ctt 512 
Glu Glu Lys Asn Phe Asp Gin Thr Arg Phe Leu Glu Asp Ser Leu Leu 
100 105 110 

aac tgg tgaaaatata ctggattatg tttaattatg gttctattct ctttgaaaac 568 
Asn Trp 

114 M2 0 0 0 -3 0 6 2 5 2 2 



4#¥ 11-194179 

115 

atgaaccatg tgaataaaac ctttggaccc ttttattcca tttgtaatct taagaacaca 628 
cacagatagt tttattcttt cagaaacaaa atatatatag gatgcttagc tgagaacatc 688 
atcttctttc attgcttcag gtcctgttta gatgaccaaa aatgttttca gatcaccttg 748 
tgtcttactc ttgagtttct tagaatattt ataattataa ggctgaagac taaagtgttc 808 
tttcctttta actatagcca gtacctgtct tgatcttagt tgtgtttttt tttttcattt 868 
tgttacccac ttgcattttg ttttcactca gcagaaattc tccttctctg ttttcctttt 928 
atcccatccc caagaatgtg gaaggaaggt gagaaacatg gcaggatggg aaataggaga 988 
gtatgactct ctatagctca tccaggagta atcaattaag aagataaatt ggatgactgt 1048 
ggagaagctc tgtgatagga acacttcagt gtggttgctg agaggagaca gtcattgagg 1108 
tagaaggttt gccaaajgatc cagagctcag agctcccttt gtgctctttg ggaattacct 1168 



tgcattcagt ttagaaacat ggatctaaaa gttactggga aataagcaga tggagacaca 1228 

ctctgttgtt tacgtattgg aagaagggaa caagccagtt ttgttagagg taactcattt 1288 

tccatgacca aacagactca acagattcaa gtactctgct tactctaatt gactagactc 1348 

taggttttat ttgacatcat agcattacat aaatcactct gataacataa gtgcacagta 1408 

115 2000-3062522 



11—194179 

atatgcctga tctcttcctt tttaaaagcc aacttgagtt cagtaccatc tgaatacaca 1468 
cacatgcaca tatacccaca cacgcataca cacatactcc tgtggcaaac ataataatgt 1528 
atttatttag aattataata tgaccatcat gttaattatt ttttacctaa tcagagttgt 1588 
tattgacaaa tgtcataagt ggaaagtatt aattcttatt gtcatcagta tttagccatt 1648 
atttagtagc tcaagaatat ctttatgtga atgtctctgt aacttggaat tgcaatttca 1708 
ctgtgttaag taatcagaac tctgcttata agatttatct gtatcttgtt tcataattta 1768 
ataatgaaac taaattcaag ttaatgtaat gttgatctcc gtcgaaaaat aacttgtgag 1828 
cattaaaata tctgtatggc att 1851 

<210> 20 
<211> 116 

_<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Lys Gly Leu Arg Ser Leu Ala Ala Thr Thr Leu Ala Leu Phe Leu 

15 10 15 

Val Phe Val Phe Leu Gly Asn Ser Ser Cys Ala Pro Gin Arg Leu Leu 

20 25 30 



116 



m$E4t 2000-3062522 



3ft¥ 11-194179 



Glu Arg Arg Asn Trp Thr Pro Gin Ala Met Leu Tyr Leu Lys Gly Ala 
35 40 45 

Gin Gly Arg Arg Phe He Ser Asp Gin Ser Arg Arg Lys Asp Leu Ser 

50 55 60 

Asp Arg Pro Leu Pro Glu Arg Arg Ser Pro Asn Pro Gin Leu Leu Thr 

65 70 75 80 

He Pro Glu Ala Ala Thr He Leu Leu Ala Ser Leu Gin Lys Ser Pro 

85 90 95 

Glu Asp Glu Glu Lys Asn Phe Asp Gin Thr Arg Phe Leu Glu Asp Ser 

100 105 110 

Leu Leu Asn Trp 
115 



moxji — — .- - 

<211> 2395 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (25).. (1068) 

117 tf}fiE# 2 O O O - 3 O 6 2 5 2 2 



11 — 194179 



<400> 21 

gatgaagggt cgttggtggg aaag atg gcg gcg get ctg gga ccc ctt ggg 51 

Met Ala Ala Ala Leu Gly Pro Leu Gly 
1 5 

teg tgg cag cag tgg egg cga tgt ttg teg get egg gat ggg tec agg 99 
Ser Trp Gin Gin Trp Arg Arg Cys Leu Ser Ala Arg Asp Gly Ser Arg 
10 15 20 25 

atg tta etc ctt ctt ctt ttg ttg ggg tct ggg cag ggg cca cag caa 147 
Met Leu Leu Leu Leu Leu Leu Leu Gly Ser Gly Gin Gly Pro Gin Gin 

30 35 40 

gtc ggg gcg ggt caa acg ttc gag tac ttg aaa egg gag cac teg ctg 195 
Val Gly Ala Gly Gin Thr Phe Glu Tyr Leu Lys Arg Glu His Ser Leu 

45 50 55 

teg aag ccc tac cag ggt gtg ggc aca ggc agt tec tea ctg tgg aat 243 
Ser Lys Pro Tyr Gin Gly Val Gly Thr Gly Ser Ser Ser Leu Trp Asn 

60 65 70 



ctg atg ggc aat gee atg gtg atg ace cag tat ate cgc ctt ace cca 291 
Leu Met Gly Asn. Ala Met Val Met Thr Gin Tyr He Arg Leu Thr Pro 

75 80 85 

gat atg caa agt aaa cag ggt gee ttg tgg aac egg gtg cca tgt ttc 339 
Asp Met Gin Ser Lys Gin Gly Ala Leu Trp Asn Arg Val Pro Cys Phe 

90 95 100 105 



118 



ffiSE4f 2 000-3062522 



11-194179 



ctg aga gac tgg gag ttg cag gtg cac ttc aaa ate cat gga caa gga 387 
Leu Arg Asp Trp Glu Leu Gin Val His Phe Lys He His Gly Gin Gly 
110 115 120 

aag aag aat ctg cat ggg gat ggc ttg gca ate tgg tac aca aag gat 435 
Lys Lys Asn Leu His Gly Asp Gly Leu Ala He Trp Tyr Thr Lys Asp 
125 130 135 

egg atg cag cca ggg cct gtg ttt gga aac atg gac aaa ttt gtg ggg 483 
Arg Met Gin Pro Gly Pro Val Phe Gly Asn Met Asp Lys Phe Val Gly 
140 145 150 

ctg gga gta ttt gta gac acc tac ccc aat gag gag aag cag caa gag 531 
Leu Gly Val Phe Val Asp Thr Tyr Pro Asn Glu Glu Lys Gin Gin Glu 

155 160 165 

egg gta ttc ccc tac ate tea gee atg gtg aac aac ggc tec etc age 579 
Arg Val Phe Pro Tyr He Ser Ala Met Val Asn Asn Gly Ser Leu Ser 
170 175 180 185 

„ta J t_gaJ_eM„gag^gg^gM_ggg^ aca — 

Tyr Asp His Glu Arg Asp Gly Arg Pro Thr Glu Leu Gly Gly Cys Thr 
190 195 200 

gee att gtc cgc aat ctt cat tac gac acc ttc ctg gtg att cgc tac 675 
Ala He Val Arg Asn Leu His Tyr Asp Thr Phe Leu Val lie Arg Tyr 

205 210 215 

gtc aag agg cat ttg acg ata atg atg gat att gat ggc aag cat gag 723 

119 ffl3£# 2000-3062522 



#^ 11 — 194179 



Val Lys Arg His Leu Thr He Met Met Asp lie Asp Gly Lys His Glu 

220 225 230 

tgg agg gac tgc att gaa gtg ccc gga gtc cgc ctg ccc cgc ggc tac 771 
Trp Arg Asp Cys He Glu Val Pro Gly Val Arg Leu Pro Arg Gly Tyr 

235 240 245 

tac ttc ggc acc tec tec ate act ggg gat etc tea gat aat cat gat 819 
Tyr Phe Gly Thr Ser Ser He Thr Gly Asp Leu Ser Asp Asn His Asp 

~250~' 255 260 265 

gtc att tec ttg aag ttg ttt gaa ctg aca gtg gag aga acc cca gaa 867 
Val He Ser Leu Lys Leu Phe Glu Leu Thr Val Glu Arg Thr Pro Glu 

270 275 280 

gag gaa aag etc cat cga ggt gtg ttc ttg ccc tea gtg gac aat atg 915 
Glu Glu Lys Leu His Arg Gly Val Phe Leu Pro Ser Val Asp Asn Met 

285 290 295 

aag ctg cct gag atg aca get cca ctg ccg ccc ctg agt ggc ctg gec 963 

Lys Leu Pro Glu Met Thr Ala Pro Leu Pro Pro Leu Ser Gly Leu Ala 

300 305 310 

etc ttc etc ate gtc ttt ttc tec ctg gtg ttt tct gta ttt gee ata 1011 
Leu Phe Leu He Val Phe Phe Ser Leu Val Phe Ser Val Phe Ala He 

315 320 325 

gtc att ggt ate ata etc tac aac aaa tgg cag gaa cag age cga aag 1059 
Val He Gly He He Leu Tyr Asn Lys Trp Gin Glu Gin Ser Arg Lys 

12 0 aJSE# 2000-3062522 



11-19417 




330 335 340 345 

cgc ttc tac tgagccctcc tgctgccacc acttttgtga ctgtcaccca 1108 
Arg Phe Tyr 

tgaggtatgg aaggagcagg cactggcctg agcatgcagc ctggagagtg ttcttgtctc 1168 
tagcagctgg ttggggacta tattctgtca ctggagtttt gaatgcaggg accccgcatt 1228 
cccatggttg tgcatgggga catctaactc tggtctggga agccacccac cccagggcaa 1288 
tgctgctgtg atgtgccttt ccctgcagtc cttccatgtg ggagcagagg tgtgaagaga 1348 
atttacgtgg ttgtgatgcc aaaatcacag aacagaattt catagcccag gctgccgtgt 1408 
tgtttgactc agaaggccct tctacttcag ttttgaatcc acaaagaatt aaaaactggt 1468 
aacaccacag gctttctgac catccattcg ttgggttttg catttgaccc aaccctctgc 1528 
ctacctgagg agctttcttt ggaaaccagg atggaaactt cttccctgcc ttaccttcct 1588 
ttcactccat tcattgtcct ctctgtgtgc aacctgagct gggaaaggca tttggatgcc 1648 
tctctgttgg ggcctggggc tgcagaacac acctgcgttt cactggcctt cattaggtgg 1708 
ccctagggag atggctttct gctttggatc actgttccct agcatgggtc ttgggtctat 1768 
tggcatgtcc atggccttcc caatcaagtc tcttcaggcc ctcagttaag tttggctaaa 1828 

1 2 1 ffilE# 2000-3062522 



( #^ 11 — 194179 

ggttggtgta aaaatcaaga gaagcctgga agacatcatg gatgccatgg attagctgtg 1888 
caactgacca gctccaggtt tgatcaaacc aaaagcaaca tttgtcatgt ggtctgacca 1948 
tgtggagatg tttctggact tgctagagcc tgcttagctg catgttttgt agttacgatt 2008 
tttggaatcc cactttgagt gctgaaagtg taaggaagct ttcttcttac accttgggct 2068 
tggatattgc ccagagaaga aatttggctt tttttttctt aatggacaag agacagttgc 2128 
tgttctcatg ttccaagtct gagagcaaca gaccctcatc atctgtgcct ggaagagttc 2188 
actgtcattg agcagcacag cctgagtgct ggcctctgtc aacccttatt ccactgcctt 2248 
atttgacaag gggttacatg ctgctcacct tactgccctg ggattaaatc agttacaggc 2308 
cagagtctcc ttggagggcc tggaactctg agtcctccta tgaacctctg tagcctaaat 2368 
gaaattctta aaatcaccga tggaacc 2395 



<210> 22 
<211> 348 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Ala Ala Ala Leu Gly Pro Leu Gly Ser Trp Gin Gin Trp Arg Arg 

15 10 15 



12 2 
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#^ 11 — 194179 



Cys Leu Ser Ala Arg Asp Gly Ser Arg Met Leu Leu Leu Leu Leu Leu 

20 25 30 

Leu Gly Ser Gly Gin Gly Pro Gin Gin Val Gly Ala Gly Gin Thr Phe 

35 40 45 

Glu Tyr Leu Lys Arg Glu His Ser Leu Ser Lys Pro Tyr Gin Gly Val 

50 55 60 

Gly Thr Gly Ser Ser Ser Leu Trp Asn Leu Met Gly Asn Ala Met Val 

65 70 75 80 

Met Thr Gin Tyr He Arg Leu Thr Pro Asp Met Gin Ser Lys Gin Gly 

85 90 95 

Ala Leu Trp Asn Arg Val Pro Cys Phe Leu Arg Asp Trp Glu Leu Gin 
100 105 110 

Val His Phe Lys He His Gly Gin Gly Lys Lys Asn Leu His Gly Asp 
115 120 125 

Gly Leu Ala He Trp Tyr Thr Lys Asp Arg Met Gin Pro Gly Pro Val 

130 135 140 

Phe Gly Asn Met Asp Lys Phe Val Gly Leu Gly Val Phe Val Asp Thr 

145 150 155 160 



Tyr Pro Asn Glu Glu Lys Gin Gin Glu Arg Val Phe Pro Tyr He Ser 



12 3 



ffi$E#2 000-3062522 




11 — 194179 



165 170 175 

Ala Met Val Asn Asn Gly Ser Leu Ser Tyr Asp His Glu Arg Asp Gly 
180 185 190 

Arg Pro Thr Glu Leu Gly Gly Cys Thr Ala He Val Arg Asn Leu His 

195 200 205 

Tyr Asp Thr Phe Leu Val He Arg Tyr Val Lys Arg His Leu Thr He 

210 215 220 

Met Met Asp He Asp Gly Lys His Glu Trp Arg Asp Cys lie Glu Val 

225 230 235 240 



Pro Gly Val Arg Leu Pro Arg Gly Tyr Tyr Phe Gly Thr Ser Ser He 

245 250 255 

Thr Gly Asp Leu Ser Asp Asn His Asp Val He Ser Leu Lys Leu Phe 

260 265 270 

-G ; Lu_Leu_Thr Val Glu_ArgJ[hr. Pro Glu Glu Glu Lys Leu His Arg Glv 
275 280 285 

Val Phe Leu Pro Ser Val Asp Asn Met Lys Leu Pro Glu Met Thr Ala 

290 295 300 

Pro Leu Pro Pro Leu Ser Gly Leu Ala Leu Phe Leu He Val Phe Phe 

305 310 315 320 



12 4 
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11-194179 

Ser Leu Val Phe Ser Val Phe Ala He Val lie Gly He He Leu Tyr 

325 330 335 

Asn Lys Trp Gin Glu Gin Ser Arg Lys Arg Phe Tyr 

340 345 



<210> 23 
<211> 1683 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (118).. (1017) 
<400> 23 

agttcctcct tgctctcgcc cctactcttt ctggtgttag atcgagcaac cctctaaaag 60 
cagtttagag tggtaaaaaa aaaaaaaaca caccaaacgc tcgcagccac aaaaggg 117 



atg aaa ttt ctt ctg gac ate etc ctg ctt etc ccg tta ctg ate gtc 165 

Met Lys Phe Leu Leu Asp lie Leu Leu Leu Leu Pro Leu Leu He Val 

15 10 15 

tgc tec eta gag tec ttc gtg aag ctt ttt att cct aag agg aga aaa 213 

Cys Ser Leu Glu Ser Phe Val Lys Leu Phe lie Pro Lys Arg Arg Lys 

20 25 30 



1 2 5 



ffiSE^f 2000-3062522 



11 — 194179 




tea gtc acc ggc gaa acc gtg ctg att aca gga get ggg cat gga att 261 
Ser Val Thr Gly Glu Thr Val Leu He Thr Gly Ala Gly His Gly He 
35 40 45 

ggg aga ctg act gec tat gaa ttt get aaa ctt aaa age aag ctg gtt 309 
Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser Lys Leu Val 

50 55 60 

etc tgg gat ata aat aag cat gga ctg gag gaa aca get gee aaa tgc 357 
Leu Trp Asp He Asn Lys His Gly Leu Glu Glu Thr Ala Ala Lys Cys 

65 70 75 80 

aag gga ctg ggt gee aag gtt cat acc ttt gtg gta gac tgc age aac 405 
Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp Cys Ser Asn 

85 90 95 

cga gaa gat att tac age tct gca aag aag gtg aag gca gaa att gga 453 
Arg Glu Asp He Tyr Ser Ser Ala Lys Lys Val Lys Ala Glu He Gly 
100 105 110 

mt„gXt^gA^atJt^tta_g,t^ajJLaSt_gct ggt„gta_gtc tat_a^a^cajgaX_^01„ 
Asp Val Ser He Leu Val Asn Asn Ala Gly Val Val Tyr Thr Ser Asp 
115 120 125 

ttg ttt get aca caa gat cct cag att gaa aag act ttt gaa gtt aat 549 
Leu Phe Ala Thr Gin Asp Pro Gin He Glu Lys Thr Phe Glu Val Asn 

130 135 140 

gta ctt gca cat ttc tgg act aca aag gca ttt ctt cct gca atg acg 597 



12 6 



ffiSE3f 2000-3062522 



11-194179 



Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe Leu Pro Ala Met Thr 

145 150 155 160 

aag aat aac cat ggc cat att gtc act gtg get teg gca get gga cat 645 
Lys Asn Asn His Gly His He Val Thr Val Ala Ser Ala Ala Gly His 
165 170 175 

gtc teg gtc ccc ttc tta ctg get tac tgt tea age aag ttt get get 693 
Val Ser Val Pro Phe Leu Leu Ala Tyr Cys Ser Ser Lys Phe Ala Ala 

180 185 190 

gtt gga ttt cat aaa act ttg aca gat gaa ctg get gee tta caa ata 741 
Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala Leu Gin lie 

195 200 205 

act gga gtc aaa aca aca tgt ctg tgt cct aat ttc gta aac act ggc 789 
Thr Gly Val Lys Thr Thr Cys Leu Cys Pro Asn Phe Val Asn Thr Gly 

210 215 220 



ttc ate aaa aat cca agt aca agt ttg gga ccc act ctg gaa cct gag 837 

>he_Jij^Ly_s_jLjUL.Pj^ £XmM°l£1h 

2~25~~ 230 235 240 



gaa gtg gta aac agg ctg atg cat ggg att ctg act gag cag aag atg 885 
Glu Val Val Asn Arg Leu Met His Gly He Leu Thr Glu Gin Lys Met 

245 250 255 



att ttt att cca tct tct ata get ttt tta aca aca ttg gaa agg ate 933 
He Phe He Pro Ser Ser He Ala Phe Leu Thr Thr Leu Glu Arg lie 



12 7 



ffiliE#2 000-3062522 



11 — 194179 

260 265 270 

ctt cct gag cgt ttc ctg gca gtt tta aaa cga aaa ate agt gtt aag 981 
Leu Pro Glu Arg Phe Leu Ala Val Leu Lys Arg Lys lie Ser Val Lys 

275 280 285 

ttt gat gca gtt att gga tat aaa atg aaa gcg caa taagcaccta 1027 
Phe Asp Ala Val He Gly Tyr Lys Met Lys Ala Gin 

290 295 300 

gttttctgaa aactgattta ccaggtttag gttgatgtca tctaatagtg ccagaatttt 1087 

aatgtttgaa cttctgtttt ttctaattat ccccatttct tcaatatcat ttttgaggct 1147 

ttggcagtct tcatttacta ccacttgttc tttagccaaa agctgattac atatgatata 1207 

aacagagaaa tacctttaga ggtgacttta aggaaaatga agaaaaagaa ccaaaatgac 1267 

tttattaaaa taatttccaa gattatttgt ggctcacctg aaggctttgc aaaatttgta 1327 

ccataacc gt ^Jttatt taaca ,.j at^^_t^_tttttg attg cacttaaatt ttgtataatt 1387 

tgtgtttctt tttctgttct acataaaatc agaaacttca agctctctaa ataaaatgaa 1447 

ggactatatc tagtggtatt tcacaatgaa tatcatgaac tctcaatggg taggtttcat 1507 

cctacccatt gccactctgt ttcctgagag atacctcaca ttccaatgcc aaacatttct 1567 

gcacagggaa gctagaggtg gatacaegtg ttgeaagtat aaaagcatca ctgggattta 1627 

12 8 ffiiiE# 2000-3062522 



11-194179 



aggagaattg agagaatgta cccacaaatg gcagcaataa taaatggatc acactt 1683 

<210> 24 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Lys Phe Leu Leu Asp He Leu Leu Leu Leu Pro Leu Leu He Val 
15 10 15 

Cys Ser Leu Glu Ser Phe Val Lys Leu Phe He Pro Lys Arg Arg Lys 

20 25 30 

Ser Val Thr Gly Glu Thr Val Leu lie Thr Gly Ala Gly His Gly He 

35 40 45 



Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser Lys Leu Val 




Leu Trp Asp He Asn Lys His Gly Leu Glu Glu Thr Ala Ala Lys Cys 

65 70 75 80 

Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp Cys Ser Asn 

85 90 95 

Arg Glu Asp lie Tyr Ser Ser Ala Lys Lys Val Lys Ala Glu He Gly 

129 ffisiE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



100 105 110 

Asp Val Ser He Leu Val Asn Asn Ala Gly Val Val Tyr Thr Ser Asp 

115 120 125 

Leu Phe Ala Thr Gin Asp Pro Gin lie Glu Lys Thr Phe Glu Val Asn 

130 135 140 

Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe Leu Pro Ala Met Thr 

145 150 155 160 

Lys Asn Asn His Gly His He Val Thr Val Ala Ser Ala Ala Gly His 

165 170 175 

Val Ser Val Pro Phe Leu Leu Ala Tyr Cys Ser Ser Lys Phe Ala Ala 
180 185 190 

Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala Leu Gin He 

195 200 205 

^^^^^^^ ^^^r^^r^g^^g^^^ s ^ g_AmJP^gj^^Asn^^^^L^ 
210 215 220 

Phe He Lys Asn Pro Ser Thr Ser Leu Gly Pro Thr Leu Glu Pro Glu 

225 230 235 240 

Glu Val Val Asn Arg Leu Met His Gly He Leu Thr Glu Gin Lys Met 

245 250 255 



13 0 



2000-3062522 



11-194179 



He Phe He Pro Ser Ser He Ala Phe Leu Thr Thr Leu Glu Arg He 

260 265 270 

Leu Pro Glu Arg Phe Leu Ala Val Leu Lys Arg Lys He Ser Val Lys 

275 280 285 

Phe Asp Ala Val He Gly Tyr Lys Met Lys Ala Gin 

290 295 300 



<210> 25 
<211> 1584 
<212> DNA 

<213>— Homo sapiens. 



<220> 

<221> CDS 

<222> (14).. (1231) 




Met Arg Gly Ser Val Glu Cys Thr Trp Gly Trp Gly 

15 10 



cac tgt gcc ccc age ccc ctg etc ctt tgg act eta ctt ctg ttt gca 97 
His Cys Ala Pro Ser Pro Leu Leu Leu Trp Thr Leu Leu Leu Phe Ala 

15 20 25 

gcc cca ttt ggc ctg ctg ggg gag aag acc cgc cag gtg tct ctg gag 145 



1 3 1 



mil#2 0 0 0 - 3062522 



# 



11 — 194179 



Ala Pro Phe Gly Leu Leu Gly Glu Lys Thr Arg Gin Val Ser Leu Glu 

30 - 35 40 

gtc ate cct aac tgg ctg ggc ccc ctg cag aac ctg ctt cat ata egg 193 
Val He Pro Asn Trp Leu Gly Pro Leu Gin Asn Leu Leu His He Arg 

45 50 55 60 

gca gtg ggc acc aat tec aca ctg cac tat gtg tgg age age ctg ggg 241 
Ala Val Gly Thr Asn Ser Thr Leu His Tyr Val Trp Ser Ser Leu Gly 

65 70 75 

cct ctg gca gtg gta atg gtg gee acc aac acc ccc cac age acc ctg 289 
Pro Leu Ala Val Val Met Val Ala Thr Asn Thr Pro His Ser Thr Leu 

80 — - 85 90 

age gtc aac tgg age etc ctg eta tec cct gag ccc gat ggg ggc ctg 337 
Ser Val Asn Trp Ser Leu Leu Leu Ser Pro Glu Pro Asp Gly Gly Leu 

95 100 105 

atg gtg etc cct aag gac age att cag ttt tct tct gee ctt gtt ttt 385 

41eU#aULeu^Pxo^Lys Asp^Ser„I-le^Gln^Phe^Ser^Ser^Ala^ Leu^VaUPhe 
110 115 120 

acc agg ctg ctt gag ttt gac age acc aac gtg tec gat acg gca gca 433 
Thr Arg Leu Leu Glu Phe Asp Ser Thr Asn Val Ser Asp Thr Ala Ala 

125 130 135 140 

aag cct ttg gga aga cca tat cct cca tac tec ttg gee gat ttc tct 481 
Lys Pro Leu Gly Arg Pro Tyr Pro Pro Tyr Ser Leu Ala Asp Phe Ser 



13 2 



2000-3062522 



#5p 11 — 194179 



145 150 155 

tgg aac aac ate act gat tea ttg gat cct gec acc ctg agt gec aca 529 
Trp Asn Asn He Thr Asp Ser Leu Asp Pro Ala Thr Leu Ser Ala Thr 
160 165 170 

ttt caa ggc cac ccc atg aac gac cct acc agg act ttt gec aat ggc 577 
Phe Gin Gly His Pro Met Asn Asp Pro Thr Arg Thr Phe Ala Asn Gly 

175 180 185 

age ctg gec ttc agg gtc cag gee ttt tec agg tec age cga cca gec 625 
Ser Leu Ala Phe Arg Val Gin Ala Phe Ser Arg Ser Ser Arg Pro Ala 
190 195 200 

caa ccc cct cgc etc ctg cac aca gca gac acc tgt cag eta gag gtg 673 
Gin Pro Pro Arg Leu Leu His Thr Ala Asp Thr Cys Gin Leu Glu Val 

205 210 215 220 

gec ctg att gga gec tct ccc egg gga aac cgt tec ctg ttt ggg ctg 721 
Ala Leu He Gly Ala Ser Pro Arg Gly Asn Arg Ser Leu Phe Gly Leu 

-^—225— _„230— -■^ ==&35=== - - ~ 

gag gta gec aca ttg ggc cag ggc cct gac tgc ccc tea atg cag gag 769 
Glu Val Ala Thr Leu Gly Gin Gly Pro Asp Cys Pro Ser Met Gin Glu 

240 245 250 

cag cac tec ate gac gat gaa tat gca ccg gee gtc ttc cag ttg gac 817 
Gin His Ser He Asp Asp Glu Tyr Ala Pro Ala Val Phe Gin Leu Asp 

255 260 265 

133 miE#2 0 0 0 - 3 0 6 2 5 2 2 



#5p 11 — 194179 



cag eta ctg tgg ggc tec etc cca tea ggc ttt gca cag tgg cga cca 865 
Gin Leu Leu Trp Gly Ser Leu Pro Ser Gly Phe Ala Gin Trp Arg Pro 

270 275 280 

gtg get tac tec cag aag ccg ggg ggc cga gaa tea gee ctg ccc tgc 913 
Val Ala Tyr Ser Gin Lys Pro Gly Gly Arg Glu Ser Ala Leu Pro Cys 

285 290 295 300 

caa get tec cct ctt cat cct gec tta gca tac tct ctt ccc cag tea 961 
Gin Ala Ser Pro Leu His Pro Ala Leu Ala Tyr Ser Leu Pro Gin Ser 

305 310 315 

ccc att gtc cga gec ttc ttt ggg tec cag aat aac ttc tgt gee ttc 1009 
Pro He Val Arg Ala Phe Phe Gly Ser Gin Asn Asn Phe Cys Ala Phe 

320 325 330 

aat ctg acg ttc ggg get tec aca ggc cct ggc tat tgg gac caa cac 1057 
Asn Leu Thr Phe Gly Ala Ser Thr Gly Pro Gly Tyr Trp Asp Gin His 

335 340 345 



tac etc age tgg teg atg etc ctt ggt gtg ggc ttc cct cca gtg gac 1105 
Tyr Leu Ser Trp Ser Met Leu Leu Gly Val Gly Phe Pro Pro Val Asp 

350 355 360 

ggc ttg tec cca eta gtc ctg ggc ate atg gca gtg gee ctg ggt gec 1153 
Gly Leu Ser Pro Leu Val Leu Gly He Met Ala Val Ala Leu Gly Ala 

365 370 375 380 



13 4 



ffiI2#2 000-3062522 



# ¥■ 11 — 194179 



cca ggg etc atg ctg eta ggg ggc ggc ttg gtt ctg ctg ctg cac cac 1201 
Pro Gly Leu Met Leu Leu Gly Gly Gly Leu Val Leu Leu Leu His His 

385 390 395 

aag aag tac tea gag tac cag tec ata aat taaggcccgc tctctggagg 1251 
Lys Lys Tyr Ser Glu Tyr Gin Ser He Asn 
400 405 



gaaggacatt actgaacctg tcttgctgtg cctcgaaact ctggaggttg gagcatcaag 1311 
ttccagccgg ccccttcact cccccatctt gcttttctgt ggaacctcag aggccagcct 1371 
cgacttcctg gagaccccca ggtggggctt ccttcatact ttgttggggg actttggagg 1431 
egggcagggg acagggctat tgataaggtc cccttggtgt tgccttcttg catctccaca 1491 
catttccctt ggatgggact tgeaggecta aatgagaggc attctgactg gttggctgcc 1551 
ctggaaggca agaaaataga tttatttttt ttc 1584 



<210> 26 
<211> 406 
<212> PRT 

<213> Homo sapiens 



<400> 26 

Met Arg Gly Ser Val Glu Cys Thr Trp Gly Trp Gly His Cys Ala Pro 
15 10 15 



13 5 



ffi$E# 2000-3062522 



11-194179 



Ser Pro Leu Leu Leu Trp Thr Leu Leu Leu Phe Ala Ala Pro Phe Gly 

20 25 30 

Leu Leu Gly Glu Lys Thr Arg Gin Val Ser Leu Glu Val He Pro Asn 

35 40 45 

Trp Leu Gly Pro Leu Gin Asn Leu Leu His He Arg Ala Val Gly Thr 

50 55 60 

Asn Ser Thr Leu His Tyr Val Trp Ser Ser Leu Gly Pro Leu Ala Val 
65 70 75 80 

Val Met Val Ala Thr Asn Thr Pro His Ser Thr Leu Ser Val Asn Trp 

85 90 95 

Ser Leu Leu Leu Ser Pro Glu Pro Asp Gly Gly Leu Met Val Leu Pro 

100 105 110 

Lys Asp Ser He Gin Phe Ser Ser Ala Leu Val Phe Thr Arg Leu Leu 

.115 zu. ...^-r 120. 1 25 



Glu Phe Asp Ser Thr Asn Val Ser Asp Thr Ala Ala Lys Pro Leu Gly 

130 135 140 

Arg Pro Tyr Pro Pro Tyr Ser Leu Ala Asp Phe Ser Trp Asn Asn He 

145 150 155 160 

Thr Asp Ser Leu Asp Pro Ala Thr Leu Ser Ala Thr Phe Gin Gly His 

13 6 aJII# 2000-3062522 



11-194179 



165 170 175 

Pro Met Asn Asp Pro Thr Arg Thr Phe Ala Asn Gly Ser Leu Ala Phe 

180 185 190 

Arg Val Gin Ala Phe Ser Arg Ser Ser Arg Pro Ala Gin Pro Pro Arg 

195 200 205 

Leu Leu His Thr Ala Asp Thr Cys Gin Leu Glu Val Ala Leu He Gly 

210 215 220 

Ala Ser Pro Arg Gly Asn Arg Ser Leu Phe Gly Leu Glu Val Ala Thr 

225 230 235 240 

Leu Gly Gin Gly Pro Asp Cys Pro Ser Met Gin Glu Gin His Ser He 

245 250 255 

Asp Asp Glu Tyr Ala Pro Ala Val Phe Gin Leu Asp Gin Leu Leu Trp 

260 265 270 

275 280 285 

Gin Lys Pro Gly Gly Arg Glu Ser Ala Leu Pro Cys Gin Ala Ser Pro 

290 295 300 

Leu His Pro Ala Leu Ala Tyr Ser Leu Pro Gin Ser Pro lie Val Arg 

305 310 315 320 



13 7 



ftffE4# 2000-3062522 



11-194179 



Ala Phe Phe Gly Ser Gin Asn Asn Phe Cys Ala Phe Asn Leu Thr Phe 

325 330 335 

Gly Ala Ser Thr Gly Pro Gly Tyr Trp Asp Gin His Tyr Leu Ser Trp 

340 345 350 

Ser Met Leu Leu Gly Val Gly Phe Pro Pro Val Asp Gly Leu Ser Pro 

355 360 365 

Leu Val Leu Gly He Met Ala Val Ala Leu Gly Ala Pro Gly Leu Met 

370 375 380 

Leu Leu Gly Gly Gly Leu Val Leu Leu Leu His His Lys Lys Tyr Ser 

385 390 395 400 

Glu Tyr Gin Ser He Asn 

405 



<210> 27 

-<21.1>-1336> - 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (94).. (501) 



<400> 27 



13 8 



ffiliE# 2000-3062522 



#^2 11-19417 



atactgagtt gtttaggact ttctattgtg gcaaacttcc agaaaacaac cctttttgct 60 



gcacatgtaa gtggagctgt gcttaccttt ggt atg ggc tea tta tat atg ttt 114 

Met Gly Ser Leu Tyr Met Phe 

1 5 

gtt cag acc ate ctt tec tac caa atg cag ccc aaa ate cat ggc aaa 162 
Val Gin Thr lie Leu Ser Tyr Gin Met Gin Pro Lys He His Gly Lys 

10 15 20 



caa gtc ttc tgg ate aga ctg ttg ttg gtt ate tgg tgt gga gta agt 210 
Gin Val Phe Trp He Arg Leu Leu Leu Val He Trp Cys Gly Val Ser 

25 30 35 



gca ctt age atg ctg act tgc tea tea gtt ttg cac agt ggc aat ttt 258 
Ala Leu Ser Met Leu Thr Cys Ser Ser Val Leu His Ser Gly Asn Phe 

40 45 50 55 

ggg act gat tta gaa cag aaa etc cat tgg aac ccc gag gac aaa ggt 306 
Gly Thr Asp Leu Glu Gin Lys Leu His Trp Asn Pro Glu Asp Lys Gly 

„ ■ -60., = = 65. _ = - JZO _ 



tat gtg ctt cac atg ate act act gca gca gaa tgg tct atg tea ttt 354 

Tyr Val Leu His Met He Thr Thr Ala Ala Glu Trp Ser Met Ser Phe 

75 80 85 

tec ttc ttt ggt ttt ttc ctg act tac att cgt gat ttt cag aaa att 402 

Ser Phe Phe Gly Phe Phe Leu Thr Tyr lie Arg Asp Phe Gin Lys He 

90 95 100 



13 9 



ffiIE#2 000-3062522 



#^ 11 — 194179 



tct tta egg gtg gaa gec aat tta cat gga tta acc etc tat gac act 450 
Ser Leu Arg Val Glu Ala Asn Leu His Gly Leu Thr Leu Tyr Asp Thr 
105 110 115 

gca cct tgc cct att aac aat gaa cga aca egg eta ctt tec aga gat 498 
Ala Pro Cys Pro He Asn Asn Glu Arg Thr Arg Leu Leu Ser Arg Asp 

120 125 130 135 

att tgatgaaagg ataaaatatt tctgtaatga ttatgattct cagggattgg 551 
He 

ggaaaggttc acagaagttg cttatttttc tctgaaattt tcaaccactt aatcaaggct 611 
gacagtaaca ctgatgaatg ctgataatca ggaaacatga aagaagecat ttgatagatt 671 
attctaaagg atatcatcaa gaagactatt aaaaacacct atgectatae ttttttatct 731 
cagaaaataa agtcaaaaga ctatgatatc atagttttta taccttattt aaggaggaaa 791 
xaacatg a^g^ggcaccaa^cag^ 

ttgtagatca tgttttgtta ggagcacttt tatgagagac attttccatg actaaataat 911 

cagcattagt cagtaaatcc tttagaactg ggttttgaaa tgggagtttt atcatattaa 971 

atcatttctt gtagtcttac attttttgtt gttgttctgg aatctacctg taaaggaaag 1031 

tagacctgga ttcatgtggg ctcttccatg gcttaagtgt tgeccaagag attttgtagg 1091 

14 0 ttSffiM* 2000-3062522 



11 — 19417 9' 




taacgatttt ttttttttct ggccacaatg ccagatacta agctaattgg tctatcatac 1151 
acatgcttgc agtagtttca tgaagtttag tctctggcgt gaaattttaa tcaccaatga 1211 
aggagagagg cacctgtagg taaatttact ttagtcatat tttatataaa acaagggtta 1271 
gtattcatgt aacattgaga agtttgggaa taacagcaga tatgattaat aaaagtcata 1331 
accat 1336 

<210> 28 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Gly Ser Leu Tyr Met Phe Val Gin Thr He Leu Ser Tyr Gin Met 

1 5 10 15 



Gin Pro Lys He His Gly Lys Gin Val Phe Trp lie Arg Leu Leu Leu 

20 25 30 

Val He Trp Cys Gly Val Ser Ala Leu Ser Met Leu Thr Cys Ser Ser 

35 40 45 

Val Leu His Ser Gly Asn Phe Gly Thr Asp Leu Glu Gin Lys Leu His 

50 55 60 



1 4 1 



2000-30625 22 



11 — 194179 



Trp Asn Pro Glu Asp Lys Gly Tyr Val Leu His Met He Thr Thr Ala 
65 70 75 80 

Ala Glu Trp Ser Met Ser Phe Ser Phe Phe Gly Phe Phe Leu Thr Tyr 

85 90 95 

He Arg Asp Phe Gin Lys He Ser Leu Arg Val Glu Ala Asn Leu His 
100 105 110 

Gly Leu Thr Leu Tyr Asp Thr Ala Pro Cys Pro He Asn Asn Glu Arg 

115 120 125 

Thr Arg Leu Leu Ser Arg Asp He 

130 135 



<210> 29 
<211> 1729 
<212> DNA 

<213>_ Homo-Sapjens „_ 

<220> 

<221> CDS 

<222> (29).. (1246) 

<400> 29 

ctactctggc accactctcc aggctgcc atg ggg ccc age acc cct etc etc 52 

Met Gly Pro Ser Thr Pro Leu Leu 



14 2 



ffi|E#2 000-3062522 



11 — 194179 



ate ttg ttc ctt ttg tea tgg teg gga ccc etc caa gga cag cag cac 
He Leu Phe Leu Leu Ser Trp Ser Gly Pro Leu Gin Gly Gin Gin His 
10 15 20 



100 



cac ctt gtg gag tac atg gaa cgc cga eta get get tta gag gaa egg 148 
His Leu Val Glu Tyr Met Glu Arg Arg Leu Ala Ala Leu Glu Glu Arg 

25 30 35 40 



ctg gee cag tgc cag gac cag agt agt egg cat get get gag ctg egg 196 

Leu Ala Gin Cys Gin Asp Gin Ser Ser Arg His Ala Ala Glu Leu Arg 

45 50 55 

gac ttc aag aac aag atg ctg cca ctg ctg gag gtg gca gag aag gag 244 

Asp Phe Lys Asn Lys Met Leu Pro Leu Leu Glu Val Ala Glu Lys Glu 

60 65 70 

egg gag gca etc aga act gag gee gac acc ate tec ggg aga gtg gat 292 

Arg Glu Ala Leu Arg Thr Glu Ala Asp Thr He Ser Gly Arg Val Asp 

75 80 85 

cgt ctg gag egg gag gta gac tat ctg gag acc cag aac cca get ctg 340 

Arg Leu Glu Arg Glu Val Asp Tyr Leu Glu Thr Gin Asn Pro Ala Leu 

90 95 100 



ccc tgt gta gag ttt gat gag aag gtg act gga ggc cct ggg acc aaa 388 
Pro Cys Val Glu Phe Asp Glu Lys Val Thr Gly Gly Pro Gly Thr Lys 
105 110 115 120 



14 3 



mtiE# 2000-3062522 



#^ 11 — 194179 



ggc aag gga aga agg aat gag aag tac gat atg gtg aca gac tgt ggc 436 
Gly Lys Gly Arg Arg Asn Glu Lys Tyr Asp Met Val Thr Asp Cys Gly 
125 130 135 

tac aca ate tct caa gtg aga tea atg aag att ctg aag cga ttt ggt 484 
Tyr Thr He Ser Gin Val Arg Ser Met Lys lie Leu Lys Arg Phe Gly 
140 145 150 

ggc~cca get ggtTcta tgg ace aag gat cca ctg ggg caa aca gag aag 532 
Gly Pro Ala Gly Leu Trp Thr Lys Asp Pro Leu Gly Gin Thr Glu Lys 
155 160 165 

ate tac gtg tta gat ggg aca cag aat gac aca gee ttt gtc ttc cca 580 
He Tyr Val Leu Asp Gly Thr Gin Asn Asp Thr Ala Phe Val Phe Pro 
170 175 180 

agg ctg cgt gac ttc ace ctt gee atg get gee egg aaa get tec cga 628 
Arg Leu Arg Asp Phe Thr Leu Ala Met Ala Ala Arg Lys Ala Ser Arg 

185 190 195 200 



gtc egg gtg ccc ttc ccc tgg gta ggc aca ggg cag ctg gta tat ggt 676 
Val Arg Val Pro Phe Pro Trp Val Gly Thr Gly Gin Leu Val Tyr Gly 

205 210 215 

ggc ttt ctt tat ttt get egg agg cct cct gga aga cct ggt gga ggt 724 
Gly Phe Leu Tyr Phe Ala Arg Arg Pro Pro Gly Arg Pro Gly Gly Gly 

220 225 230 



14 4 



ffi!E# 2000-3062522 



#^ 11-194179 



est gag atg gag aac act ttg cag eta ate aaa ttc cac ctg gca aac 772 
Gly Glu Met Glu Asn Thr Leu Gin Leu He Lys Phe His Leu Ala Asn 

235 240 245 

cga aca gtg gtg gac age tea gta ttc cca gca gag ggg ctg ate ccc 820 
Arg Thr Val Val Asp Ser Ser Val Phe Pro Ala Glu Gly Leu lie Pro 

250 255 260 

ccc tac ggc ttg aca gca gac ace tac ate gac ctg gca get gat gag 868 
Pro Tyr Gly Leu Thr Ala Asp Thr Tyr lie Asp Leu Ala Ala Asp Glu 

265 270 275 280 

gaa ggt ctt tgg get gtc tat gee ace egg gag gat gac agg cac ttg 916 
Glu Gly Leu Trp Ala Val Tyr Ala Thr Arg Glu Asp Asp Arg His Leu 

285 290 295 

tgt ctg gee aag tta gat cca cag aca ctg gac aca gag cag cag tgg 964 
Cys Leu Ala Lys Leu Asp Pro Gin Thr Leu Asp Thr Glu Gin Gin Trp 

300 305 310 

Asp Thr Pro Cys Pro Arg Glu Asn Ala Glu Ala Ala Phe Val He Cys 

315 320 325 

ggg ace etc tat gtt gtc tat aac ace cgt cct gee agt egg gee cgc 1060 
Gly Thr Leu Tyr Val Val Tyr Asn Thr Arg Pro Ala Ser Arg Ala Arg 

330 335 340 

ate cag tgc tec ttt gat gee age ggc acc ctg ace cct gaa egg gca 1108 



14 5 



ffiliE#2 000-3062522 



He Gin Cys Ser 

345 

gca etc cct tat ttt ccc cgc aga tat ggt gec cat gec age etc cgc 1156 
Ala Leu Pro Tyr Phe Pro Arg Arg Tyr Gly Ala His Ala Ser Leu Arg 

365 370 375 

tat aac ccc cga gaa cgc cag etc tat gee tgg gat gat ggc tac cag 1204 
Tyr Asn Pro Arg Glu Arg Gin Leu Tyr Ala Trp Asp Asp Gly Tyr Gin 

380 385 390 

att gtc tat aag ctg gag atg agg aag aaa gag gag gag gtt 1246 
He Val Tyr Lys Leu Glu Met Arg Lys Lys Glu Glu Glu Val 

395 400 405 

tgaggagcta gccttgtttt ttgcatcttt ctcactccca tacatttata ttatatcccc 1306 
actaaatttc ttgttcctca ttcttcaaat gtgggccagt tgtggctcaa atcctctata 1366 
tttttageca atggcaatca aattctttca gctcctttgt ttcatacgga actccagatc 1426 



ctgagtaatc cttttagagc ccgaagagtc aaaaccctca atgttccctc ctgctctcct 1486 
gccccatgtc aacaaatttc aggctaagga tgccccagac ccagggctct aaccttgtat 1546 
gegggcagge ccagggagca ggcagcagtg ttcttcccct cagagtgact tggggaggga 1606 
gaaataggag gggaegtcca gctctgtcct ctcttcctca ctcctccctt cagtgtcctg 1666 

14 6 ffiSE# 2000-3062522 



11 — 194179 



Phe Asp Ala Ser Gly Thr Leu Thr Pro Glu Arg Ala 

350 355 360 



11-19 4 17 » 



aggaacagga ctttctccac attgttttgt attgcaacat tttgcattaa aaggaaaatc 1726 



cac 1729 



<210> 30 
<211> 406 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Gly Pro Ser Thr Pro Leu Leu He Leu Phe Leu Leu Ser Trp Ser 

15 10 15 

Gly Pro Leu Gin Gly Gin Gin His His Leu Val Glu Tyr Met Glu Arg 

20 25 30 

Arg Leu Ala Ala Leu Glu Glu Arg Leu Ala Gin Cys Gin Asp Gin Ser 

35 40 45 

.Ser_Ar.g_Eis„Al-,a-Ai.a^^ 

50 55 60 

Leu Leu Glu Val Ala Glu Lys Glu Arg Glu Ala Leu Arg Thr Glu Ala 

65 70 75 80 

Asp Thr He Ser Gly Arg Val Asp Arg Leu Glu Arg Glu Val Asp Tyr 

85 90 95 



14 7 
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m 
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Leu Glu Thr Gin Asn Pro Ala Leu Pro Cys Val Glu Phe Asp Glu Lys 

100 105 110 

Va! Thr Gly Gly Pro Gly Thr Lys Gly Lys Gly Arg Arg Asn Glu Lys 
115 120 125 

Tyr Asp Met Val Thr Asp Cys Gly Tyr Thr lie Ser Gin Val Arg Ser 

130 135 140 

Met Lys He Leu Lys Arg Phe Gly Gly Pro Ala Gly Leu Trp Thr Lys 
145 150 155 160 

Asp Pro Leu Gly Gin Thr Glu Lys He Tyr Val Leu Asp Gly Thr Gin 

165 170 175 

Asn Asp Thr Ala Phe Val Phe Pro Arg Leu Arg Asp Phe Thr Leu Ala 

180 185 190 

Met Ala Ala Arg Lys Ala Ser Arg Val Arg Val Pro Phe Pro Trp Val 

195 200 205 

Gly Thr Gly Gin Leu Val Tyr Gly Gly Phe Leu Tyr Phe Ala Arg Arg 

210 215 220 

Pro Pro Gly Arg Pro Gly Gly Gly Gly Glu Met Glu Asn Thr Leu Gin 

225 230 235 240 



Leu He Lys Phe His Leu Ala Asn Arg Thr Val Val Asp Ser Ser Val 

245 250 255 



14 8 
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Phe Pro Ala Glu Gly Leu He Pro Pro Tyr Gly Leu Thr Ala Asp Thr 

260 265 270 

Tyr lie Asp Leu Ala Ala Asp Glu Glu Gly Leu Trp Ala Val Tyr Ala 

275 280 285 

Thr Arg Glu Asp Asp Arg His Leu Cys Leu Ala Lys Leu Asp Pro Gin 

290 295 300 

Thr Leu Asp Thr Glu Gin Gin Trp Asp Thr Pro Cys Pro Arg Glu Asn 

305 310 315 320 

Ala Glu Ala Ala Phe Val He Cys Gly Thr Leu Tyr Val Val Tyr Asn 

325 330 335 

Thr Arg Pro Ala Ser Arg Ala Arg He Gin Cys Ser Phe Asp Ala Ser 

340 345 350 

Gly Thr Leu Thr Pro Glu Arg Ala Ala Leu Pro Tyr Phe Pro Arg Arg 

355 360 365 



Tyr Gly Ala His Ala Ser Leu Arg Tyr Asn Pro Arg Glu Arg Gin Leu 

370 375 380 

Tyr Ala Trp Asp Asp Gly Tyr Gin He Val Tyr Lys Leu Glu Met Arg 

385 390 395 400 

Lys Lys Glu Glu Glu Val 



14 9 



2000-3062522 



#5p 11-194179 

r 

405 



<210> 31 
<211> 1883 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19).. (687) 

<400> 31 

accgagttgt cttttgac atg tgg gga etc gtc age gee etc gee gec acg 51 

Met Trp Gly Leu Val Ser Ala Leu Ala Ala Thr 

1 5 10 

ctg tgc ttc teg ctt cag aac att ttc tec aaa aag gtc ttg cga gat 99 
Leu Cys Phe Ser Leu Gin Asn He Phe Ser Lys Lys Val Leu Arg Asp 

15 20 25 



tea egg ate cac cat etc egg ctg etc aac ate ctg ggc tgc cac gee 147 

Ser Arg He His His Leu Arg Leu Leu Asn He Leu Gly Cys His Ala 

30 35 40 

gtc ttc ttt atg ate ccc ace tgg gtt ctg gtg gac etc teg get ttc 195 

Val Phe Phe Met He Pro Thr Trp Val Leu Val Asp Leu Ser Ala Phe 

45 50 55 



15 0 



ffiSE# 2000- 3062522 



11-19417 9' 




ctg gtc age age gac ttg ace tac gtc tac cag tgg ccc tgg acg etc 243 
Leu Val Ser Ser Asp Leu Thr Tyr Val Tyr Gin Trp Pro Trp Thr Leu 

60 65 70 75 

ctg etc ctg get gtc age ggc ttc tgt aac ttt gec cag aat gtt ate 291 
Leu Leu Leu Ala Val Ser Gly Phe Cys Asn Phe Ala Gin Asn Val He 

80 85 90 



gee ttc age ate etc aac etc gtt age ccc ctg age tac teg gtc gee 339 
Ala Phe Ser He Leu Asn Leu Val Ser Pro Leu Ser Tyr Ser Val Ala 
95 100 105 

aat gee ace aaa aga ate atg gtc ate acg gtg tec ctg ate atg ctg 387 
Asn Ala Thr Lys Arg He Met Val He Thr Val Ser Leu He Met Leu 
110 115 120 

cgc aac cca gtc acc age acc ate gtc ctg ggc atg atg acc gee ate 435 
Arg Asn Pro Val Thr Ser Thr He Val Leu Gly Met Met Thr Ala He 

125 130 135 

,c,tg-,ggg_gj£_Jttc etc tat aac aag acc aag __tac ;.gat gca aac cag caa 483_ 
Leu Gly Val Phe Leu Tyr Asn Lys Thr Lys Tyr Asp Ala Asn Gin Gin 
140 145 150 155 

gee agg aag cac etc etc ccc gtc acc aca gca gac ctg age age aag 531 
Ala Arg Lys His Leu Leu Pro Val Thr Thr Ala Asp Leu Ser Ser Lys 
160 165 170 

gag cgt cac egg age cca ctg gag aag ccc cac aac ggc etc etc ttc 579 



15 1 



ffi!I#2 000-3062522 



11-194179 



Glu Arg His Arg Ser Pro Leu Glu Lys Pro His Asn Gly Leu Leu Phe 

175 180 185 

ccc cag cac ggg gac tat cag tac ggc cgc aac aac ate tta aca gac 627 
Pro Gin His Gly Asp Tyr Gin Tyr Gly Arg Asn Asn lie Leu Thr Asp 

190 195 200 

cac ttc caa tac age egg cag age tac cca aac teg tac agt ttg aac 675 
His Phe Gin Tyr Ser Arg Gin Ser Tyr Pro Asn Ser Tyr Ser Leu Asn 

205 210 215 

cgc tat gat gtg tagagtccaa aggacaggac cagactgttg gtgactcctt 727 
Arg Tyr Asp Val 

220 

ccccggcccc cacagcagta tcagaaactt ctgacaatca gtgaatgtac aacccagccg 787 
aggggaeggt gcataactct ccatcagaag ccctggggtt cctggccccc cgtgagccgc 847 
aggaggatgc gttgectgea gtgeagaegg ccgtgagctc tgggcaaacc taaacagaga 907 
ccagtgtctc atgetcttte ttcctggagt ctgtcatctg agggccgtgt ccctgcggag 967 
atettggeca cgttgtacct ttccatgtgg aattattccc caagcagtgt agctcagagc 1027 
acttgtgtct gcattccaga taacattcag gacctgtgtg aaaagctggg gtcactgtgg 1087 
ctgtagacca tgaactggca gtgggggtgt ecagggeggt gcttgagaac gtcagactgg 1147 



15 2 
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11-194179 

ctagtttaat tccctggcgc agatacgcat aggaccaaca gggtcaccaa gcagacaggg 1207 
agcccgcgag aatcattcaa aacatcccca gccacagaga tggatccagt ttcctggtca 1267 
tccccttagc agttcacaag ttcctggcaa atgttccaaa gcaaaaagcg attgcaatta 1327 
gcatccagtt cctgcagcct ggtgctctgc cctgcacgtc agggttggca tccacccaga 1387 
tccagatgga agggaaactt ctctcttctc ctttgcctcc tcttccctca ccagagcagg 1447 
gcgcttctct tggggtggtg agaaggatct tcgagaaatc gtgttcagta tttcaagctc 1507 
tatttctgtg gcacatgtct tttgagaggc atcttcacct cttctgtgat gacttggtat 1567 
gttgtttggt agagagatct tgattttcgg aggatcttgc atttttctag ggaatatttt 1627 
gtagttgtgt gtgtgtgttt ttgccttggt ccccattatg ggatgcatta ggactggcct 1687 
atgcatcgaa aatctttttg tttgtaaacg tttaaaaaca aagttccccg gccaggcaca 1747 

caggaggtgg aggtttcagc gagctgagat cacaccactg cactccagcc ttggtgacag 1867 
agtgagactc tgtctc 1883 

<210> 32 
<211> 223 



15 3 
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<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Trp Gly Leu Val Ser Ala Leu Ala Ala Thr Leu Cys Phe Ser Leu 
15 10 15 

Gin Asn He Phe Ser Lys Lys Val Leu Arg Asp Ser Arg He His His 

20 25 30 

Leu Arg Leu Leu Asn He Leu Gly Cys His Ala Val Phe Phe Met He 

35 40 45 

Pro Thr Trp Val Leu Val Asp Leu Ser Ala Phe Leu Val Ser Ser Asp 

50 55 60 

Leu Thr Tyr Val Tyr Gin Trp Pro Trp Thr Leu Leu Leu Leu Ala Val 

65 70 75 80 

Ser Gly Phe Cys Asn Phe Ala Gin Asn Val He Ala Phe Ser He Leu 

85 . . . _ 90 - 95 . 



Asn Leu Val Ser Pro Leu Ser Tyr Ser Val Ala Asn Ala Thr Lys Arg 
100 105 110 

He Met Val He Thr Val Ser Leu He Met Leu Arg Asn Pro Val Thr 

115 120 125 

Ser Thr He Val Leu Gly Met Met Thr Ala lie Leu Gly Val Phe Leu 

154 ffifiE4#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 194179 



130 



135 



140 



Tyr Asn Lys Thr Lys Tyr Asp Ala Asn Gin Gin Ala Arg Lys His Leu 

145 150 155 160 

Leu Pro Val Thr Thr Ala Asp Leu Ser Ser Lys Glu Arg His Arg Ser 
165 170 175 

Pro Leu Glu Lys Pro His Asn Gly Leu Leu Phe Pro Gin His Gly Asp 

180 185 190 

Tyr Gin Tyr Gly Arg Asn Asn He Leu Thr Asp His Phe Gin Tyr Ser 

195 200 205 

Arg Gin Ser Tyr Pro Asn Ser Tyr Ser Leu Asn Arg Tyr Asp Val 

210 215 220 



<210> 33 
<211> 2027 
<212> DNi 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> (323).. (970) 

<400> 33 

cctcctcccc tctgccctgt gctgaccagg gcctgggagc ccccgcacgg ttcagacaga 60 
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ggggccaggc tgaagctgga gaggaaccag cgtcacacag acggcctctg agaacttgga 120 

gaccccgtta cccacccagc aggggtgtca ggacaagcat ctgctgcagg cttcagcctc 180 

aggggcaaaa gggagccccg gggtcctggt gggggcaccg accacaggcc cggagggtgg 240 

atgcctgcag gaagctgggc tctgtggagc ccgaggaggg gctggtggcc acaccccccg 300 

gccccctggc tcggcggccc tc atg ccc gcc eta cgt cca etc ctg ccg etc 352 

Met Pro Ala Leu Arg Pro Leu Leu Pro Leu 
1 5 10 

ctg etc etc etc egg ctg ace teg ggg get ggc ttg ctg cca ggg ctg 400 
Leu Leu Leu Leu Arg Leu Thr Ser Gly Ala Gly Leu Leu Pro Gly Leu 

15 20 25 

ggg age cac ccg ggc gtg tgc ccc aac cag etc age ccc aac ctg tgg 448 
Gly Ser His Pro Gly Val Cys Pro Asn Gin Leu Ser Pro Asn Leu Trp 

30 35 40 



gtg gac gcc cag age acc tgt gag cgc gag tgt age agg gac cag gac 496 

Val Asp Ala Gin Ser Thr Cys Glu Arg Glu Cys Ser Arg Asp Gin Asp 

45 50 55 

tgt gcg get get gag aag tgc tgc ate aac gtg tgt gga ctg cac age 544 

Cys Ala Ala Ala Glu Lys Cys Cys He Asn Val Cys Gly Leu His Ser 
60 65 70 
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tgc gtg gca gca cgc ttc ccc ggc age cca get gcg ccg acg aca gcg 592 
Cys Val Ala Ala Arg Phe Pro Gly Ser Pro Ala Ala Pro Thr Thr Ala 

75 80 85 90 

gee tec tgc gag ggc ttt gtg tgc cca cag cag ggc teg gac tgc gac 640 
Ala Ser Cys Glu Gly Phe Val Cys Pro Gin Gin Gly Ser Asp Cys Asp 
95 100 105 

ate tgg gac ggg cag ccc gtg tgc cgc tgc cgc gac cgc tgt gag aag 688 
lie Trp Asp Gly Gin Pro Val Cys Arg Cys Arg Asp Arg Cys Glu Lys 

110 115 120 

gag ccc age ttc ace tgc gee teg gac ggc etc ace tac tac aac cgc 736 
Glu Pro Ser Phe Thr Cys Ala Ser Asp Gly Leu Thr Tyr Tyr Asn Arg 

125 130 135 

tgc tat atg gac gee gag gee tgc tgc ggg gee tgc ace tec aca teg 784 
Cys Tyr Met Asp Ala Glu Ala Cys Cys Gly Ala Cys Thr Ser Thr Ser 
140 145 150 

Lee cct gca-agc,acg-,tgc-tca-gc.t,ggc.-cgc„cca.-gca,gec egg, ggc. cgc 832^ 

Cys Pro Ala Ser Thr Cys Ser Ala Gly Arg Pro Ala Ala Arg Gly Arg 
155 160 165 170 

egg aga cca ctg ccc gee cca cac ctg ggg ccg cgc ccg tgc etc ctg 880 
Arg Arg Pro Leu Pro Ala Pro His Leu Gly Pro Arg Pro Cys Leu Leu 

175 180 185 

ccc tgt aca gca gee cct ccc cac agg egg tgc agg ttg ggg gta egg 928 



1 5 7 



2000-3062522 
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Pro Cys Thr Ala Ala Pro Pro His Arg Arg Cys Arg Leu Gly Val Arg 

190 195 200 

cca gcc tec act gcg acg tea gcg gee gee cgc cgc ctg ctg 970 
Pro Ala Ser Thr Ala Thr Ser Ala Ala Ala Arg Arg Leu Leu 

205 210 215 

tgacctggga gaagcagagt caccagcgag agaacctgat catgcgccct gatcagatgt 1030 
atggcaacgt ggtggtcacc ageateggge agctggtgct ctacaacgcg cggcccgaag 1090 
acgccggcct gtacacctgc accgcgcgca aegctgetgg getgetgegg gctgacttcc 1150 
cactctctgt ggtccagega gagccggcca gggaegcage ccccagcatc ccagccccgg 1210 
ccgagtgcct gccggatgtg caggcctgca cgggccccac ttccccacac cttgtcctct 1270 
ggcactacga cccgcagcgg ggeggctgea tgaccttccc ggcccgtggc tgtgatgggg 1330 
cggcccgcgg ctttgagacc tacgaggcat gccagcaggc ctgtgcccgc ggccccggcg 1390 
acgcctgcgt gctgcctgcc gtgeagggee cctgccgggg ctgggagccg cgctgggcct 1450 
acagcccgct getgeagcag tgccatccct tcgtgtacgg tggctgegag ggcaaeggea 1510 
acaacttcca cagccgcgag agetgegagg atgcctgccc cgtgccgcgc acaccgccct 1570 
gccgcgcctg ccgcctccgg agcaagctgg cgctgagcct gtgccgcagc gacttcgcca 1630 

15 8 tti5E4$ 2000-3062522 
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tcgtggggcg gctcacggag gtgctggagg agcccgaggc cgccggcggc atcgcccgcg 1690 
tggcgctcga ggacgtgctc aaggatgaca agatgggcct caagttcttg ggcaccaagt 1750 
acctggaggt gacgctgagt ggcatggact gggcctgccc ctgccccaac atgacggcgg 1810 
gcgacgggcc gctggtcatc atgggtgagg tgcgcgatgg cgtggccgtg ctggacgccg 1870 
gcagctacgt ccgcgccgcc agcgagaagc gcgtcaagaa gatcttggag ctgctggaga 1930 
agcaggcctg cgagctgctc aaccgcttcc aggactagcc cccgcagggg cctgcgccac 1990 
cccgtcctgg tgaataaacg cactccctgt gcctcag 2027 

<210> 34 
<211> 216 
<212> PRT 

<213> Homo sapiens 

Met Pro Ala Leu Arg Pro Leu Leu Pro Leu Leu Leu Leu Leu Arg Leu 

15 10 15 

Thr Ser Gly Ala Gly Leu Leu Pro Gly Leu Gly Ser His Pro Gly Val 

20 25 30 

Cys Pro Asn Gin Leu Ser Pro Asn Leu Trp Val Asp Ala Gin Ser Thr 

35 40 45 



15 9 
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Cys Glu Arg Glu Cys Ser Arg Asp Gin Asp Cys Ala Ala Ala Glu Lys 
50 55 60 

Cys Cys He Asn Val Cys Gly Leu His Ser Cys Val Ala Ala Arg Phe 

65 70 75 80 

Pro Gly Ser Pro Ala Ala Pro Thr Thr Ala Ala Ser Cys Glu Gly Phe 

85 90 95 

Val Cys Pro Gin Gin Gly Ser Asp Cys Asp He Trp Asp Gly Gin Pro 
100 105 110 

Val Cys Arg Cys Arg Asp Arg Cys Glu Lys Glu Pro Ser Phe Thr Cys 
115 120 125 

Ala Ser Asp Gly Leu Thr Tyr Tyr Asn Arg Cys Tyr Met Asp Ala Glu 
130 135 140 

Ala Cys Cys Gly Ala Cys Thr Ser Thr Ser Cys Pro Ala Ser Thr Cys 

145 1 50 155 160 



Ser Ala Gly Arg Pro Ala Ala Arg Gly Arg Arg Arg Pro Leu Pro Ala 

165 170 175 

Pro His Leu Gly Pro Arg Pro Cys Leu Leu Pro Cys Thr Ala Ala Pro 

180 185 190 

Pro His Arg Arg Cys Arg Leu Gly Val Arg Pro Ala Ser Thr Ala Thr 



16 0 
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195 



200 



205 



Ser Ala Ala Ala Arg Arg Leu Leu 

210 215 



<210> 35 
<211> 2518 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (30).. (749) 



<400> 35 

acgtcggacc cggaggccct gaatgcccc atg cgc acc cca cag etc gcg etc 53 

Met Arg Thr Pro Gin Leu Ala Leu 
1 5 

_ctg„caa„&tg^tXe^^ 

Leu Gin Val Phe Phe Leu Val Phe Pro Asp Gly Val Arg Pro Gin Pro 

10 15 20 



tct tec tec cca tea gag gca gtg ccc acg tct ttg gag ctg cag cga 149 
Ser Ser Ser Pro Ser Glu Ala Val Pro Thr Ser Leu Glu Leu Gin Arg 

25 30 35 40 



ggg acg gat ggc gga acc etc cag tec cct tea gag gcg act gca act 

1 6 1 ffi$E4#2 0 



197 

00-3062522 
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Gly Thr Asp Gly Gly Thr Leu Gin Ser Pro Ser Glu Ala Thr Ala Thr 

45 50 55 

cgc ccg gcc gtg cct gga etc cct aca gtg gtc cct act etc gtg act 245 
Arg Pro Ala Val Pro Gly Leu Pro Thr Val Val Pro Thr Leu Val Thr 

60 65 70 

ccc teg gcc cct ggg aat agg act gtg gac etc ttc cca gtc tta ccg 293 
Pro Ser Ala Pro Gly Asn Arg Thr Val Asp Leu Phe Pro Val Leu Pro 

75 80 85 

ate tgt gtc tgt gac ttg act cct gga gcc tgc gat ata aat tgc tgc 341 
He Cys Val Cys Asp Leu Thr Pro Gly Ala Cys Asp He Asn Cys Cys 
90 95 100 

tgc gac agg gac tgc tat ctt etc cat ccg agg aca gtt ttc tec ttc 389 
Cys Asp Arg Asp Cys Tyr Leu Leu His Pro Arg Thr Val Phe Ser Phe 
105 110 115 120 

tgc ctt cca ggc age gta agg tct tea age tgg gtt tgt gta gac aac 437 
Jx^LeuJPro Glv Ser Val Arg Ser Ser Ser Trp Val Cys Val Asp Asn 
125 130 135 

tct gtt ate ttc agg agt aat tec ccg ttt cct tea aga gtt ttc atg 485 
Ser Val He Phe Arg Ser Asn Ser Pro Phe Pro Ser Arg Val Phe Met 
140 145 150 

gat tct aat gga ate agg cag ttt tgt gtc cat gtg aac aac tea aac 533 
Asp Ser Asn Gly He Arg Gin Phe Cys Val His Val Asn Asn Ser Asn 



16 2 
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155 160 165 

tta aac tat ttc cag aag ctt caa aag gtc aat gca acc aac ttc cag 581 
Leu Asn Tyr Phe Gin Lys Leu Gin Lys Val Asn Ala Thr Asn Phe Gin 
170 175 180 

gcc ctg get gca gag ttt gga ggc gaa tea ttc act tea aca ttc caa 629 
Ala Leu Ala Ala Glu Phe Gly Gly Glu Ser Phe Thr Ser Thr Phe Gin 

185 190 195 200 

aca caa tea cca cca tct ttt tac agg get ggg gac ccc att ctt act 677 
Thr Gin Ser Pro Pro Ser Phe Tyr Arg Ala Gly Asp Pro He Leu Thr 

205 210 215 

tac ttc ccc aag tgg tct gta ata age ttg ctg aga caa cct gca gga 725 
Tyr Phe Pro Lys Trp Ser Val He Ser Leu Leu Arg Gin Pro Ala Gly 

220 225 230 

gtt gga get ggg ggg act ctg tgc tgaaagcaat ectgeaggtt tcctagagag 779 
Val Gly Ala Gly Gly Thr Leu Cys 

235 . .. .. 240 - 



taaaagtaca acttgcactc gttttttcaa gaacctggct agtagctgta ccttggattc 839 

agccctcaat gctgcctctt actataactt cacagtctta aaggttccaa gaagcatgac 899 

tgatccacag aatatggagt tccaggttcc tgtaatactt acctcacagg ctaatgctcc 959 

tctgttggct ggaaacactt gtcagaatgt agtttctcag gtcacctatg agatagagac 1019 

163 2 0 0 0-3 0 6 2 5 2 2 



4$5p 11-194179 



caatgggact tttggaatcc agaaagtttc tgtcagtttg ggacaaacca acctgactgt 1079 



tgagccaggc gcttccttac agcaacactt catccttcgc ttcagggctt ttcaacagag 1139 



cacagctgct tctctcacca gtcctagaag tgggaatcct ggctatatag ttgggaagcc 1199 



actcttggct ctgactgatg atataagtta ctcaatgacc ctcttacaga gccagggtaa 1259 



tggaagttgc tctgttaaaa gacatgaagt gcagtttgga gtgaatgcaa tatctggatg 1319 



caagctcagg ttgaagaagg cagactgcag ccacttgcag caggagattt atcagactct 1379 



tcatggaagg cccagaccag agtatgttgc catctttggt aatgctgacc cagcccagaa 1439 



aggZEggtgE accaggatcc tcaacaggca ctgcagcatt tcagctataa actgtacttc 1499 



ctgccgtctc ataccagttt ccctggagat ccaggtattg tgggcatatg taggtctcct 1559 



gtccaacccg caagctcatg tatcaggagt tcgattccta taccagtgcc agtctataca 1619 



ggattctcag caagttacag aagtatcttt gacaactctt gtgaactttg tggacattac 1679 



ccagaagcca cagcctccaa ggggccaacc caaaatggac tggaaatggc cattcgactt 1739 



ctttcccttc aaagtggcat tcagcagagg agtattctct caaaaatgct cagtctctcc 1799 



catccttatc ctgtgcctct tactacttgg agttctcaac ctagagacta tgtgaagaaa 1859 



16 4 ffifl# 2000-3062522 
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agaaaataat cagatttcag ttttccctat gagaaactct gaggcagcca cttatcttgg 1919 
ctaaatagaa cctcacctgc tcatgaccag agagcattta ggataataga ggacctaact 1979 
gaaggaatcc ttgtatatga aaggagttat tttagaaaag caataaaaat attttattca 2039 
tcatagctct ctgctttggg ctctgcaggc caccagatac acatgaggcc cctacttctc 2099 
aagctgggaa ggccaagagc cttccttcag cctttctggt tatgttacac ctagctgaat 2159 
gtttacaagg tctggatcca tcagccctca ggcacagttg ggccaagcag aaagagagaa 2219 
acacttctgc tgtcaccttg aatgaactca ggaatagctt ccctctggac tgtagaggag 2279 
ctaactgttt ggaacagaaa actgctggct gttgattttg tctggttcct ttgccaacat 2339 
ctgggcacac cctttgccca gacacgagtg gggaaagcag ttctttctcc tcagtttcca 2399 
aagtaaatgg ggaatcccag ctttcttttc tactagcaaa tgaccctacc atttatttct 2459 




<210> 36 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<400> 36 

16 5 ffil£# 2000-3062522 
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Met Arg Thr Pro Gin Leu Ala Leu Leu Gin Val Phe Phe Leu Val Phe 

15 10 15 

Pro Asp Gly Val Arg Pro Gin Pro Ser Ser Ser Pro Ser Glu Ala Val 

20 25 30 

Pro Thr Ser Leu Glu Leu Gin Arg Gly Thr Asp Gly Gly Thr Leu Gin 

35 40 45 

Ser Pro Ser Glu Ala Thr Ala Thr Arg Pro Ala Val Pro Gly Leu Pro 

50 55 60 

Thr Val Val Pro Thr Leu Val Thr Pro Ser Ala Pro Gly Asn Arg Thr 

65 70 75 80 

Val Asp Leu Phe Pro Val Leu Pro He Cys Val Cys Asp Leu Thr Pro 

85 90 95 

Gly Ala Cys Asp He Asn Cys Cys Cys Asp Arg Asp Cys Tyr Leu Leu 
100 105 110 

His Pro Arg Thr Val Phe Ser Phe Cys Leu Pro Gly Ser Val Arg Ser 

115 120 125 

Ser Ser Trp Val Cys Val Asp Asn Ser Val He Phe Arg Ser Asn Ser 
130 135 140 



Pro Phe Pro Ser Arg Val Phe Met Asp Ser Asn Gly He Arg Gin Phe 

145 150 155 160 
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Cys Val His Val Asn Asn Ser Asn Leu Asn Tyr Phe Gin Lys Leu Gin 
165 170 175 

Lys Val Asn Ala Thr Asn Phe Gin Ala Leu Ala Ala Glu Phe Gly Gly 

180 185 190 

Glu Ser Phe Thr Ser Thr Phe Gin Thr Gin Ser Pro Pro Ser Phe Tyr 

195 200 205 

Arg Ala Gly Asp Pro He Leu Thr Tyr Phe Pro Lys Trp Ser Val He 
210 215 220 

Ser Leu Leu Arg Gin Pro Ala Gly Val Gly Ala Gly Gly Thr Leu Cys 

225 230 235 240 



<210> 37 
<211> 1631 
<212> DNA 

<213> Homo . sapj ens 



<220> 

<221> CDS 

<222> (16).. (1131) 

<400> 37 

gttacggccg aaaag atg gcg gtc ttg gca cct eta att get etc gtg tat 51 
Met Ala Val Leu Ala Pro Leu He Ala Leu Val Tyr 
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10 



teg gtg ccg cga ctt tea cga tgg etc gec caa cct tac tac ctt ctg 99 

Ser Val Pro Arg Leu Ser Arg Trp Leu Ala Gin Pro Tyr Tyr Leu Leu 

15 20 25 

teg gee ctg etc tct get gee ttc eta etc gtg agg aaa ctg ccg ccg 147 

Ser Ala Leu Leu Ser Ala Ala Phe Leu Leu Val Arg Lys Leu Pro Pro 

30 35 40 

etc tgc cac ggt ctg ccc acc caa cgc gaa gac ggt aac ccg tgt gac 195 

Leu Cys His Gly Leu Pro Thr Gin Arg Glu Asp Gly Asn Pro Cys Asp 

45 50 55 60 



ttt gac tgg aga gaa gtg gag ate ctg atg ttt etc agt gee att gtg 243 
Phe Asp Trp Arg Glu Val Glu lie Leu Met Phe Leu Ser Ala lie Val 

65 70 75 

atg atg aag aac cgc aga tec ate act gtg gag caa cat ata ggc aac 291 
Met Met Lys Asn Arg Arg Ser He Thr Val Glu Gin His He Gly Asn 

80 : _85 90 . 



att ttc atg ttt agt aaa gtg gee aac aca att ctt ttc ttc cgc ttg 339 

lie Phe Met Phe Ser Lys Val Ala Asn Thr He Leu Phe Phe Arg Leu 

95 100 105 

gat att cgc atg ggc eta ctt tac ate aca etc tgc ata gtg ttc ctg 387 

Asp He Arg Met Gly Leu Leu Tyr He Thr Leu Cys He Val Phe Leu 

110 115 120 
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atg acg tgc aaa ccc ccc eta tat atg ggc cct gag tat ate aag tac 435 
Met Thr Cys Lys Pro Pro Leu Tyr Met Gly Pro Glu Tyr He Lys Tyr 
125 130 135 140 

ttc aat gat aaa ace att gat gag gaa eta gaa egg gac aag agg gtc 483 
Phe Asn Asp Lys Thr He Asp Glu Glu Leu Glu Arg Asp Lys Arg Val 
145 150 155 

act tgg att gtg gag ttc ttt gee aat tgg tct aat gac tgc caa tea 531 
Thr Trp lie Val Glu Phe Phe Ala Asn Trp Ser Asn Asp Cys Gin Ser 
160 165 170 

ttt gee cct ate tat get gac etc tec ctt aaa tac aac tgt aca ggg 579 
Phe Ala Pro lie Tyr Ala Asp Leu Ser Leu Lys Tyr Asn Cys Thr Gly 
175 180 185 

eta aat ttt ggg aag gtg gat gtt gga cgc tat act gat gtt agt acg 627 
Leu Asn Phe Gly Lys Val Asp Val Gly Arg Tyr Thr Asp Val Ser Thr 

190 195 200 

egg tac aaa gtg age aca tea ccc etc acc aag caa etc cct ace ctg 675 
Arg Tyr Lys Val Ser Thr Ser Pro Leu Thr Lys Gin Leu Pro Thr Leu 

205 210 215 220 

ate ctg ttc caa ggt ggc aag gag gca atg egg egg cca cag att gac 723 
He Leu Phe Gin Gly Gly Lys Glu Ala Met Arg Arg Pro Gin He Asp 

225 230 235 
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aag aaa gga egg get gtc tea tgg ace ttc tct gag gag aat gtg ate 771 
Lys Lys Gly Arg Ala Val Ser Trp Thr Phe Ser Glu Glu Asn Val He 

240 245 250 



cga gaa ttt aac tta aat gag eta tac cag egg gee aag aaa eta tea 819 
Arg Glu Phe Asn Leu Asn Glu Leu Tyr Gin Arg Ala Lys Lys Leu Ser 

255 260 265 



aag get gga gac aat ate cct gag gag cag cct gtg get caa ccc cca 
Lys Ala Gly Asp Asn He Pro Glu Glu Gin Pro Val Ala Gin Pro Pro 

270 275 280 



867 



cca cag tgt cag atg ggg aaa aca aga agg ata aat aag ate etc act 915 
Pro Gin Cys Gin Met Gly Lys Thr Arg Arg He Asn Lys lie Leu Thr 

285 290 295 300 



ttg gca gtg ctg cct etc ctg tea att cca ggc tct ttc cat aac cac 963 
Leu Ala Val Leu Pro Leu Leu Ser He Pro Gly Ser Phe His Asn His 

305 310 315 

gaa^xc^ga^^g^g^^g^^^^^a^^^^g^^^ ccc ttt ggc^gt^gax^^ljm. 
Lys Pro Glu Ala Ala Ala Phe Tyr Leu Cys Phe Pro Phe Gly Cys Asp 
320 325 330 



tgg gtg ggg cag cat gca get tct gat ttt aaa gag gca tct agg gaa 1059 

Trp Val Gly Gin His Ala Ala Ser Asp Phe Lys Glu Ala Ser Arg Glu 

335 340 345 

ttg tea ggc acc eta cag gaa ggc ctg cca tgc tgt ggc caa ctg ttt 1107 
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Leu Ser Gly Thr Leu Gin Glu Gly Leu Pro Cys Cys Gly Gin Leu Phe 

350 355 360 

cac tgg age aag aaa gag ate tea taggaeggag ggggaaatgg tttccctcca 1161 
His Trp Ser Lys Lys Glu He Ser 

365 370 

agcttgggtc agtgtgttaa ctgettatea gctattcaga catctccatg gtttctccat 1221 
gaaactctgt ggtttcatca ttccttctta gttgacctgc acagcttggt tagacctaga 1281 
tttaacccta aggtaagatg ctggggtata gaacgctaag aattttcccc caaggactct 1341 
tgcttcctta agcccttctg gettegttta tggtcttcat taaaagtata agectaaett 1401 
tgtcgctagt cctaaggaga aacctttaac cacaaagttt ttatcattga agacaatatt 1461 
gaacaacccc ctattttgtg gggattgaga aggggtgaat agaggcttga gactttcctt 1521 
tgtgtggtag gacttggagg agaaatcccc tggactttca ctaactctct gacatactcc 1581 
ccacacccag ttgatggcct teegtaataa aaagattggg atttcctttt 1631 



<210> 38 
<211> 372 
<212> PRT 

<213> Homo sapiens 
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<400> 38 

Met Ala Val Leu Ala Pro Leu He Ala Leu Val Tyr Ser Val Pro Arg 
15 10 15 

Leu Ser Arg Trp Leu Ala Gin Pro Tyr Tyr Leu Leu Ser Ala Leu Leu 

20 25 30 

Ser Ala Ala Phe Leu Leu Val Arg Lys Leu Pro Pro Leu Cys His Gly 

35 40 45 

Leu Pro Thr Gin Arg Glu Asp Gly Asn Pro Cys Asp Phe Asp Trp Arg 

50 55 60 

Glu Val Glu He Leu Met Phe Leu Ser Ala He Val Met Met Lys Asn 

65 70 75 80 

Arg Arg Ser He Thr Val Glu Gin His He Gly Asn He Phe Met Phe 

85 90 95 

Ser Lys Val Ala Asn Thr lie Leu Phe Phe Arg Leu Asp He Arg Met 
100 105 110 



Gly Leu Leu Tyr He Thr Leu Cys He Val Phe Leu Met Thr Cys Lys 
115 120 125 

Pro Pro Leu Tyr Met Gly Pro Glu Tyr He Lys Tyr Phe Asn Asp Lys 

130 135 140 

Thr He Asp Glu Glu Leu Glu Arg Asp Lys Arg Val Thr Trp He Val 

17 2 2000-3062522 
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145 150 155 160 

Glu Phe Phe Ala Asn Trp Ser Asn Asp Cys Gin Ser Phe Ala Pro He 
165 170 175 

Tyr Ala Asp Leu Ser Leu Lys Tyr Asn Cys Thr Gly Leu Asn Phe Gly 
180 185 190 



Lys Val Asp Val Gly Arg Tyr Thr Asp Val Ser Thr Arg Tyr Lys Val 

195 200 205 

Ser Thr Ser Pro Leu Thr Lys Gin Leu Pro Thr Leu He Leu Phe Gin 

210 215 220 

Gly Gly Lys Glu Ala Met Arg Arg Pro Gin He Asp Lys Lys Gly Arg 

225 230 235 240 

Ala Val Ser Trp Thr Phe Ser Glu Glu Asn Val lie Arg Glu Phe Asn 

245 250 255 

JLeu Asn Glu Leu Tyr Gin Arg Ala L ys Lys Leu Ser Lys Ala Gly Asp 

260 265 270 

Asn He Pro Glu Glu Gin Pro Val Ala Gin Pro Pro Pro Gin Cys Gin 

275 280 285 



Met Gly Lys Thr Arg Arg He Asn Lys He Leu Thr Leu Ala Val Leu 

290 295 300 



17 3 



ffiliE# 2000-3062522 



#3* 11 — 194179 



Pro Leu Leu Ser lie Pro Gly Ser Phe His Asn His Lys Pro Glu Ala 

305 310 315 320 

Ala Ala Phe Tyr Leu Cys Phe Pro Phe Gly Cys Asp Trp Val Gly Gin 

325 330 335 

His Ala Ala Ser Asp Phe Lys Glu Ala Ser Arg Glu Leu Ser Gly Thr 

340 345 350 

Leu Gin Glu Gly Leu Pro Cys Cys Gly Gin Leu Phe His Trp Ser Lys 

355 360 365 

Lys Glu He Ser 

370 



<210> 39 
<211> 3707 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (122).. (1270) 
<400> 39 

actcggctgt gcggcggggc aggcatggga gccgcgcgct ctctcccggc gcccacacct 60 



gtctgagcgg cgcagcgagc cgcggcccgg gcgggctgct cggcgcggaa cagtgctcgg 120 
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c atg gca ggg att cca ggg etc etc ttc ctt etc ttc ttt ctg etc tgt 169 
Met Ala Gly He Pro Gly Leu Leu Phe Leu Leu Phe Phe Leu Leu Cys 
15 10 15 

get gtt ggg caa gtg age cct tac agt gee ccc tgg aaa ccc act tgg 217 
Ala Val Gly Gin Val Ser Pro Tyr Ser Ala Pro Trp Lys Pro Thr Trp 

20 25 30 

cct gca tac cgc etc cct gtc gtc ttg ccc cag tct ace etc aat tta 265 
Pro Ala Tyr Arg Leu Pro Val Val Leu Pro Gin Ser Thr Leu Asn Leu 

35 40 45 

gee aag-cca-gac ttt gga gee gaa gee aaa tta gaa-gta tct tct tea 313 
Ala Lys Pro Asp Phe Gly Ala Glu Ala Lys Leu Glu Val Ser Ser Ser 

50 55 60 

tgt gga ccc cag tgt cat aag gga act cca ctg ccc act tac gaa gag 361 
Cys Gly Pro Gin Cys His Lys Gly Thr Pro Leu Pro Thr Tyr Glu Glu 

65 70 75 80 

gee aag caa tat ctg tct tat gaa acg etc tat gee aat ggc age cgc 409 
Ala Lys Gin Tyr Leu Ser Tyr Glu Thr Leu Tyr Ala Asn Gly Ser Arg 

85 90 95 

aca gag acg cag gtg ggc ate tac ate etc age agt agt gga gat ggg 457 
Thr Glu Thr Gin Val Gly He Tyr He Leu Ser Ser Ser Gly Asp Gly 
100 105 110 
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gcc caa cac cga gac tea ggg tct tea gga aag tct cga agg aag egg 505 
Ala Gin His Arg Asp Ser Gly Ser Ser Gly Lys Ser Arg Arg Lys Arg 
115 120 125 



cag att tat ggc tat gac age agg ttc age att ttt ggg aag gac ttc 553 
Gin He Tyr Gly Tyr Asp Ser Arg Phe Ser He Phe Gly Lys Asp Phe 

130 135 140 

ctg etc aac tac cct ttc tea aca tea gtg aag tta tec acg ggc tgc 601 
Leu Leu Asn Tyr Pro Phe Ser Thr Ser Val Lys Leu Ser Thr Gly Cys 
145 150 155 160 

ace ggc acc ctg gtg gca gag aag cat gtc etc aca get gcc cac tgc 649 
Thr Gly Thr Leu Val AlaGlu Lys His Val Leu Thr Ala Ala His Cys 
165 170 175 



ata cac gat gga aaa acc tat gtg aaa gga acc cag aag ctt cga gtg 697 
He His Asp Gly Lys Thr Tyr Val Lys Gly Thr Gin Lys Leu Arg Val 
180 185 190 



ggc^Jjc^cjtJuaag-J^c aa 8 ttt aaa gj>X set ggt cga ^ ggg gcc aac g„ac__745 

Gly Phe Leu Lys Pro Lys Phe Lys Asp Gly Gly Arg Gly Ala Asn Asp 

195 200 205 

tec act tea gcc atg ccc gag cag atg aaa ttt cag tgg ate egg gtg 793 

Ser Thr Ser Ala Met Pro Glu Gin Met Lys Phe Gin Trp He Arg Val 

210 215 220 



aaa cgc acc cat gtg ccc aag ggt tgg ate aag ggc aat gcc aat gac 841 
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Lys Arg Thr His Val Pro Lys Gly Trp He Lys Gly Asn Ala Asn Asp 

225 230 235 240 

ate ggc atg gat tat gat tat gec etc ctg gaa etc aaa aag ccc cac 889 
lie Gly Met Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Lys Pro His 

245 250 255 

aag aga aaa ttt atg aag att ggg gtg age cct cct get aag cag ctg 937 
Lys Arg Lys Phe Met Lys He Gly Val Ser Pro Pro Ala Lys Gin Leu 

260 265 270 

cca ggg gac aga att cac ttc tct ggt tat gac aat gac cga cca ggc 985 
Pro Gly Asp Arg He His Phe Ser Gly Tyr Asp Asn Asp Arg Pro Gly 

275 280 285 

aat ttg gtg tat cgc ttc tgt gac gtc aaa gac gag ace tat gac ttg 1033 
Asn Leu Val Tyr Arg Phe Cys Asp Val Lys Asp Glu Thr Tyr Asp Leu 

290 295 300 

etc tac cag caa tgc gat gec cag cca ggg gee age ggg tct ggg gtc 1081 
LejLJxr m G!n_Gi^ Ala Ser Gly Ser Gly Val 

305 310 315 320 

tat gtg agg atg tgg aag aga cag cag cag aag tgg gag cga aaa att 1129 
Tyr Val Arg Met Trp Lys Arg Gin Gin Gin Lys Trp Glu Arg Lys He 

325 330 335 

att ggc att ttt tea ggg cac cag tgg gtg gac atg aat ggt tec cca 1177 
lie Gly He Phe Ser Gly His Gin Trp Val Asp Met Asn Gly Ser Pro 

17 7 ffiIiE# 20 0 0- 3062522 
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340 345 350 

cag gat ttc aac gtg get gtc aga ate act cct etc aaa tat gee cag 1225 
Gin Asp Phe Asn Val Ala Val Arg He Thr Pro Leu Lys Tyr Ala Gin 

355 360 365 

att tgc tat tgg att aaa gga aac tac ctg gat tgt agg gag ggg 1270 
He Cys Tyr Trp He Lys Gly Asn Tyr Leu Asp Cys Arg Glu Gly 

370 375 380 

tgacacagtg ttccctcctg gcagcaatta agggtcttca tgttcttatt ttaggagagg 1330 

ccaaattgtt ttttgtcatt ggcgtgcaca cgtgtgtgtg tgtgtgtgtg tgtgtgtaag 1390 

gtgtcttata atcttttacc tatttcttac aattgeaaga tgactggctt tactatttga 1450 

aaactggttt gtgtatcata tcatatatca tttaagcagt ttgaaggcat acttttgeat 1510 

agaaataaaa aaaatactga tttggggcaa tgaggaatat ttgacaatta agttaatctt 1570 

cacgtttttg caaactttga tttttatttc atctgaactt gtttcaaaga tttatatta a 163 0 

atatttggca tacaagagat atgaattctt atatgtgtgc atgtgtgttt tcttctgaga 1690 

ttcatcttgg tggtgggttt ttttgttttt ttaattcagt gectgatett taatgettec 1750 

ataaggcagt gttcccattt aggaactttg acagcatttg ttaggcagaa tattttggat 1810 

ttggaggcat ttgcatggta gtctttgaac agtaaaatga tgtgttgact atactgatac 1870 

17 8 2000-3062522 
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acatattaaa ctatacctta tagtaaacca gtatcccaag ctgcttttag ttccaaaaat 1930 



agtttctttt ccaaaggttg ttgctctact ttgtaggaag tctttgcata tggccctccc 1990 



aactttaaag tcataccaga gtggccaaga gtgtttatcc caacccttcc atttaacagg 2050 



atttcactca catttctgga actagctatt tttcagaaga caataatcag ggcttaatta 2110 
gaacaggctg tatttcctcc cagcaaacag ttgtggccac actaaaaaca atcatagcat 2170 



tttacccctg gattatagca catctcatgt tttatcattt ggatggagta atttaaaatg 2230 



aattaaattc cagagaacaa tggaagcatt gcctggcaga tgtcacaaca gaataaccac 2290 



ttgtttggag cctggcacag tcctccagcc tgatcaaaaa ttattctgca tagttttcag 2350 



tgtgctttct gggagctatg tacttcttca atttggaaac ttttctctct catttatagt 2410 



gaaaatactt ggaagttact ttaagaaaac cagtgtggcc tttttccctc tagctttaaa 2470 



agggccgctt ttgctggaat gctctaggtt atagataaac aattaggtat aatagcaaaa 2530 



atgaaaattg gaagaatgca aaatggatca gaatcatgcc ttccaataaa ggcctttaca 2590 



catgttttat caatatgatt atcaaatcac agcatataca gaaaagactt ggacttattg 2650 



tatgttttta ttttatggct ctcggcctaa gcacttcttt ctaaatgtat cggagaaaag 2710 
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atcaaatgga ctacaagcac gtgtttgctg tgcttgcacc ccaggtaaac ctgcattgta 2770 
gcaatttgta aggatattca gatggagcac tgtcacttag acattctctg ggggattttc 2830 
tgcttgtctt tcttgagctt tttggaagga taattctgat aaggcactca agaaacgtac 2890 
aaccacagtg ctttcttcaa atcatatgag aaatactatg catagcaagg agatgcagag 2950 
ccgccaggaa aattctgagt tccagcacaa ttttctttgg aatctaacag gaatctagcc 3010 
tgaggaagaa gggaggtctc catttctatg tctggtattt gggggttttg tttgtttttg 3070 
ctttagcttg gtgaaaaaaa gttcactgaa caccaagacc agaatggatt tttttaaaaa 3130 
aatagatgtt ccttttgtga agcaccttga ttccttgatt ttgatttttt gcaaagttag 3190 
acaatggcac aaagtcaaaa tgaaatcaat gtttagttca caagtagatg taatttacta 3250 
aagaatgata cacccatatg ctatatacag cttaactcac agaactgtaa aagaaaatta 3310 

jMM^lj^M=^l^j^j^^=jy^y^^tS^=£^ IjjM^. gg a aagcatg^gt a 1 1 a a act 337 0 
atcatagaag tagacagaaa aagaaaaaag gactcatggc attattaata taattagtgc 3430 
tttacatgtg ttagttatac atattagaag catatttgcc tagtaaggct agtagaacca 3490 
catttcccaa agtgtgctcc ttaaacactc atgccttatg attttctacc aaaagtaaaa 3550 

agggttgtat taagtcagag gaagatgcct ctccattttc cctctcttta tcagaggttc 3610 
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acatgcctgt ctgcacatta aaagctctgg gaagacctgt tgtaaaggga caagttgagg 3670 
ttgtaaaatc tgcatttaaa taaacatctt tgatcac 3707 



<210> 40 
<211> 383 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Ala Gly He Pro Gly Leu Leu Phe Leu Leu Phe Phe Leu Leu Cys 
15 10 15 

Ala Val Gly Gin Val Ser Pro Tyr Ser Ala Pro Trp Lys Pro Thr Trp 

20 25 30 

Pro Ala Tyr Arg Leu Pro Val Val Leu Pro Gin Ser Thr Leu Asn Leu 

35 40 45 

Ala Lys Pro Asp Phe Gly Ala Glu Ala Lys Leu Glu Val Ser Ser Ser 

50 55 60 

Cys Gly Pro Gin Cys His Lys Gly Thr Pro Leu Pro Thr Tyr Glu Glu 

65 70 75 80 

Ala Lys Gin Tyr Leu Ser Tyr Glu Thr Leu Tyr Ala Asn Gly Ser Arg 

85 90 95 
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Thr Glu Thr Gin Val Gly He Tyr He Leu Ser Ser Ser Gly Asp Gly 
100 105 110 

Ala Gin His Arg Asp Ser Gly Ser Ser Gly Lys Ser Arg Arg Lys Arg 
115 120 125 

Gin He Tyr Gly Tyr Asp Ser Arg Phe Ser He Phe Gly Lys Asp Phe 

130 135 140 

Leu Leu Asn Tyr Pro Phe Ser Thr Ser Val Lys Leu Ser Thr Gly Cys 
145 150 155 160 

Thr Gly Thr Leu Val Ala Glu Lys His Val Leu Thr Ala Ala His Cys 

165 170 175 

He His Asp Gly Lys Thr Tyr Val Lys Gly Thr Gin Lys Leu Arg Val 
180 185 190 

Gly Phe Leu Lys Pro Lys Phe Lys Asp Gly Gly Arg Gly Ala Asn Asp 

195 200 205 



Ser Thr Ser Ala Met Pro Glu Gin Met Lys Phe Gin Trp He Arg Val 

210 215 220 

Lys Arg Thr His Val Pro Lys Gly Trp He Lys Gly Asn Ala Asn Asp 

225 230 235 240 

He Gly Met Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Lys Pro His 

182 ffi|I#2 0 0 0 -3 0 6 2 5 2 2 
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245 



250 



255 



Lys Arg Lys Phe Met Lys He Gly Val Ser Pro Pro Ala Lys Gin Leu 

260 265 270 

Pro Gly Asp Arg He His Phe Ser Gly Tyr Asp Asn Asp Arg Pro Gly 

275 280 285 

Asn Leu Val Tyr Arg Phe Cys Asp Val Lys Asp Glu Thr Tyr Asp Leu 

290 295 300 

Leu Tyr Gin Gin Cys Asp Ala Gin Pro Gly Ala Ser Gly Ser Gly Val 

305 310 315 320 

Tyr Val Arg Met Trp Lys Arg Gin Gin Gin Lys Trp Glu Arg Lys lie 

325 330 335 

He Gly He Phe Ser Gly His Gin Trp Val Asp Met Asn Gly Ser Pro 

340 345 350 



Gin Asp Phe Asn Val Ala Val Arg He Thr Pro Leu Lys Tyr Ala Gin 



355 



360 



365 



He Cys Tyr Trp He Lys Gly Asn Tyr Leu Asp Cys Arg Glu Gly 

370 375 380 



<210> 41 
<211> 2652 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (52).. (444) 

<400> 41 

gctgctgccg ccgccgcctc gggtcgtgga gccaggagcg acgtcaccgc c atg gca 57 

Met Ala 

1 

ggc ate aaa get ttg att agt ttg tec ttt gga gga gca ate gga ctg 105 
Gly lie Lys Ala Leu He Ser Leu Ser Phe Gly Gly Ala He Gly Leu 
5 10 15 

atg ttt ttg atg ctt gga tgt gec ctt cca ata tac aac aaa tac tgg 153 
Met Phe Leu Met Leu Gly Cys Ala Leu Pro He Tyr Asn Lys Tyr Trp 

20 25 30 

ccc etc ttt gtt eta ttt ttt tac ate ctt tea cct att cca tac tgc 201 
Pro Leu Phe Val Leu Phe Phe Tyr He Leu Ser Pro He Pro Tyr Cys 

35 - 40 45 50 

ata gca aga aga tta gtg gat gat aca gat get atg agt aac get tgt 249 
He Ala Arg Arg Leu Val Asp Asp Thr Asp Ala Met Ser Asn Ala Cys 

55 60 65 

aag gaa ctt gec ate ttt ctt aca acg ggc att gtc gtg tea get ttt 297 
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Lys Glu Leu Ala He Phe Leu Thr Thr Gly He Val Val Ser Ala Phe 

70 75 80 

gga etc cct att gta ttt gec aga gca cat ctg att gag tgg gga get 345 
Gly Leu Pro He Val Phe Ala Arg Ala His Leu He Glu Trp Gly Ala 

85 90 95 

tgt gca ctt gtt etc aca gga aac aca gtc ate ttt gca act ata eta 393 
Cys Ala Leu Val Leu Thr Gly Asn Thr Val He Phe Ala Thr He Leu 

100 105 110 

ggc ttt ttc ttg gtc ttt gga age aat gac gac ttc age tgg cag cag 441 
Gly Phe Phe Leu Val Phe Gly Ser Asn Asp Asp Phe Ser Trp Gin Gin 

115 120 125 130 

tgg tgaaaagaaa ttactgaact attgtcaaat ggacttcctg tcatttgttg 494 
Trp 

gccattcacg cacacaggag atggggcagt taatgctgaa tggtatagca agectcttgg 554 
gggtatttta ggtgctccct tctcactttt at.tgtaagca tactattttc acagagactt 614_ 
gctgaaggat taaaaggatt ttctcttttg gaaaagcttg actgatttca cacttatcta 674 
tagtatgett tttgtggtgt ectgetgaat ttaaatattt atgtgttttt cctgttaggt 734 
tgattttttt tggaatcaat atgcaatgtt aaacactttt ttaatgtaat catttgeatt 794 
ggttaggaat tcagaattcc gccggctcta ttactggtca agtacatctt ttctcttaaa 854 
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attatttagc ctccattatt acaaaaaatt ataaaaataa gttttcagtc agtcaggatg 914 



acatcactcc caatgttatg cagacataca gacggttggc atacgttata gactgtatac 974 



tcagtgcaaa tatagctgca tttatacctc agaggggcca agtgttaatg cccatgccct 1034 



ccgttaaggg ttgttggttt tactggtaga cagatgtttt gtggattgaa aattatttta 1094 



tggaattgct acagaggagt gcttttcttc tcaattgtta gaagaattta tgttaaactt 1154 



taaggtaagg gtgtaaaaac atttttgaga taaggttttt atttatgttt attattgtta 1214 



gagtgagttg caatgtggga agaaatgaca ttgaaattcc agtttttgaa tcctgtttct 1274 
atttataagt gaaatttgtg atctcctatc aacctttcat gttttaccct gttaaaatgg 1334 



acatacatgg aaccactact gatgagggac agttgtatgt ttgcatcata tatgccagaa 1394 



aaccttcctc tgcttcctcc ttttgactta tttggtatgt tgtatatatt acataaaata 1454 



acttttcaaa tatagtttaa taacacttag aagtgtttac ttacctggaa aataattgct 1514 



atgccgtaca ttcagagtgc cccctcccct gcaaggcctt gccatgatta acaagtaact 1574 



tgttagtctt acagataatt catgcattaa cagtttaaga tttagaccat ggtaatagta 1634 



gttcttattc tctaaggtta tatcatatgt aatttaaaat gatttttaag acaagtttcc 1694 



18 6 2000-3062522 



11 — 194179 

tgtatacctc tgaactgttt tgattttgag ttcatcatga tagatctgct gtttccttat 1754 

aaaaggcatt tgttgtgtga gttaatgcaa agtagccaag tccagctata tagcagcttc 1814 

agaaacatac ctgaccaaaa aattcccagt aaccaggcat gatcaattta tagtggtcgt 1874 

ttacatctaa taattatcag gacttttttt caggagtggg ttataaaaac attcaagttg 1934 

gtctgacagt attttgttaa ggatatttgt ttgtatgttt attcagtata cttacataaa 1994 

aattatttcg ccatcagcca aaactcagta atcatgacag ctgtctgttg ttttatgaag 2054 

tttatttctc aagaaaatgg gaataaattt gggatttgtt cagctttttt actaaagatg 2114 

cctaaagcca caggttttat tgcctaactt aagccatgac ttttagatat gagatgacgg 2174 

gaagcaggac gaaatatcgg cgtgtggctg gagccttccc actggaggct gaaagtggct 2234 

tgtggtatta taatgttcag atttcaagag gaaggtgcag gtacacatga gttagagagc 2294 

-tggjtgagaca_gtJLgggaact c t tjt g t gc tt_g t ga t c tag t ggac 1 1 1 1 1 1 tttgcaggaa 2354 

gtgcattctc tggtccttcc ctattttctg ttctggatgt cagtgcagtg cactgctact 2414 

gttttatcca cttggccaca gactttttct aacagctgcg tattatttct atatactaat 2474 

tgcattggca gcattgtgtc tttgaccttg tatactagct tgacatagtg ctgtctctga 2534 

tttctaggct agttacttga gatatgaatt ttccatagaa tatgcactga tacaacatta 2594 

18 7 ffllE^ 2000-3062522 



11-194179 



ccattcttct atggaaagaa aacttttgat gatgaaacaa taaagatttt aaatatct 2652 

<210> 42 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Ala Gly He Lys Ala Leu He Ser Leu Ser Phe Gly Gly Ala He 
15 10 15 

Gly Leu Met Phe Leu Met Leu Gly Cys Ala Leu Pro He Tyr Asn Lys 

20 25 30 

Tyr Trp Pro Leu Phe Val Leu Phe Phe Tyr He Leu Ser Pro He Pro 

35 40 45 

Tyr Cys He Ala Arg Arg Leu Val Asp Asp Thr Asp Ala Met Ser Asn 

50 55 60 



Ala Cys Lys Glu Leu Ala He Phe Leu Thr Thr Gly He Val Val Ser 

65 70 75 80 

Ala Phe Gly Leu Pro He Val Phe Ala Arg Ala His Leu He Glu Trp 

85 90 95 

Gly Ala Cys Ala Leu Val Leu Thr Gly Asn Thr Val He Phe Ala Thr 



18 8 



ffls£# 2000-3062522 



11 — 194179 



100 105 110 

He Leu Gly Phe Phe Leu Val Phe Gly Ser Asn Asp Asp Phe Ser Trp 

115 120 125 

Gin Gin Trp 

130 

<210> 43 
<211> 3293 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (106).. (786) 

<400> 43 

tttactcttg cattcttccc agcaacaata tggctttttc ttcagctttt atcaatcaca 60 



cccatcaacg aatggctttt aaaaggtttg cagacagtag gttgc atg cct ccg cct 117 

Met Pro Pro Pro 
1 

gtg tct tct gca gtg att tta acc aag gca gtt ggt gga aat gag gca 165 
Val Ser Ser Ala Val lie Leu Thr Lys Ala Val Gly Gly Asn Glu Ala 

5 10 15 20 



18 9 



ffi5E# 2000-3062522 



11—194179 



get gca ata ttt aat tea gee ttt gga agt ttt ttg ggc ate gtt ata 213 
Ala Ala lie Phe Asn Ser Ala Phe Gly Ser Phe Leu Gly He Val lie 

25 30 35 

aca ccc ctg etc ctg ctg ctt ttt ctt ggt tea tct tct tct gtg cct 261 
Thr Pro Leu Leu Leu Leu Leu Phe Leu Gly Ser Ser Ser Ser Val Pro 

40 45 50 

ttc aca tct att ttt tct cag ctt ttt atg act gtt gtg gtt cct etc 309 
Phe Thr Ser He Phe Ser Gin Leu Phe Met Thr Val Val Val Pro Leu 

55 60 65 

ate att gga cag att gtc cga aga tac ate aag gat tgg ctt gag aga 357 
Tle-Iie-Gly-Gin-I-le-Va-l-Arg Arg Tyr He Lys Asp Trp Leu Glu Arg 
70 75 80 

aag aag cct cct ttt ggt get ate age age agt gta etc etc atg ate 405 
Lys Lys Pro Pro phe Gly Ala He Ser Ser Ser Val Leu Leu Met He 

85 90 95 100 

ate tac a ca aca. ttc tgt gac acg ttc tct aac cca aat att gac ctg 453 
He Tyr Thr Thr Phe Cys Asp Thr Phe Ser Asn Pro Asn He Asp Leu 

105 110 115 

gat aaa ttc age ctt gtt etc ata ctg ttc ata ata ttt tct ate cag 501 
Asp Lys Phe Ser Leu Val Leu He Leu Phe He He Phe Ser lie Gin 

120 125 130 

ctg agt ttt atg ctt tta act ttc ate ttt tea aca agg aat aat teg 549 

190 ttJlE#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 194179 



Leu Ser Phe Met Leu Leu Thr Phe He Phe Ser Thr Arg Asn Asn Ser 

135 140 145 

ggt ttc aca cca gca gac aca gtg get ate att ttc tgt tct aca cac 597 
Gly Phe Thr Pro Ala Asp Thr Val Ala He He Phe Cys Ser Thr His 

150 155 160 

aaa tec ctt aca ttg gga att ccg atg ctg aag ate gtg ttt gca ggc 645 
Lys Ser Leu Thr Leu Gly He Pro Met Leu Lys He Val Phe Ala Gly 

165 170 175 180 

cat gag tat etc tct tta ata tct gta ccc ttg etc ate tac cac cca 693 
His Glu Tyr Leu Ser Leu He Ser Val Pro Leu Leu He Tyr His Pro 
185 190 195 

get cag ate ctt ctg gga agt gtg ttg gtg cca aca ate aag tct tgg 741 
Ala Gin He Leu Leu Gly Ser Val Leu Val Pro Thr He Lys Ser Trp 

200 205 210 

atg gta tea agg cag aag gga gtg aag ctg aca agg ccg aca gta 786 

^Me_tJLaJ„Sex„ArgJlliL^Lys^j[y Val Lys_Leu Thr Arg Pro Thr Val 
215 220 225 

taacaaagga ggtggacttt ctgtagcaat gtatatatgt acaggattgt acatactagc 846 

aattctgaag acttgtactt gtgaatgttg cctcaatgca tattttattt ttttacacaa 906 

aaatatgaga tcctgtttaa gtgccttaaa atgtatttga caagagegtt atttccaaaa 966 

19 1 ffl£E#2 0 0 0 - 3 0 6 2 5 2 2 



1-194179 

tatgctttgt tgattactgc caggggtggt acaatatttg ggggttaatt ttgctttcct 1026 

aatgcaggaa tcagtcatgg taagtgacaa aaagcaaaca tgctttccct gcagcacctt 1086 

tgtataatac aaccctatag tagttactgt aatgtttgaa atgaggtcac accatcagga 1146 

aaatgccctt ctgatgacag tgaaaatttc caaagtctta ttcatgcata ctttgattta 1206 

ctgtgtgatt ctttttttct acgactgtga catgcctctt ccttatcaac tcagcagggg 1266 

tcatagatcg aatagatgct gaaaagcgta agatatatgc attccttgac atcattttta 1326 

aagacattcc ttcaaatagt ttccacacag aaattcctca ctcccattat gagagattgt 1386 

ggttatatgt cttaaattta ttataagctg cttcaaagaa agggtctgaa tgtttgaatt 1446 

atgagtgaaa tcatgtgaaa ttttgagtta aactctgtga tttgattttc agggtcttta 1506 

aaatatatct taatatcttc ttcctcttta ttcaataatt tctgtcttgc acttacacac 1566 

Jxataacagc ^ agcatcaatt 1626 

aatggtagat tctattcaca ttccacaacc cagaccaaat ttttttcctt acgcagatgt 1686 

gctgagcact ttccagattg cccctgttgg ccaaaagcag cctgttacat cctggaatta 1746 

agcacactta aggtatttga gacaatttat taatgaaagt ttccttggca gatttgacaa 1806 

atgttggcaa tattttttta aaagttaaat catattgctt tcatgaataa atgaaaatat 1866 

19 2 2000-3062522 



11-194179 



aaaggtcatg gatgcaaaca aatgttacat atacacattc tgtctctcca gatgaaaaga 1926 
acatgcaaaa ccatttaata accaaaatat caagtaaaat tagttcccaa cggggcagca 1986 
gctttcaaat gagtgtccaa tatttgcttc tgctatagct gcaagaactg taactggacc 2046 
caagtagaga atgaagccac gtatagaact acgagaacac ttttctgtgt ttcccccatg 2106 
ccgtcctgtc acatcctctt acacgtcctc tcttgatttg atagacaata ttggcatcct 2166 
gggtctcact gaggccgtgc tatgtcctca gcagctgttt ttgttgtttc gttattatgc 2226 
ccacaacaaa aaatcattcc ttagaaactc accaagttta tctactgtgt aaatttatat 2286 
tattgttact accaggtctc atcttttgtc aatgtcattg aataaacttc ataagagtta 2346 
ttctcagtgt gaattttaag gctaatgcca gatcctgcaa aaatctatgc taaccaggct 2406 
gtagtacaca ctgttataaa gaattttact tgtgtctaaa actacagtaa ttttgcttag 2466 



gtaattgtgc ttacctatgg agcacaggaa ggctcttagg ttttgttcct acaagtttct 2526 
ttgaattttg gagtaaatgg aagtgtctgt ctgtctgtca tctatctgcc ctatcataaa 2586 
aatctttctc cctaacatta aaatactgat ccccgccccc aacttatcta cctctattgt 2646 
ctaacaccta tagtaggtgt gatcatggga taaaattcaa ctgaaaatgc tatgataaca 2706 



19 3 2000-3062522 



11-194179 

ttttatcgtt tgctttaaaa atgtgctttg ttttcaaata atctttacat agtgaacttt 2766 
ggtggcgtta gtgatatgtt tatgcctatt tctttttttt acacaaattc cttggcatat 2826 
tttttcataa agaacaaaaa ataaaatcaa aatttatttt taattcatgc ttattgggat 2886 
ttaattattc agagcttaaa atattttgtt atgtttatac actgtaaagc tatctgtttt 2946 
atgcatttgt tttgtctaaa tgtatttatg aaagaaatac attagattat atttatgttt 3006 
actcattttt ccacctggat tttttttaat ggttgttaca aaattagatt ttttaatggg 3066 
taataatgtt ggtattttca tgttttttct tagtattaaa atttttgtgg gttttttaaa 3126 
atttttccct attctgttaa aaattaacac acctctagct aatgttcagt gtttgtgcta 3186 
aataccaaat tttttcaaaa ggattggtta agtcataaag tggattattt atgatgactg 3246 
gaagatgaaa ataattatat gattaaacaa agaatgtttc agaaatc 3293 



<210> 44 
<211> 227 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Pro Pro Pro Val Ser Ser Ala Val He Leu Thr Lys Ala Val Gly 

15 10 15 



19 4 



ffi$E4#2 000-3062522 



11—194179 



Gly Asn Glu Ala Ala Ala He Phe Asn Ser Ala Phe Gly Ser Phe Leu 

20 25 30 

Gly He Val He Thr Pro Leu Leu Leu Leu Leu Phe Leu Gly Ser Ser 

35 40 45 

Ser Ser Val Pro Phe Thr Ser He Phe Ser Gin Leu Phe Met Thr Val 

50 55 60 

Val Val Pro Leu He He Gly Gin He Val Arg Arg Tyr He Lys Asp 

65 70 75 80 

Trp Leu Glu Arg -Lys Lys Pro Pro Phe Gly Ala He Ser Ser Ser Val 

85 90 95 

Leu Leu Met He He Tyr Thr Thr Phe Cys Asp Thr Phe Ser Asn Pro 
100 105 110 



Asn He Asp Leu Asp Lys Phe Ser Leu Val Leu He Leu Phe He He 




Phe Ser He Gin Leu Ser Phe Met Leu Leu Thr Phe He Phe Ser Thr 

130 135 140 

Arg Asn Asn Ser Gly Phe Thr Pro Ala Asp Thr Val Ala He He Phe 

145 150 155 160 

Cys Ser Thr His Lys Ser Leu Thr Leu Gly lie Pro Met Leu Lys He 

195 mil#2 0 0 0 - 3 0 6 2 5 2 2 



#3* 11 — 194179 



165 170 175 

Val Phe Ala Gly His Glu Tyr Leu Ser Leu He Ser Val Pro Leu Leu 

180 185 190 

He Tyr His Pro Ala Gin He Leu Leu Gly Ser Val Leu Val Pro Thr 
195 200 205 

He Lys Ser Trp Met Val Ser Arg Gin Lys Gly Val Lys Leu Thr Arg 

210 215 220 

Pro Thr Val 

225 



<210> 45 
<211> 3635 
<212> DNA 

<213> Homo sapiens 

. <220> .__ ., . . . 

<221> CDS 

<222> (292) .. (2025) 
<400> 45 

ttgcgacgtc gaggcgctca tggttgcagg cgggcgccgc cgttcagttc agggtctgag 60 
cctggaggag tgagccaggc agtgagactg gctcgggcgg gccgggacgc gtcgttgcag 120 

19 6 ffiSE# 2000-3062522 



1 1-194179 



cagcggctcc cagctcccag ccaggattcc gcgcgcccct tcacgcgccc tgctcctgaa 180 

cttcagctcc tgcacagtcc tccccaccgc aaggctcaag gcgccgccgg cgtggaccgc 240 

gcacggcctc taggtctcct cgccaggaca gcaacctctc ccctggccct c atg ggc 297 

Met Gly 
1 

acc gtc age tec agg egg tec tgg tgg ccg ctg cca ctg ctg ctg ctg 345 
Thr Val Ser Ser Arg Arg Ser Trp Trp Pro Leu Pro Leu Leu Leu Leu 

5 10 15 

ctg ctg ctg etc ctg ggt ccc gcg ggc gec cgt gcg cag gag gac gag 393 
Leu Leu Leu Leu Leu Gly Pro Ala Gly Ala Arg Ala Gin Glu Asp Glu 

20 25 30 

gac ggc gac tac gag gag ctg gtg eta gee ttg cgt tec gag gag gac 441 
Asp Gly Asp Tyr Glu Glu Leu Val Leu Ala Leu Arg Ser Glu Glu Asp 

35 40 45 50 

-gge, C-t g„gcc, gaa,_gca ccc gag cac_gga acc aca gee acc ttc cap cgc_ . 489 
Gly Leu Ala Glu Ala Pro Glu His Gly Thr Thr Ala Thr Phe His Arg 

55 60 65 

tgc gec aag gat ccg tgg agg ttg cct ggc acc tac gtg gtg gtg ctg 537 
Cys Ala Lys Asp Pro Trp Arg Leu Pro Gly Thr Tyr Val Val Val Leu 

70 75 80 

aag gag gag acc cac etc teg cag tea gag cgc act gee cgc cgc ctg 585 



19 7 



ffiliE^ 2000-3062522 



11-194179 



Lys Glu Glu Thr His Leu Ser Gin Ser Glu Arg Thr Ala Arg Arg Leu 

85 90 95 

cag gcc cag get gec cgc egg gga tac etc ace aag ate ctg cat gtc 633 
Gin Ala Gin Ala Ala Arg Arg Gly Tyr Leu Thr Lys lie Leu His Val 
100 105 110 

ttc cat ggc ctt ctt cct ggc ttc ctg gtg aag atg agt ggc gac ctg 681 
Phe His Gly Leu Leu Pro Gly Phe Leu Val Lys Met Ser Gly Asp Leu 
115 120 125 130 

ctg gag ctg gcc ttg aag ttg ccc cat gtc gac tac ate gag gag gac 729 
Leu Glu Leu Ala Leu Lys Leu Pro His Val Asp Tyr lie Glu Glu Asp 

135 140 145 



tec tct gtc ttt gcc cag age ate ccg tgg aac ctg gag egg att acc 777 
Ser Ser Val Phe Ala Gin Ser He Pro Trp Asn Leu Glu Arg lie Thr 

150 155 160 

cct cca egg tac egg gcg gat gaa tac cag ccc ccc gac gga ggc age 825 

ja&JEBQLJtoJDfl^^ Ser 
165 170 175 

ctg gtg gag gtg tat etc eta gac acc age ata cag agt gac cac egg 873 
Leu Val Glu Val Tyr Leu Leu Asp Thr Ser lie Gin Ser Asp His Arg 
180 185 190 

gaa ate gag ggc agg gtc atg gtc acc gac ttc gag aat gtg ccc gag 921 
Glu He Glu Gly Arg Val Met Val Thr Asp Phe Glu Asn Val Pro Glu 

198 ffi|E#2 0 0 0 - 3 0 6 2 5 2 2 



1-19 4 17 



195 200 205 210 

gag gac ggg acc cgc ttc cac aga cag gcc age aag tgt gac agt cat 969 
Glu Asp Gly Thr Arg Phe His Arg Gin Ala Ser Lys Cys Asp Ser His 

215 220 225 

ggc acc cac ctg gca ggg gtg gtc age ggc egg gat gcc ggc gtg gcc 1017 
Gly Thr His Leu Ala Gly Val Val Ser Gly Arg Asp Ala Gly Val Ala 

230 235 240 

aag ggt gcc age atg cgc age ctg cgc gtg etc aac tgc caa ggg aag 1065 
Lys Gly Ala Ser Met Arg Ser Leu Arg Val Leu Asn Cys Gin Gly Lys 

245 250 255 

ggc acg gtt age ggc acc etc ata ggc ctg gag ttt att egg aaa age 1113 
Gly Thr Val Ser Gly Thr Leu He Gly Leu Glu Phe He Arg Lys Ser 

260 265 270 

cag ctg gtc cag cct gtg ggg cca ctg gtg gtg ctg ctg ccc ctg gcg 1161 
Gin Leu Val Gin Pro Val Gly Pro Leu Val Val Leu Leu Pro Leu Ala 

375 280 ... 2 8 5, 290 



ggt ggg tac age cgc gtc etc aac gcc gcc tgc cag cgc ctg gcg agg 1209 

Gly Gly Tyr Ser Arg Val Leu Asn Ala Ala Cys Gin Arg Leu Ala Arg 

295 300 305 

get ggg gtc gtg ctg gtc acc get gcc ggc aac ttc egg gac gat gcc 1257 

Ala Gly Val Val Leu Val Thr Ala Ala Gly Asn Phe Arg Asp Asp Ala 

310 315 320 



19 9 



ffifiEf#2 000-3062522 



i 1 — 19 4179 



tgc etc tac tec cca gee tea get ccc gag gtc ate aca gtt ggg gee 1305 
Cys Leu Tyr Ser Pro Ala Ser Ala Pro Glu Val lie Thr Val Gly Ala 

325 330 335 

ace aat gee cag gac cag ccg gtg ace ctg ggg act ttg ggg ace aac 1353 
Thr Asn Ala Gin Asp Gin Pro Val Thr Leu Gly Thr Leu Gly Thr Asn 

340 345 350 

ttt ggc cgc tgt gtg gac etc ttt gee cca ggg gag gac ate att ggt 1401 
Phe Gly Arg Cys Val Asp Leu Phe Ala Pro Gly Glu Asp lie He Gly 

355 360 365 370 

gee tec age gac tgc age acc tgc ttt gtg tea cag agt ggg aca tea 1449 
Ala Ser Ser Asp Cys Ser Thr Cys Phe Val Ser Gin Ser Gly Thr Ser 

375 380 385 

cag get get gee cac gtg get ggc att gca gee atg atg ctg tct gee 1497 
Gin Ala Ala Ala His Val Ala Gly He Ala Ala Met Met Leu Ser Ala 

390 395 400 



gag ccg gag etc acc ctg gee gag ttg agg cag aga ctg ate cac ttc 1545 
Glu Pro Glu Leu Thr Leu Ala Glu Leu Arg Gin Arg Leu He His Phe 

405 410 415 

tct gee aaa gat gee ate aat gag gee tgg ttc cct gag gac cag egg 1593 
Ser Ala Lys Asp Ala He Asn Glu Ala Trp Phe Pro Glu Asp Gin Arg 

420 425 430 



2 0 0 



ffiliE# 2000-3062522 



#^ 11 — 19417 



gta ctg acc ccc aac ctg gtg gcc gcc ctg ccc ccc age acc cat ggg 1641 
Val Leu Thr Pro Asn Leu Val Ala Ala Leu Pro Pro Ser Thr His Gly 
435 440 445 450 

gca ggt tgg cag ctg ttt tgc agg act gtg tgg tea gca cac teg ggg 1689 
Ala Gly Trp Gin Leu Phe Cys Arg Thr Val Trp Ser Ala His Ser Gly 

455 460 465 

cct aca egg atg gcc aca gcc ate gcc cgc tgc gcc cca gat gag gag 1737 
Pro Thr Arg Met Ala Thr Ala He Ala Arg Cys Ala Pro Asp Glu Glu 

470 475 480 

ctg ctg age tgc tec agt ttc tec agg agt gga age ggc ggg gcg age 1785 
Leu Leu Ser Cys Ser Ser Phe Ser Arg Ser Gly Ser Gly Gly Ala Ser 

485 490 495 

gca tgg agg ccc aag ggg gca age tgg tct gcc ggg ccc aca acg ctt 1833 
Ala Trp Arg Pro Lys Gly Ala Ser Trp Ser Ala Gly Pro Thr Thr Leu 

500 505 510 

,t,tg„ggg^tg_agg_g;tg m tejt^ tac ccc \ML 

Leu Gly Val Arg Val Ser Thr Pro Leu Pro Gly Ala Ala Cys Tyr Pro 
515 520 525 530 

agg cca act gca gcg tec aca cag etc cac cag ctg agg cca gca tgg 1929 
Arg Pro Thr Ala Ala Ser Thr Gin Leu His Gin Leu Arg Pro Ala Trp 

535 540 545 

gga ccc gtg tec act gcc acc aac agg gcc acg tec tea cag get gca 1977 



2 0 1 
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#±P 11 — 194179 

Gly Pro Val Ser Thr Ala Thr Asn Arg Ala Thr Ser Ser Gin Ala Ala 

550 555 560 

get ccc act ggg agg tgg agg acc ttg gca ccc aca age cgc ctg tgc 2025 
Ala Pro Thr Gly Arg Trp Arg Thr Leu Ala Pro Thr Ser Arg Leu Cys 

565 570 575 

tgaggccacg aggtcagccc aaccagtgcg tgggccacag ggaggecage atccacgctt 2085 
cctgctgcca tgccccaggt ctggaatgca aagtcaagga gcatggaatc ccggcccctc 2145 
aggagcaggt gaccgtggcc tgegaggagg gctggaccct gactggctgc agtgccctcc 2205 
ctgggacctc ccacgtcctg ggggcctacg ccgtagacaa cacgtgtgta gtcaggagee 2265 
gggacgtcag cactacaggc agcaccagcg aagaggccgt gaeagcegtt gccatctgct 2325 
gccggagccg gcacctggcg caggcctccc aggagctcca gtgacagccc catcccagga 2385 
tgggtgtctg gggagggtca agggctgggg ctgagcttta aaatggttcc gacttgtccc 2445 
tctctcagcc ctccatggcc tggcacgagg ggatggggat gcttccgcct tcccggggct 2505 
gctggcctgg cccttgagtg gggcagcctc cttgcctgga actcactcac tctgggtgcc 2565 
tcctccccag gtggaggtgc caggaagctc cctccctcac tgtggggcat ttcaccattc 2625 
aaacaggtcg agctgtgctc gggtgctgcc agctgctccc aatgtgccga tgtccgtggg 2685 

2 0 2 aj$E# 2000-3062522 



11-19417 9^P 
cagaatgact tttattgagc tcttgttccg tgccaggcat tcaatcctca ggtctccacc 2745 
aaggaggcag gattcttccc atggataggg g^gggggcgg taggggctgc agggacaaac 2805 
atcgttgggg ggtgagtgtg aaaggtgctg atggccctca tctccagcta actgtggaga 2865 
agcccctggg ggctccctga ttaatggagg cttagctttc tggatggcat ctagccagag 2925 
gctggagaca ggtgtgcccc tggtggtcac aggctgtgcc ttggtttcct gagccacctt 2985 
tactctgctc tatgccaggc tgtgctagca acacccaaag gtggcctgcg gggagccatc 3045 
acctaggact gactcggcag tgtgcagtgg tgcatgcact gtctcagcca acccgctcca 3105 
ctacccggca gggtacacat tcgcacccct acttcacaga ggaagaaacc tggaaccaga 3165 
gggggcgtgc ctgccaagct cacacagcag gaactgggcc agaaacgcag attgggctgg 3225 
ctctgaagcc aagcctcttc ttacttcacc cggctgggct cctcattttt acgggtaaca 3285 
gtgaggctgg gaaggggaac acagaccagg aagctcggtg agtgatggca gaacgatgcc 3345 
tgcaggcatg gaactttttc cgttatcacc caggcctgat tcactggcct ggcggagatg 3405 
cttctaaggc atggtcgggg gagagggcca acaactgtcc ctccttgagc accagcccca 3465 
cccaagcaag cagacattta tcttttgggt ctgtcctctc tgttgccttt ttacagccaa 3525 
cttttctaga cctgttttgc ttttgtaact tgaagatatt tattctgggt tttgtagcat 3585 

2 0 3 2000-3062522 



11—194179 



ttttattaat atggtgactt tttaaaataa aaacaaacaa acgttgtcct 3635 

<210> 46 
<211> 578 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Gly Thr Val Ser Ser Arg Arg Ser Trp Trp Pro Leu Pro Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Leu Gly Pro Ala Gly Ala Arg Ala Gin Glu 

20 25 30 

Asp Glu Asp Gly Asp Tyr Glu Glu Leu Val Leu Ala Leu Arg Ser Glu 

35 40 45 

Glu Asp Gly Leu Ala Glu Ala Pro Glu His Gly Thr Thr Ala Thr Phe 

. 50 _.. 55 60 . 



His Arg Cys Ala Lys Asp Pro Trp Arg Leu Pro Gly Thr Tyr Val Val 

65 70 75 80 

Val Leu Lys Glu Glu Thr His Leu Ser Gin Ser Glu Arg Thr Ala Arg 

85 90 95 

Arg Leu Gin Ala Gin Ala Ala Arg Arg Gly Tyr Leu Thr Lys He Leu 

2 0 4 £BIE#2 0 0 0 - 3 0 6 2 5 2 2 



#3* 11 — 194179 



100 105 110 

His Val Phe His Gly Leu Leu Pro Gly Phe Leu Val Lys Met Ser Gly 

115 120 125 

Asp Leu Leu Glu Leu Ala Leu Lys Leu Pro His Val Asp Tyr lie Glu 
130 135 140 

Glu Asp Ser Ser Val Phe Ala Gin Ser He Pro Trp Asn Leu Glu Arg 

145 150 155 160 

He Thr Pro Pro Arg Tyr Arg Ala Asp Glu Tyr Gin Pro Pro Asp Gly 

165 170 175 

Gly Ser Leu Val Glu Val Tyr Leu Leu Asp Thr Ser He Gin Ser Asp 
180 185 190 

His Arg Glu He Glu Gly Arg Val Met Val Thr Asp Phe Glu Asn Val 

195 200 205 

Pro Glu Glu Asp_ Gly Thr Arg Phe His Arg Gin Ala Ser Lys Cys Asp 

210 215 220 

Ser His Gly Thr His Leu Ala Gly Val Val Ser Gly Arg Asp Ala Gly 

225 230 235 240 

Val Ala Lys Gly Ala Ser Met Arg Ser Leu Arg Val Leu Asn Cys Gin 

245 250 255 

2 0 5 ffifiE#2 0 0 0 - 3 0 6 2 5 2 2 



11—194179 

Gly Lys Gly Thr Val Ser Gly Thr Leu He Gly Leu Glu Phe He Arg 

260 265 270 

Lys Ser Gin Leu Val Gin Pro Val Gly Pro Leu Val Val Leu Leu Pro 

275 280 285 

Leu Ala Gly Gly Tyr Ser Arg Val Leu Asn Ala Ala Cys Gin Arg Leu 

290 295 300 

Ala Arg Ala Gly Val Val Leu Val Thr Ala Ala Gly Asn Phe Arg Asp 

305 310 315 320 

Asp Ala Cys Leu Tyr Ser Pro Ala Ser Ala Pro Glu Val He Thr Val 

325 _330 335... 

Gly Ala Thr Asn Ala Gin Asp Gin Pro Val Thr Leu Gly Thr Leu Gly 

340 345 350 

Thr Asn Phe Gly Arg Cys Val Asp Leu Phe Ala Pro Gly Glu Asp He 

355 360 365 



He Gly Ala Ser Ser Asp Cys Ser Thr Cys Phe Val Ser Gin Ser Gly 

370 375 380 

Thr Ser Gin Ala Ala Ala His Val Ala Gly He Ala Ala Met Met Leu 

385 390 395 400 

Ser Ala Glu Pro Glu Leu Thr Leu Ala Glu Leu Arg Gin Arg Leu He 

405 410 415 



2 0 6 



£KSE# 2000-3062522 



# 5p 11-194179 



His Phe Ser Ala Lys Asp Ala lie Asn Glu Ala Trp Phe Pro Glu Asp 

420 425 430 

Gin Arg Val Leu Thr Pro Asn Leu Val Ala Ala Leu Pro Pro Ser Thr 

435 440 445 

His Gly Ala Gly Trp Gin Leu Phe Cys Arg Thr Val Trp Ser Ala His 

450 455 460 

Ser Gly Pro Thr Arg Met Ala Thr Ala He Ala Arg Cys Ala Pro Asp 

465 470 475 480 

Glu Glu Leu Leu Ser Cys Ser Ser Phe Ser Arg Ser Gly Ser Gly Gly 

485 490 495 

Ala Ser Ala Trp Arg Pro Lys Gly Ala Ser Trp Ser Ala Gly Pro Thr 

500 505 510 

Thr Leu Leu Gly Val Arg Val Ser Thr Pro Leu Pro Gly Ala Ala Cys 

515 520 525 

Tyr Pro Arg Pro Thr Ala Ala Ser Thr Gin Leu His Gin Leu Arg Pro 

530 535 540 



Ala Trp Gly Pro Val Ser Thr Ala Thr Asn Arg Ala Thr Ser Ser Gin 

545 550 555 560 



Ala Ala Ala Pro Thr Gly Arg Trp Arg Thr Leu Ala Pro Thr Ser Arg 

2 0 7 miE#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 194179 



565 



Leu Cys 



570 



575 



<210> 47 
<211> 2366 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222>-(50) . . (904)— — — 
<400> 47 

gagcgagcga gcgagcgagt tgccgagcgc gccccgtccc tcgcgcgcg atg etc ccc 58 

Met Leu Pro 
1 

tgg acg gcg etc ggc ctg gec ctg age ttg egg ctg gcg ctg gcg egg 106 
Trp Thr Ala Leu Gly Leu Ala Leu Ser Leu Arg Leu Ala Leu Ala Arg 

5 10 15 

age ggc gcg gag cgc ggt cca cca gca teg gec ccc cga ggg gac ctg 154 
Ser Gly Ala Glu Arg Gly Pro Pro Ala Ser Ala Pro Arg Gly Asp Leu 

20 25 30 35 

atg ttc ctg ctg gac age tea gee age gtc tct cac tac gag ttc tec 202 



2 0 8 



ffiSE# 2 000-3062522 



11-19417 



Met Phe Leu Leu Asp Ser Ser Ala Ser Val Ser His Tyr Glu Phe Ser 

40 45 50 

egg gtt egg gag ttt gtg ggg cag ctg gtg get cca ctg ccc ctg ggc 250 
Arg Val Arg Glu Phe Val Gly Gin Leu Val Ala Pro Leu Pro Leu Gly 

55 60 65 

ace ggg gee ctg cgt gee agt ctg gtg cac gtg ggc agt egg cca tac 298 
Thr Gly Ala Leu Arg Ala Ser Leu Val His Val Gly Ser Arg Pro Tyr 

70 75 80 

ace gag ttc ccc ttc ggc cag cac age teg ggt gag get gec cag gat 346 
Thr Glu Phe Pro Phe Gly Gin His Ser Ser Gly Glu Ala Ala Gin Asp 

85 90 95 

gcg gtg cgt get tct gee cag cgc atg ggt gac ace cac act ggc ctg 394 
Ala Val Arg Ala Ser Ala Gin Arg Met Gly Asp Thr His Thr Gly Leu 
100 105 110 115 

gcg ctg gtc tat gee aag gaa cag ctg ttt get gaa gca tea ggt gee 442 

Ala Leu Val Tyr Ala Lys Glu Gin Leu Phe Ala Glu Ala Ser Gly Ala 

120 125 130 

egg cca ggg gtg ccc aaa gtg ctg gtg tgg gtg aca gat ggc ggc tec 490 
Arg Pro Gly Val Pro Lys Val Leu Val Trp Val Thr Asp Gly Gly Ser 

135 140 145 

age gac cct gtg ggc ccc ccc atg cag gag etc aag gac ctg ggc gtc 538 
Ser Asp Pro Val Gly Pro Pro Met Gin Glu Leu Lys Asp Leu Gly Val 

2 0 9 mi£# 2000-3062522 



11-194179 



150 155 160 

acc gtg ttc att gtc age acc ggc cga ggc aac ttc ctg gag ctg tea 586 
Thr Val Phe He Val Ser Thr Gly Arg Gly Asn Phe Leu Glu Leu Ser 
165 170 175 

gee get gee tea gee cct gee gag aag cac ctg cac ttt gtg gac gtg 634 
Ala Ala Ala Ser Ala Pro Ala Glu Lys His Leu His Phe Val Asp Val 

180 185 190 195 

gat gac ctg cac ate att gtc caa gag ctg agg ggc tec att etc gac 682 
Asp Asp Leu His He He Val Gin Glu Leu Arg Gly Ser He Leu Asp 

200 205 210 

gcg atg egg ccg cag cag etc cat gec acg gag ate acg tec age ggc 730 
Ala Met Arg Pro Gin Gin Leu His Ala Thr Glu He Thr Ser Ser Gly 

215 220 225 

ttc cgc ctg gee tgg cca ccc ctg ctg acc gca gac teg ggc tac tat 778 
Phe Arg Leu Ala Trp Pro Pro Leu Leu Thr Ala Asp Ser Gly Tyr Tyr 

,230 . 235 240 

gtg ctg ggg ctg gtg ccc age gee cag ccg ggg ggc tgc aag acg cca 826 
Val Leu Gly Leu Val Pro Ser Ala Gin Pro Gly Gly Cys Lys Thr Pro 

245 250 255 

gca get gee agg gaa cgc cac gga ctg gat ctg ggc egg cct cga ccc 874 
Ala Ala Ala Arg Glu Arg His Gly Leu Asp Leu Gly Arg Pro Arg Pro 

260 265 270 275 



2 10 



£ttfiE# 2000-3062522 



11-19417 



gga cac gga eta cga cgt ggc get agt gee tgagtccaac gtgcgcctcc 924 
Gly His Gly Leu Arg Arg Gly Ala Ser Ala 

280 285 

tgaggcccca ga tec tgegg gtgcgcacgc ggcccggtga ggcagggccg ggggcttegg 984 
gcccggagtc gggggctggg ccggccccca cgcagctcgc cgccctcccc gccccagagg 1044 
aggccgggcc ggagegcate gtcatctccc acgcccggcc gcgcagcctc cgcgtgagtt 1104 
gggccccagc gctgggctca gccgcggcgc tcggctacca cgtgcagttc gggccgctgc 1164 
ggggcggggz ggegtagegg gtggaggtgc ccgcgggccg caactgcacc aegctgeagg 1224 
gcctggcgcc gggcaccgcc tacctggtga ccgtgaccgc cgccttccgc tcgggccgcg 1284 
agagegeget gtccgccaag gcctgcacgc ccgacggccc gcgcccgcgc ccacgccccg 1344 
tgccccgcgc cccgaccccg gggaccgcca gccgtgagcc gtaagecage gtccccgccc 1404 
acccgagagg gccggcgcct acctgagggc ccctgtgtcc cgaacccgga geggaggege 1464 
ccaacccggc agacgggtgc aggcccggcc tttccccacg cggactccgc gcgaccccgg 1524 
ccctctccct gcggccgcag ggcttccccg cctggcgcct gccctccagg getggggect 1584 
cgcctggcgg gaccccgcag cagccccggc cccatccccg cccagagccg ggcgtcgtgt 1644 



2 11 ffil£# 2000-3062522 



11-194179 

gggtccgtgg gtgataatag agagcgtcag acccaggact gttcagggag gagccccggt 1704 
cagactccca cgtgtgaaga ccgggcccca agtggcaagg gctggcctgg ggcgggcagc 1764 
ttgggtcctg gacgttgata ggaagcggaa ggggaatcgc gggaagctgg cccaggtcag 1824 
gtccgcaaag gcttctgaag aagaggaagg gcgagtaggg gcacctggac gctgatggtg 1884 
gccaggatgc tcagctggcc aggagggcag cacctgctgg ggacggtggc cctgccttca 1944 
tgcccaggac accagctggg tccagctagc agccactggg aatcagagga atggggcaga 2004 
gctgggcatt caggaccttg aggacaggtg accccacccg cccaccgcca ctatcaggcc 2064 
ccgggaccgc actgacagga aaccttccgt cgtgagggag cacttcccag gggccgcagg 2124 
gacgacactc tccagggagg ccccagcaac cacaccatct tcttgctgtg agaggtctca 2184 
ccccgggcta cctcctgtca ctactcactg ccctggggtc cgtgggcaag ttgcccaggg 2244 
Jtggggglgcc t agccagg tg cagtccccgc cccgcc tagt cctcggcgtc acgcaatgct 2304 



cacctcgcct cttccccact aacatcccag actttaaaat tcagtaaatc agatgtacac 2364 
eg 2366 



<210> 48 
<211> 285 



2 12 m!E#2 000-3062522 



11-19 4 17 '.^P 



<212> PRT 

<213> Homo sapiens 
<400> 48 

Met Leu Pro Trp Thr Ala Leu Gly Leu Ala Leu Ser Leu Arg Leu Ala 
15 10 15 

Leu Ala Arg Ser Gly Ala Glu Arg Gly Pro Pro Ala Ser Ala Pro Arg 

20 25 30 

Gly Asp Leu Met Phe Leu Leu Asp Ser Ser Ala Ser Val Ser His Tyr 

35 40 45 

Glu Phe Ser Arg Val Arg Glu Phe Val Gly Gin Leu Val Ala Pro Leu 

50 55 60 

Pro Leu Gly Thr Gly Ala Leu Arg Ala Ser Leu Val His Val Gly Ser 

65 70 75 80 

Arg Pro Tyr Thr Glu Phe Pro Phe Gly Gin His Ser Ser Gly Glu Ala 

8§ 90 _ - ,95 



Ala Gin Asp Ala Val Arg Ala Ser Ala Gin Arg Met Gly Asp Thr His 
100 105 110 

Thr Gly Leu Ala Leu Val Tyr Ala Lys Glu Gin Leu Phe Ala Glu Ala 

115 120 125 

Ser Gly Ala Arg Pro Gly Val Pro Lys Val Leu Val Trp Val Thr Asp 

213 aJ!E#2 0 O 0 - 3 0 6 2 5 2 2 
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130 



135 



140 



Gly Gly Ser Ser Asp Pro Val Gly Pro Pro Met Gin Glu Leu Lys Asp 

145 150 155 160 

Leu Gly Val Thr Val Phe He Val Ser Thr Gly Arg Gly Asn Phe Leu 

165 170 175 

Glu Leu Ser Ala Ala Ala Ser Ala Pro Ala Glu Lys His Leu His Phe 

180 185 190 

Val Asp Val Asp Asp Leu His He He Val Gin Glu Leu Arg Gly Ser 

195 200 205 

He Leu Asp Ala Met Arg Pro Gin Gin Leu His Ala Thr Glu He Thr 

210 215 220 

Ser Ser Gly Phe Arg Leu Ala Trp Pro Pro Leu Leu Thr Ala Asp Ser 

225 230 235 240 

jGly^yxJTyjLlaJ LLeu^Gly Leu Val Pro Ser Ala Gin Pro Gly Gly Cys 
245 250 255 

Lys Thr Pro Ala Ala Ala Arg Glu Arg His Gly Leu Asp Leu Gly Arg 

260 265 270 



Pro Arg Pro Gly His Gly Leu Arg Arg Gly Ala Ser Ala 

275 280 285 



2 14 
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<210> 49 
<211> 2147 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (130).. (1122) 
<400> 49 

ccagtgagag cggctttcca ggacggtgcg atgtgctgcg cagcgaagag gcaggaggcc 60 

ggcttcctgg ggtagcggta caggcgggcg cttactctgt gcgcttgctt ccccaaccct 120 

gcaccggcc atg cgc ccg gcc ttg gcg gtg ggc ctg gtg ttc gca ggc tgc 171 
Met Arg Pro Ala Leu Ala Val Gly Leu Val Phe Ala Gly Cys 
1 5 10 



tgc agt aac gtg ate ttc eta gag etc ctg gcc egg aag cat cca gga 219 

Cys Ser Asn Val He Phe Leu Glu Leu L eu Ala Arg Lys, His Pro Gly 
__ ^ ^ 

tgt ggg aac att gtg aca ttt gca caa ttt tta ttt att get gtg gaa 267 

Cys Gly Asn lie Val Thr Phe Ala Gin Phe Leu Phe He Ala Val Glu 

35 40 45 

ggc ttc etc ttt gaa get gat ttg gga agg aag cca cca get ate cca 315 

Gly Phe Leu Phe Glu Ala Asp Leu Gly Arg Lys Pro Pro Ala He Pro 



2 15 



2000-3062522 



11 — 194179 



50 55 60 

ata agg tac tat gcc ata atg gtg acc atg ttc ttc acc gtg age gtg 363 
He Arg Tyr Tyr Ala He Met Val Thr Met Phe Phe Thr Val Ser Val 

65 70 75 

gtg aac aac tat gcc ctg aat etc aac att gcc atg ccc ctg cat atg 411 
Val Asn Asn Tyr Ala Leu Asn Leu Asn He Ala Met Pro Leu His Met 

80 85 90 

ata ttt aga tec ggt tct eta att gcc aac atg att eta gga att ate 459 
He Phe Arg Ser Gly Ser Leu He Ala Asn Met lie Leu Gly He lie 

95 100 105 110 

att ttg aag aaa aga tac agt ata ttc aaa tat acc tec att gcc ctg 507 
He Leu Lys Lys Arg Tyr Ser He Phe Lys Tyr Thr Ser He Ala Leu 

115 120 125 

gtg tct gtg ggg ata ttt att tgc act ttt atg tea gca aag cag gtg 555 
Val Ser Val Gly He Phe He Cys Thr Phe Met Ser Ala Lys Gin Val 

130 135 140 



act tec cag tec age ttg agt gag aat gat gga ttc cag gca ttt gtg 603 

Thr Ser Gin Ser Ser Leu Ser Glu Asn Asp Gly Phe Gin Ala Phe Val 

145 150 155 

tgg tgg tta eta ggt att ggg gca ttg act ttt get ctt ctg atg tea 651 

Trp Trp Leu Leu Gly He Gly Ala Leu Thr Phe Ala Leu Leu Met Ser 

160 165 170 

2 16 2000-3062522 



11-19 4 17 9 



gca agg atg ggg ata ttc caa gag act etc tac aaa cga ttt ggg aaa 699 
Ala Arg Met Gly He Phe Gin Glu Thr Leu Tyr Lys Arg Phe Gly Lys 
175 180 185 190 

cac tec aag gag get ttg ttt tat aat cac gee ctt cca ctt ccg ggt 747 
His Ser Lys Glu Ala Leu Phe Tyr Asn His Ala Leu Pro Leu Pro Gly 

195 200 205 

ttc gtc ttc ttg get tct gat att tat gac cat gca gtt eta ttc aat 795 
Phe Val Phe Leu Ala Ser Asp He Tyr Asp His Ala Val Leu Phe Asn 

210 215 220 

aag tct gag tta tat gaa att ccc gtc ate gga gtg acc ctg ccc ate 843 
Lys Ser Glu Leu Tyr Glu He Pro Val He Gly Val Thr Leu Pro He 

225 230 235 

atg tgg ttc tac etc etc atg aac ate ate act cag tac gtg tgc ate 891 
Met Trp Phe Tyr Leu Leu Met Asn lie He Thr Gin Tyr Val Cys He 

240 245 250 



egg ggt gtg ttt ate etc acc aca gaa tgc gee tec etc acc gtc acg 939 

Arg Gly Val Phe He Leu Thr Thr Glu Cys Ala Ser Leu Thr Val Thr 

255 260 265 270 

etc gtc gtg acc eta cgc aaa ttt gtg age etc ate ttt tec ate ttg 987 

Leu Val Val Thr Leu Arg Lys Phe Val Ser Leu lie Phe Ser He Leu 

275 280 285 



2 17 
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tac ttc cag aac ccc ttc acc ctg tgg cac tgg ctg ggc acc ttg ttt 1035 
Tyr Phe Gin Asn Pro Phe Thr Leu Trp His Trp Leu Gly Thr Leu Phe 

290 295 300 

gtc ttc att ggg acc tta atg tac aca gag gtg tgg aac aac eta ggg 1083 
Val Phe He Gly Thr Leu Met Tyr Thr Glu Val Trp Asn Asn Leu Gly 

305 310 315 

acc aca aaa agt gag cct cag aag gac age aag aag aac tgaggcctgt 1132 
Thr Thr Lys Ser Glu Pro Gin Lys Asp Ser Lys Lys Asn 

320 325 330 

ctggagtacg tagaccagtg tegtegtgag ggtgggaccc tgtgaaggtc tgaccaccgt 1192 
ttcgcttttg ttaatgeega gctacccgca gtgetgagee agccgtgcaa aaggaaatct 1252 
tcaggagggg acttctcacg ttgetcagae tgacacatgt agactaaata gaaacccctc 1312 
agecctaaaa tagaaaaaag aacagttctg gactattgaa cagcccattc atttatttct 1372 

aaaaggctta ctatccatgg tcttggaaaa gattgtccct tetcttgetg ttgtaatgca 1492 

tctctgctac agcagtcatt gtcatcctgt gaccttatcc cttttgtctc ccatcacctt 1552 

ttccttcttc agcagcacct cacagtcagt cagacgctgc aggcaccact atcaccagga 1612 

gtggccaagt aaaccgagac accagtaaca gcagggctgg acttcctcca gcgttttggg 1672 

2 18 2000-3062522 



11-19417 



aaggaaagag 



atgttcccct gagctgattc ccagtgacag tgcagcaaga ctagtgggac 1732 



tcctctttcc cacattttgc tttttttttt ttctatgcaa aagtcagatg cttctatcca 1792 

ttgctttctg tgattagggc ggccctgcag catatctcac agcagacaca gtgttcataa 1852 

caaagaaagg ttgtgccggg cacggtggct cacacctgta atcccagccc tttgggaggc 1912 

tgaggtgggt gtatcacttg aggtcaggag ttcaagacca atctggccaa catggtgaaa 1972 

ccccatctct actaaaaata cgaaaattag ctgggtgtga tggcgcatgc ctgtaatccc 2032 

agctacttgg gaggctgagg caggagaatc acttgaaccc gggagatgaa ggttgcagtg 2092 

agctgaggtc gtgctactgc actcccgcct gggtgacaga gtgagactct atctc 2147 

<210> 50 
<211> 331 

<213> Homo sapiens 



Met Arg Pro Ala Leu Ala Val Gly Leu Val Phe Ala Gly Cys Cys Ser 



Asn Val He Phe Leu Glu Leu Leu Ala Arg Lys His Pro Gly Cys Gly 




<400> 50 



1 



5 



10 



15 



20 



25 



30 
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Asn He Val Thr Phe Ala Gin Phe Leu Phe He Ala Val Glu Gly Phe 

35 40 45 

Leu Phe Glu Ala Asp Leu Gly Arg Lys Pro Pro Ala He Pro He Arg 

50 55 60 

Tyr Tyr Ala He Met Val Thr Met Phe Phe Thr Val Ser Val Val Asn 

65 70 75 80 

Asn Tyr Ala Leu Asn Leu Asn He Ala Met Pro Leu His Met He Phe 

85 90 95 

Arg Ser Gly Ser Leu He Ala Asn Met He Leu Gly He He He Leu 
100 105 110 

Lys Lys Arg Tyr Ser He Phe Lys Tyr Thr Ser He Ala Leu Val Ser 
115 120 125 

Val Gly He Phe He Cys Thr Phe Met Ser Ala Lys Gin Val Thr Ser 

130 135 140 



Gin Ser Ser Leu Ser Glu Asn Asp Gly Phe Gin Ala Phe Val Trp Trp 

145 150 155 160 

Leu Leu Gly He Gly Ala Leu Thr Phe Ala Leu Leu Met Ser Ala Arg 
165 170 175 

Met Gly He Phe Gin Glu Thr Leu Tyr Lys Arg Phe Gly Lys His Ser 

2 2 0 ffll£#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 19417 




180 185 190 

Lys Glu Ala Leu Phe Tyr Asn His Ala Leu Pro Leu Pro Gly Phe Val 

195 200 205 

Phe Leu Ala Ser Asp He Tyr Asp His Ala Val Leu Phe Asn Lys Ser 
210 215 220 

Glu Leu Tyr Glu lie Pro Val He Gly Val Thr Leu Pro He Met Trp 

225 230 235 240 

Phe Tyr Leu Leu Met Asn He He Thr Gin Tyr Val Cys He Arg Gly 

245 250 255 

Val Phe He Leu Thr Thr Glu Cys Ala Ser Leu Thr Val Thr Leu Val 

260 265 270 

Val Thr Leu Arg Lys Phe Val Ser Leu He Phe Ser He Leu Tyr Phe 

275 280 285 

Gin Asn Pro Phe Thr Leu Trp His Trp Leu Gly Thr Leu Phe Val Phe „_ 

290 295 300 

He Gly Thr Leu Met Tyr Thr Glu Val Trp Asn Asn Leu Gly Thr Thr 

305 310 315 320 

Lys Ser Glu Pro Gin Lys Asp Ser Lys Lys Asn 

325 330 

22 1 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 
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<210> 51 
<211> 2863 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (231).. (920) 

<400> 51 

tctccctctc caggggcatc tccccctcca aggctctgca aagaactgcc ctgtcttcta 60 

gatgccttct tgaggctgct tgtggccacc cacagacact tgtaaggagg agagaagtca 120 

gcctggcaga gagactctga aatgagggat tagaggtgtt caaggagcaa gagcttcagc 180 

ctggagacaa gggagcagtc cctgaagacg cttctactga gaggtctgcc atg gcc 236 

Met Ala 
1 



tct ctt ggc etc caa ctt gtg ggc tac ate eta ggc ctt ctg ggg ctt 284 
Ser Leu Gly Leu Gin Leu Val Gly Tyr lie Leu Gly Leu Leu Gly Leu 

5 10 15 

ttg ggc aca ctg gtt gcc atg ctg etc ccc age tgg aaa aca agt tct 332 
Leu Gly Thr Leu Val Ala Met Leu Leu Pro Ser Trp Lys Thr Ser Ser 

20 25 30 



2 2 2 
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11-194179 ! 



tat gtc ggt gcc age att gtg aca gca gtt ggc ttc tec aag ggc etc 380 
Tyr Val Gly Ala Ser He Val Thr Ala Val Gly Phe Ser Lys Gly Leu 
35 40 45 50 



tgg atg gaa tgt gcc aca cac age aca ggc ate acc cag tgt gac ate 428 
Trp Met Glu Cys Ala Thr His Ser Thr Gly He Thr Gin Cys Asp He 

55 60 65 



tat age acc ctt ctg ggc ctg ccc get gac ate cag get gcc cag gcc 476 

Tyr Ser Thr Leu Leu Gly Leu Pro Ala Asp He Gin Ala Ala Gin Ala 

70 75 80 

atg atg gtg aca tec agt gca ate tec tec ctg gcc tgc att ate tct 524 

MetMet Val~Thr Ser Ser Ala He Ser Ser Leu Ala Cys He He Ser 

85 90 95 



gtg gtg ggc atg aga tgc aca gtc ttc tgc cag gaa tec cga gcc aaa 572 
Val Val Gly Met Arg Cys Thr Val Phe Cys Gin Glu Ser Arg Ala Lys 
100 105 110 



-gac^aga -gjtg^geg„ gta^gca „gg^gga^ ,620- 

Asp Arg Val Ala Val Ala Gly Gly Val Phe Phe He Leu Gly Gly Leu 
115 120 125 130 



ctg gga ttc att cct gtt gcc tgg aat ctt cat ggg ate eta egg gac 668 
Leu Gly Phe lie Pro Val Ala Trp Asn Leu His Gly He Leu Arg Asp 

135 140 145 



ttc tac tea cca ctg gtg cct gac age atg aaa ttt gag att gga gag 716 



2 2 3 
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Phe Tyr Ser Pro Leu Val Pro Asp Ser Met Lys Phe Glu He Gly Glu 

150 155 160 

get ctt tac ttg ggc att att tct tec ctg ttc tec ctg ata get gga 764 
Ala Leu Tyr Leu Gly He He Ser Ser Leu Phe Ser Leu He Ala Gly 
165 170 175 

ate ate etc tgc ttt tec tgc tea tec cag aga aat cgc tec aac tac 812 
He He Leu Cys Phe Ser Cys Ser Ser Gin Arg Asn Arg Ser Asn Tyr 
180 185 190 

tac gat gec tac caa gec caa cct ctt gec aca agg age tct cca agg 860 
Tyr Asp Ala Tyr Gin Ala Gin Pro Leu Ala Thr Arg Ser Ser Pro Arg 

195 200 205 210 

cct ggt caa cct ccc aaa gtc aag agt gag ttc aat tec tac age ctg 908 
Pro Gly Gin Pro Pro Lys Val Lys Ser Glu Phe Asn Ser Tyr Ser Leu 

215 220 225 

aca ggg tat gtg tgaagaacca ggggecagag ctggggggtg gctgggtctg 960 

Jhr-Glv--T.vr-V.al _ 

230 

tgaaaaacag tggacagcac cccgagggcc acaggtgagg gacactacca ctggatcgtg 1020 
tcagaaggtg ctgctgagga tagactgact ttggccattg gattgagcaa aggcagaaat 1080 
gggggctagt gtaacagcat gcaggttgaa ttgccaagga tgctcgccat gccagccttt 1140 

2 2 4 ffiE#2 0 0 0- 3 0 6 2 5 2 2 
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ctgttttcct caccttgctg ctcccctgcc ctaagtcccc aaccctcaac ttgaaacccc 1200 

attcccttaa gccaggactc agaggatccc tttgccctct ggtttacctg ggactccatc 1260 

cccaaaccca ctaatcacat cccactgact gaccctctgt gatcaaagac cctctctctg 1320 

gctgaggttg gctcttagct cattgctggg gatgggaagg agaagcagtg gcttttgtgg 1380 

gcattgctct aacctacttc tcaagcttcc ctccaaagaa actgattggc cctggaacct 1440 

ccatcccact cctgttatga ctccacagtg tccagactaa tttgtgcatg aactgaaata 1500 

aaaccatcct acggtatcca gggaacagaa agcaggatgc aggatgggag gacaggaagg 1560 

cagcctggga catttaaaaa attaaaaatg aaaaaaaaac ccagaaccca tttctcaggg 1620 

cactttccag aattctctca tatttgtggg ctgggatcaa gcctgcagct tgaggaaagc 1680 

acaaggaaag gaaagaagat ctggtggaaa gctcaggtgg cagcggactc tgactccact 1740 

^ ^^^^ ^^^^^^^ ^^^^ ^^^^^^^^^^^^ ^^^^ ^^^^^^^^^^^^ ^^^ 

gcacctgacc tggcctcttg cctaaaccac aaggctaagg gctatagaca atggtttcct 1860 

taggaacagt aaaccagttt ttctagggat ggcccttggc tgggggatga cagtgtggga 1920 

gctgtggggt actgaggaag acaccattcc ttgacggtgt ctaagaagcc aggtggatgt 1980 

gtgtggtggc tccagtgggt gtttctactc tgccagtgag aggcagcccc ctagaaactc 2040 

2 2 5 ffiSE# 2000-306 2522 
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ttcaggcgta atggaaaatc agctcaaatg agatcaggcc cccccagggt ccacccacag 2100 

agcactacag agcctctgaa agaccatagc accaagcgag ccccttcaga ttcccccact 2160 

gtccatcgga agatgctcca gagtggctag agggcatcta agggctccag catggcatat 2220 

ccatgcccac ggtgctgtgt ccatgatctg agtgatagct gcactgctgc ctgggattgc 2280 

agctgaggtg ggagtggaga atggttccca ggaagacagt tccacctcta aggtccgaaa 2340 

atgttccctt taccctggag tgggagtgag gggtcataca ccaaaggtat tttccctcac 2400 

cagtctaggc atgactggct tctgaaaaat tccagcacac ctcctcgaac ctcattgtca 2460 

gcagagaggg cccatctgtt gtctgtaaca tgcctttcac atgtccacct tcttgccatg 2520 

ttccagctgc tctcccaacc tggaaggccg tctcccctta gccaagtcct cctcaggctt 2580 

ggagaacttc ctcagcgtca cctccttcat tgagccttct ctgatcaccc catccctctc 2640 



ctacccctcc ctcccccaac cctcaatgta taaattgctt cttgatgctt agcattcaca 2700 



atttttgatt gatcgttatt tgtgtgtgtg tgtccgatct cacaagtata ttgtaaaccc 2760 
ttcggtgggt gggggccata tcctagacct ctctgtatcc cccagactat ctgtaacagt 2820 
gccaggcaca cagtaggtga tcaataaaca cttgttgatt gag 2863 



2 2 6 fflflEW 2000-3062522 
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<210> 52 
<211> 230 
<212> PRT 

<213> Homo sapiens 



<400> 52 

Met Ala Ser Leu Gly Leu Gin Leu Val Gly Tyr He Leu Gly Leu Leu 

15 10 15 

Gly Leu Leu Gly Thr Leu Val Ala Met Leu Leu Pro Ser Trp Lys Thr 

20 25 30 

Ser Ser Tyr Val Gly Ala Ser He Val Thr Ala Val Gly Phe Ser Lys 

35 40 45 

Gly Leu Trp Met Glu Cys Ala Thr His Ser Thr Gly He Thr Gin Cys 

50 55 60 

Asp He Tyr Ser Thr Leu Leu Gly Leu Pro Ala Asp He Gin Ala Ala 

Gin Ala Met Met Val Thr Ser Ser Ala He Ser Ser Leu Ala Cys lie 

85 90 95 

lie Ser Val Val Gly Met Arg Cys Thr Val Phe Cys Gin Glu Ser Arg 

100 105 110 



Ala Lys Asp Arg Val Ala Val Ala Gly Gly Val Phe Phe lie Leu Gly 



2 2 7 
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115 120 125 

Gly Leu Leu Gly Phe He Pro Val Ala Trp Asn Leu His Gly He Leu 

130 135 140 

Arg Asp Phe Tyr Ser Pro Leu Val Pro Asp Ser Met Lys Phe Glu He 

145 150 155 160 

Gly Glu Ala Leu Tyr Leu Gly He lie Ser Ser Leu Phe Ser Leu lie 

165 170 175 

Ala Gly lie He Leu Cys Phe Ser Cys Ser Ser Gin Arg Asn Arg Ser 

180 185 190 

Asn Tyr Tyr Asp Ala Tyr Gin Ala Gin Pro Leu Ala Thr Arg Ser Ser 

195 200 205 

Pro Arg Pro Gly Gin Pro Pro Lys Val Lys Ser Glu Phe Asn Ser Tyr 

210 215 220 

Seii„LeuJhr_jG.LyJTyr-J^J = ^ 

225 230 

<210> 53 
<211> 1931 
<212> DNA 

<213> Homo sapiens 

2 2 8 2000-3062522 
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<220> 

<221> CDS 

<222> (32).. (1423) 



<400> 53 

gcggtcacgt gactgctgcg ggccagccaa g atg gcg gcc tea tgc ttg gtc 

Met Ala Ala Ser Cys Leu Val 
1 5 



ctg ctg gcg ctg tgt ctg ctg ctg ccg ctg ctg ctg ctg gga gga tgg 100 

Leu Leu Ala Leu Cys Leu Leu Leu Pro Leu Leu Leu Leu Gly Gly Trp 

10 15 20 

aag cgc tgg cgc egg ggg egg gcg gcc egg cat gta gta gcg gtg gtg 148 

Lys Arg Trp Arg Arg Gly Arg Ala Ala Arg His Val Val Ala Val Val 

25 30 35 

ctg ggc gac gtg ggc cgc age ccc cgt atg cag tac cac gcg ctg teg 196 

Leu Gly Asp Val Gly Arg Ser Pro Arg Met Gin Tyr His Ala Leu Ser 

40 45 50 55 

ttg gcc atg cac ggc ttc teg gtg ace etc ctg ggg ttc tgc aac tec 244 

Leu Ala Met His Gly Phe Ser Val Thr Leu Leu Gly Phe Cys Asn Ser 

60 65 70 



aaa ccc cat gat gag etc ttg cag aac aac aga att cag att gtg ggg 292 
Lys Pro His Asp Glu Leu Leu Gin Asn Asn Arg lie Gin lie Val Gly 

75 80 85 



2 2 9 
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ttg aca gaa ctt cag agt ctt gca gtt ggg ccc egg gtt ttc cag tac 340 
Leu Thr Glu Leu Gin Ser Leu Ala Val Gly Pro Arg Val Phe Gin Tyr 
90 95 100 

gga gtc aaa gtt gta ctt cag get atg tac ttg ctg tgg aag ctg atg 388 
Gly Val Lys Val Val Leu Gin Ala Met Tyr Leu Leu Trp Lys Leu Met 
105 110 115 

tgg agg gag cca ggt gee tat ate ttt etc cag aac ccc cca ggt ctg 436 
Trp Arg Glu Pro Gly Ala Tyr He Phe Leu Gin Asn Pro Pro Gly Leu 

120 125 130 135 

ccg age att get gtc tgc tgg ttc gtg ggc tgc ctt tgt gga age aag 484 
Pro Ser He Ala Val Cys Trp Phe Val Gly Cys Leu Cys Gly Ser Lys 
140 145 150 

etc gtc att gac tgg cac aac tat ggc tac tec ate atg ggt ctg gtg 532 
Leu Val He Asp Trp His Asn Tyr Gly Tyr Ser lie Met Gly Leu Val 
155 160 165 

cat ggc ccc aac c at ccc etc gtt ctg ct g gee aag tgg tac gag aag 580 

His Gly Pro Asn His Pro Leu Val Leu Leu Ala Lys Trp Tyr Glu Lys 
170 175 180 

ttc ttt ggg cgc ctg tec cac ctg aac ctg tgt gtt ace aat get atg 628 
Phe Phe Gly Arg Leu Ser His Leu Asn Leu Cys Val Thr Asn Ala Met 
185 190 195 

cga gaa gac ctg gcg gat aac tgg cac ate agg get gtg ace gtc tac 676 

' 2 3 0 ffilE^ 2000-3062522 



11-194179 

Arg Glu Asp Leu Ala Asp Asn Trp His He Arg Ala Val Thr Val Tyr 

200 205 210 215 

gac aag ccc gca tct ttc ttt aaa gag aca cct ctg gac ctg cag cac 724 
Asp Lys Pro Ala Ser Phe Phe Lys Glu Thr Pro Leu Asp Leu Gin His 

220 225 230 

egg etc ttc atg aag ctg ggc age atg cac tct ccg ttc agg gec cgc 772 
Arg Leu Phe Met Lys Leu Gly Ser Met His Ser Pro Phe Arg Ala Arg 

235 240 245 

tea gaa cct gag gac cca gtc acg gag egg teg gee ttc acg gag egg 820 
Ser Glu Pro Glu Asp Pro Val Thr Glu Arg Ser Ala Phe Thr Glu Arg 

250 255 260 

gat get ggg age ggg ctg gtg acg cgt etc cgt gag egg cca gee ctg 868 
Asp Ala Gly Ser Gly Leu Val Thr Arg Leu Arg Glu Arg Pro Ala Leu 

265 270 275 



ctg gtc age age acg age tgg aca gag gac gaa gac ttc tec ate ctg 916 

i-USer— Ser— Thr...Ser- Trp-Thr. „G 1 u. Asp . G 1 u Asp Phe..Ser.„ lie. Leu. 
280 285 290 295 



ctg gca get tta gaa aag ttt gaa caa ctg act ctt gat gga cac aac 964 
Leu Ala Ala Leu Glu Lys Phe Glu Gin Leu Thr Leu Asp Gly His Asn 

300 305 310 



ctt cct tct etc gtc tgt gtg ata aca ggc aaa ggg cct ctg agg gag 1012 
Leu Pro Ser Leu Val Cys Val He Thr Gly Lys Gly Pro Leu Arg Glu 



2 3 1 
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315 320 325 

tat tat age cgc etc ate cac cag aag cac ttc cag cac ate cag gtc 1060 
Tyr Tyr Ser Arg Leu He His Gin Lys His Phe Gin His He Gin Val 

330 335 340 

tgc ace ccc tgg ctg gag gec gag gac tac ccc ctg ctt eta ggg teg 1108 
Cys Thr Pro Trp Leu Glu Ala Glu Asp Tyr Pro Leu Leu Leu Gly Ser 

345 350 355 

gcg gac ctg ggt gtc tgt ctg cac acg tec tec agt ggc ctg gac ctg 1156 
Ala Asp Leu Gly Val Cys Leu His Thr Ser Ser Ser Gly Leu Asp Leu 

360 365 370 375 

ccc atg aag gtg gtg gac atg ttt ggg tgc tgt ttg cct gtg tgt get 1204 
Pro Met Lys Val Val Asp Met Phe Gly Cys Cys Leu Pro Val Cys Ala 

380 385 390 

gtg aac ttc aag tgt tta cat gag ctg gtg aaa cat gaa gaa aat ggc 1252 
Val Asn Phe Lys Cys Leu His Glu Leu Val Lys His Glu Glu Asn Gly 

= 395 400 -j&flL 

ctg gtc ttt gag gac tea gag gaa ctg gca get cag ctg cag atg ctt 1300 
Leu Val Phe Glu Asp Ser Glu Glu Leu Ala Ala Gin Leu Gin Met Leu 

410 415 420 

ttc tea aac ttt cct gat cct gcg ggc aag eta aac cag ttc egg aag 1348 
Phe Ser Asn Phe Pro Asp Pro Ala Gly Lys Leu Asn Gin Phe Arg Lys 

425 430 435 
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aac ctg egg gag teg cag cag etc cga tgg gat gag age tgg gtg cag 1396 
Asn Leu Arg Glu Ser Gin Gin Leu Arg Trp Asp Glu Ser Trp Val Gin 
440 445 450 455 

act gtg etc cct ttg gtt atg gac aca taactcctgg gecagagget 1443 
Thr Val Leu Pro Leu Val Met Asp Thr 
460 

aaaaccccag gacccctgct gtccttcccg cagcttcttc ttggagtctc agggcaaacc 1503 
ctttcgagca gcacctccca gtggccagaa gctgaaatga cagcagtggt actgcctggt 1563 
aaaagaattg gttctgtgac cegggaaget ttggttggcc ttgatttctt ctctggaggc 1623 
ttggaaacgc ttcctctctt cttctgttct tcacgcccca tgcccctgct agegtattae 1683 
tgttctgtga cttccctgtg acctctgcag aactcctcat cctgcgtttg gtctccaggt 1743 
gtcccctttc tgccgtgttc ctaacatttt gattcctgtc ttgaaaaaag cacctgctgc 1803 
accgtaagcc cagggatgtg geagctgeag egggcttgge tttgtgagga actgagtgtg 1863 
tccacgttgg gggaacatca tacttgatac acacgttttt atttgeacaa agaaaatget 1923 
gtttttgg 1931 

<210> 54 

2 3 3 2000-3062522 
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<211> 464 
<212> PRT 

<213> Homo sapiens 
<400> 54 

Met Ala Ala Ser Cys Leu Val Leu Leu Ala Leu Cys Leu Leu Leu Pro 

1 " 5 10 15 

Leu Leu Leu Leu Gly Gly Trp Lys Arg Trp Arg Arg Gly Arg Ala Ala 

20 25 30 

Arg His Val Val Ala Val Val Leu Gly Asp Val Gly Arg Ser Pro Arg 

35 40 45 

Met Gin Tyr His Ala Leu Ser Leu Ala Met His Gly Phe Ser Val Thr 

50 55 60 

Leu Leu Gly Phe Cys Asn Ser Lys Pro His Asp Glu Leu Leu Gin Asn 

65 70 75 80 

;Ag^^^^^^^y^^^^Gl^^^^^^^L^^^^^S^r^^ Ala Val 
85 90 95 

Gly Pro Arg Val Phe Gin Tyr Gly Val Lys Val Val Leu Gin Ala Met 

100 105 110 

Tyr Leu Leu Trp Lys Leu Met Trp Arg Glu Pro Gly Ala Tyr He Phe 

115 120 125 

2 3 4 ffi$E#2 O O 0 - 3 O 6 2 5 2 2 
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m 



Leu Gin Asn Pro Pro Gly Leu Pro Ser He Ala Val Cys Trp Phe Val 

130 135 140 

Gly Cys Leu Cys Gly Ser Lys Leu Val He Asp Trp His Asn Tyr Gly 
145 150 155 160 

Tyr Ser He Met Gly Leu Val His Gly Pro Asn His Pro Leu Val Leu 
165 170 175 

Leu Ala Lys Trp Tyr Glu Lys Phe Phe Gly Arg Leu Ser His Leu Asn 
180 185 190 

Leu Cys Val Thr Asn Ala Met Arg Glu Asp Leu Ala Asp Asn Trp His 

195 200 205 

He Arg Ala Val Thr Val Tyr Asp Lys Pro Ala Ser Phe Phe Lys Glu 

210 215 220 

Thr Pro Leu Asp Leu Gin His Arg Leu Phe Met Lys Leu Gly Ser Met 

225 230 235 240 

His Ser Pro Phe Arg Ala Arg Ser Glu Pro Glu Asp Pro Val Thr Glu 

245 250 255 

Arg Ser Ala Phe Thr Glu Arg Asp Ala Gly Ser Gly Leu Val Thr Arg 

260 265 270 



Leu Arg Glu Arg Pro Ala Leu Leu Val Ser Ser Thr Ser Trp Thr Glu 

275 280 285 
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Asp Glu Asp Phe Ser He Leu Leu Ala Ala Leu Glu Lys Phe Glu Gin 

290 295 300 

Leu Thr Leu Asp Gly His Asn Leu Pro Ser Leu Val Cys Val He Thr 

305 310 315 320 

Gly Lys Gly Pro Leu Arg Glu Tyr Tyr Ser Arg Leu lie His Gin Lys 

325 330 335 

His Phe Gin His He Gin Val Cys Thr Pro Trp Leu Glu Ala Glu Asp 

340 345 350 

Tyr Pro Leu Leu Leu Gly Ser Ala Asp Leu Gly Val Cys Leu His Thr 

355 360 365 

Ser Ser Ser Gly Leu Asp Leu Pro Met Lys Val Val Asp Met Phe Gly 

370 375 380 

Cys Cys Leu Pro Val Cys Ala Val Asn Phe Lys Cys Leu His Glu Leu 

.335 _ - ■■■390 395 ^ 4 00, 



Val Lys His Glu Glu Asn Gly Leu Val Phe Glu Asp Ser Glu Glu Leu 
405 410 415 

Ala Ala Gin Leu Gin Met Leu Phe Ser Asn Phe Pro Asp Pro Ala Gly 

420 425 430 

Lys Leu Asn Gin Phe Arg Lys Asn Leu Arg Glu Ser Gin Gin Leu Arg 



2 3 6 
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435 



440 



445 



Trp Asp Glu Ser Trp Val Gin Thr Val Leu Pro Leu Val Met Asp Thr 

450 455 460 



<210> 55 
<211> 1717 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12).. (593) 

<400> 55 

ggctcgcagc c atg gcg gcc gcc gcg etc cca gca tgg ctg tct ctg cag 50 

Met Ala Ala Ala Ala Leu Pro Ala Trp Leu Ser Leu Gin 

1 5 10 

rteg^^g-gca^gg~ac.t-ctg~cgt~g^ 

Ser Arg Ala Arg Thr Leu Arg Ala Phe Ser Thr Ala Val Tyr Ser Ala 

15 20 25 

act ccg gtc ccg aca cct age ctg ccg gaa aga aca ccc gga aat gaa 146 
Thr Pro Val Pro Thr Pro Ser Leu Pro Glu Arg Thr Pro Gly Asn Glu 

30 35 40 45 

agg cca cca aga aga aag gca eta cct cct agg aca gag aaa atg get 194 



2 3 7 
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Arg Pro Pro Arg Arg Lys Ala Leu Pro Pro Arg Thr Glu Lys Met Ala 

50 55 60 

gtt gac cag gac tgg cct agt gtt tac cca gtt gca gca cca ttt aaa 242 
Val Asp Gin Asp Trp Pro Ser Val Tyr Pro Val Ala Ala Pro Phe Lys 

65 70 75 

ccc tct gca gta cct ctt cct gtt cga atg ggt tat cca gta aaa aag 290 
Pro Ser Ala Val Pro Leu Pro Val Arg Met Gly Tyr Pro Val Lys Lys 

80 85 90 

ggc gtg ccc atg gca aag gag gga aat eta gaa ctt tta aag att ccc 338 
Gly Val Pro Met Ala Lys Glu Gly Asn Leu Glu Leu Leu Lys He Pro 

95 100 105 

aat ttt ctg cat ttg act cct gta gca att aaa aag cac tgt gaa gec 386 
Asn Phe Leu His Leu Thr Pro Val Ala He Lys Lys His Cys Glu Ala 
110 115 120 125 

ctt aaa gat ttt tgc act gag tgg cca gec gca ctg gac agt gac gag 434 

J^eu^Las^Asp^Rhe-Cys-Thr— GJji-Txp-Er.o^Ai.a^A.la^eji^Ag.p^JSgr^AsB^.G.l.u ==== 
130 135 140 

aaa tgt gag aag cat ttt cca att gaa att gac age act gat tat gtt 482 
Lys Cys Glu Lys His Phe Pro lie Glu He Asp Ser Thr Asp Tyr Val 

145 150 155 

tea tea gga cca tct gtt egg aac ccc aga gca cga gta gta gtc tta 530 
Ser Ser Gly Pro Ser Val Arg Asn Pro Arg Ala Arg Val Val Val Leu 

2 3 8 M2OO 0 - 3 0 6 2 5 2 2 
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160 



165 



170 



aga gtg ccc ttt aag gag gca gaa tta cga tta tgc agt gta tct act 578 
Arg Val Pro Phe Lys Glu Ala Glu Leu Arg Leu Cys Ser Val Ser Thr 



aac agt gtt ata cca tgagtcttgg aatactgaag aatgggaaaa aagtaagact 633 
Asn Ser Val lie Pro 



gaagcagaca tggaagagta tatatgggaa aatagctcat cagaaagaaa tatcctggaa 693 



acgcttctcc agatgaaagc tgctgagaaa aatatggaaa taaataaaga agagctcctt 753 



ggtactaaag aaattgaaga gtacaaaaag tctgttgtta gtcttaaaaa tgaggaggaa 813 
aatgaaaatt ccatttctca gtacaaagaa tccgtgaaga gactattaaa tgtgacatga 873 



attatggagt agaaaaatct gcttgattta ttaattttat gatatatgtg atcagtatct 933 



^^^^^^ ^^^^^^^^^ ^^^^^^^^^^^^^^^^^^^^^^^ ^^^^^^^ 
ttccctcata ctaatgcgta atggcaatga ttactccaga gttttttaat ttttacactg 1053 



gggcaataga ctaggaggtc tctgatttct tcttggtcta aagtgttttg attttatttc 1113 



tacataatag ctttggtatt catgtatata catgcattta attgtgattt tatcaccttt 1173 



cccatttctt tccccacaag ctggcatttc agtagttgct tttgaataat ggttttggtt 1233 



175 



180 • 



185 



190 



2 3 9 
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acctgggaag gcaggcccag aacccatttc cttgacttgc agttccgggc tgtgttcaca 1293 
tgactgctgt ctagctgatg catttttcac atttgtcaac tctggttaga aacaggtcct 1353 
caggagtatt ctctaacctg atattttcta aaaagatatg ttgattcaac tttgtttagc 1413 
atcctacttt ctagattgtg gggctcattt tgccagggcc aagctaccag aaaagtagaa 1473 
gtggagatta cctggtatgt atctctctgg gtgccccagt tagagctgcc acagctcagg 1533 
aaaaagatga ggcataacga ccttgaatgt aattggagta agtgacaaaa taagaactac 1593 
cctgggaaac cctgcattca atgtagctgt caattcagta tttttaagta cacctgtcag 1653 
ctgtttctta ccacttcgat ggttgtgatt aatttaaaat caaaataaag gaattactga 1713 
gttt 1717 

;^0>~5&~ .-..--^^ — - --- ' - - - — - 

<211> 194 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Ala Ala Ala Ala Leu Pro Ala Trp Leu Ser Leu Gin Ser Arg Ala 
1 5 10 15 
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Arg Thr Leu Arg Ala Phe Ser Thr Ala Val Tyr Ser Ala Thr Pro Val 

20 25 30 

Pro Thr Pro Ser Leu Pro Glu Arg Thr Pro Gly Asn Glu Arg Pro Pro 

35 40 45 

Arg Arg Lys Ala Leu Pro Pro Arg Thr Glu Lys Met Ala Val Asp Gin 

50 55 60 

Asp Trp Pro Ser Val Tyr Pro Val Ala Ala Pro Phe Lys Pro Ser Ala 

65 70 75 80 

Val Pro Leu Pro Val Arg Met Gly Tyr Pro Val Lys Lys Gly Val Pro 

85 90 95 

Met Ala Lys Glu Gly Asn Leu Glu Leu Leu Lys He Pro Asn Phe Leu 

100 105 110 

His Leu Thr Pro Val Ala He Lys Lys His Cys Glu Ala Leu Lys Asp 

115 .120 125 



Phe Cys Thr Glu Trp Pro Ala Ala Leu Asp Ser Asp Glu Lys Cys Glu 

130 135 140 

Lys His Phe Pro lie Glu He Asp Ser Thr Asp Tyr Val Ser Ser Gly 

145 150 155 160 

Pro Ser Val Arg Asn Pro Arg Ala Arg Val Val Val Leu Arg Val Pro 

165 170 175 



2 4 1 
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i 



Phe Lys Glu Ala Glu Leu Arg Leu Cys Ser Val Ser Thr Asn Ser Val 
180 185 190 



lie Pro 



<210> 57 
<211> 2510 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (94).. (951) 

<400> 57 

ttgtatgata aggcaggtaa agtgaggaaa catgcaactg aacaggaaaa aactgaagag 60 

^g^l^a^^^^aa^^aj^ajg^^g^^^^^ajg^^g^a^g^^g^a^g^^^^^g^^^^ , 

Met Leu Met Leu Met Leu Leu 
1 5 

atg atg ttt get gtc cac tgt acc tgg gtc aca age aat gec tac tct 162 
Met Met Phe Ala Val His Cys Thr Trp Val Thr Ser Asn Ala Tyr Ser 

10 15 20 

agt cca agt gta gtc ctg gec tea tac aat cat gat ggc acc agg aat 210 

2 4 2 ffJ3E# 2000-3062522 
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Ser Pro Ser Val Val Leu Ala Ser Tyr Asn His Asp Gly Thr Arg Asn 

25 30 35 

ate tta gat gat ttt aga gaa get tac ttt tgg eta agg caa aat aca 258 

He Leu Asp Asp Phe Arg Glu Ala Tyr Phe Trp Leu Arg Gin Asn Thr 

40 45 50 55 



gat gaa cat gca cga gta atg tct tgg tgg gat tat ggc tat cag ata 306 
Asp Glu His Ala Arg Val Met Ser Trp Trp Asp Tyr Gly Tyr Gin He 

60 65 70 



get gga atg get aat aga act acg ttg gtg gat aat aac acc tgg aat 354 
Ala Gly Met Ala Asn Arg Thr Thr Leu Val Asp Asn Asn Thr Trp Asn 

75 80 85 



aac age cac ata gca ctg gtg gga aaa get atg tct tct aat gaa aca 
Asn Ser His He Ala Leu Val Gly Lys Ala Met Ser Ser Asn Glu Thr 
90 95 100 



402 



450 




att ttt gga ggg gtt att ggc tat tct ggt gat gat ate aac aaa ttt 498 
He Phe Gly Gly Val lie Gly Tyr Ser Gly Asp Asp He Asn Lys Phe 

120 125 130 135 

etc tgg atg gtt agg ata get gaa gga gaa cat ccc aaa gac att egg 546 
Leu Trp Met Val Arg He Ala Glu Gly Glu His Pro Lys Asp He Arg 

2 4 3 ffii£#2 0 0 0 - 3 0 6 2 5 2 2 
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140 145 150 

gaa agt gac tat ttt acc cca cag gga gaa ttc cgt gta gac aaa gca 594 
Glu Ser Asp Tyr Phe Thr Pro Gin Gly Glu Phe Arg Val Asp Lys Ala 

155 160 165 

gga tec cct act ttg ttg aat tgc ctt atg tat aaa atg tea tac tac 642 

Gly Ser Pro Thr Leu Leu Asn Cys Leu Met Tyr Lys Met Ser Tyr Tyr 
170 175 180 

aga ttt gga gaa atg cag ctg gat ttt cgt aca ccc cca ggt ttt gac 690 

Arg Phe Gly Glu Met Gin Leu Asp Phe Arg Thr Pro Pro Gly Phe Asp 

185 190 195 

cga aca cgt aat get gag att gga aat aag gac att aaa ttc aaa cat 738 

Arg Thr Arg Asn Ala Glu He Gly Asn Lys Asp lie Lys Phe Lys His 

200 205 210 215 

ttg gaa gaa gee ttt aca tea gaa cac tgg ctt gtt agg ata tat aaa 786 

Leu Glu Glu Ala Phe Thr Ser Glu His Trp Leu Val Arg He Tyr Lys 

220— — - - 22K 230 



gta aaa gca cct gat aac agg gag aca tta gat cac aaa cct cga gtc 834 

Val Lys Ala Pro Asp Asn Arg Glu Thr Leu Asp His Lys Pro Arg Val 

235 240 245 

acc aac att ttc cca aaa cag aag tat ttg tea aag aag act acc aaa 882 

Thr Asn He Phe Pro Lys Gin Lys Tyr Leu Ser Lys Lys Thr Thr Lys 

250 255 260 

2 4 4 2000-3062522 
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agg aag cgt ggc tac att aaa aat aag ctg gtt ttt aag aaa ggc aag 930 
Arg Lys Arg Gly Tyr He Lys Asn Lys Leu Val Phe Lys Lys Gly Lys 

265 270 275 

aaa ata tct aag aag act gtt taaatgcact gttctggttc ctaacttgaa 981 
Lys lie Ser Lys Lys Thr Val 

280 285 

gcagttgtcc ttgtgagaac cggtctttgc ctttagctca tgtcgtgttt cacagcaaag 1041 
agggtacaga accatcactg gtccaggtta atgtacaaaa ttttctggca atgcctgatt 1101 
aaaaaaataa aattggcttg ttgagaacag ctgttttcga tttctaatgt gaagcaagac 1161 
agagcactgc tgtaaatgtc tagcagcaga tttttttttt attggtacat attatccttc 1221 
aaatctgaga atttggacta actgcaccaa agaaccctct aatttggtcc ctggcacatg 1281 
catacttgtc aatgttttta ttcttttaca agacctgcat tttatttgaa ttacccgaat 1341 
agcaatatgt aaaatacaag tgacaaaatg tgatgagagc ttcttgaacc ggtaaactag 1401 
tacaggtctg agaaagacat attagaagaa tcattatact tccttgaatt atatttattt 1461 
tcatgtttct ctaatgcaaa gaatgtttca tcaaatgtat attttctgtt gcttactgtt 1521 
tgctctggga agaagctgct gtttcaaaga tggacctctg agtagctaat tgattcaagt 1581 



2 4 5 ffi$E# 2000-3062522 
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agttttttta tgttgacaca ttattactgc tgttagcagt cgttttcacc aggtacttac 1641 
agagcagatt tcatacatca ttcattcaag ggctaaattt atattttttg gaaatcatgg 1701 
caactacaca ggatgttgct taccaggacg gagttttggt atcttagtac tgaagttagc 1761 
actatgttta catgcaaaag attaaggaaa aaacccttaa agtggacagg tatccaaagt 1821 
tcattttctg tgactcatca aagtgacaaa agacttgtaa caactttgcc tggacttttt 1881 
tcattttaca acagttcatc cattcacaat gattttgttc tctgctccat attttttaat 1941 
cccttaagca tttgatgaaa cactctttag tgctatatgc attttcttac ttttgttaaa 2001 
aatgtgacaa ttgtcaaaaa atgcactaaa atgtaaatgg agattgaaca agttcacttt 2061 
ccagcttata ggcaacttta tacagacttg aacattttct ccagttgttt agtaaaagtg 2121 
aaagagaaag ggtttttcct gccacaggat ataacttttt tttatataac aagcataaca 2181 
^caccac.tgc.t^U.tgg^ , ~ 

atttacaata ttcagtgaga atgttactgc tgattttctt ttccaaggtg tagaatattc 2301 
tttgatttat agaattcatt tttgacccag atgatggttc ctttacagaa caataaaatg 2361 
gctgaacatt ttcacaaata gagtgtaacg aagtctggat ttctgatacc ttgtcatttg 2421 

ggggatttta ttttactttg ttgctttaaa attcaatgca gagaagttgt tgactgtagg 2481 

2 4 6 £BlI# 2000-3062522 
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ggaaataaag ttaattcaaa ttttgtgtt 2510 



<210> 58 
<211> 286 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Leu Met Leu Met Leu Leu Met Met Phe Ala Val His Cys Thr Trp 
1 5 10 15 

Val Thr Ser Asn Ala Tyr Ser Ser Pro Ser Val Val Leu Ala Ser Tyr 

20 25 30 

Asn His Asp Gly Thr Arg Asn He Leu Asp Asp Phe Arg Glu Ala Tyr 

35 40 45 

Phe Trp Leu Arg Gin Asn Thr Asp Glu His Ala Arg Val Met Ser Trp 

.55 - 60 

Trp Asp Tyr Gly Tyr Gin He Ala Gly Met Ala Asn Arg Thr Thr Leu 

65 70 75 80 



Val Asp Asn Asn Thr Trp Asn Asn Ser His He Ala Leu Val Gly Lys 

85 90 95 



Ala Met Ser Ser Asn Glu Thr Ala Ala Tyr Lys He Met Arg Thr Leu 

2 4 7 ffitl# 2 0 0 0 - 3 0 6 2 5 2 2 



#32- 11-194179 
100 105 110 

Asp Val Asp Tyr Val Leu Val He Phe Gly Gly Val He Gly Tyr Ser 

115 120 125 

Gly Asp Asp He Asn Lys Phe Leu Trp Met Val Arg lie Ala Glu Gly 

130 135 140 

Glu His Pro Lys Asp He Arg Glu Ser Asp Tyr Phe Thr Pro Gin Gly 

145 150 155 160 

Glu Phe Arg Val Asp Lys Ala Gly Ser Pro Thr Leu Leu Asn Cys Leu 

165 170 175 

Met Tyr Lys Met Ser Tyr Tyr Arg Phe Gly Glu Met Gin Leu Asp Phe 
180 185 190 

Arg Thr Pro Pro Gly Phe Asp Arg Thr Arg Asn Ala Glu He Gly Asn 

195 200 205 

^s_A|jyJ^L^yih^L^yj^^||J&y^^^yyj^ Thr Ser GJLu His 
210 215 220 

Trp Leu Val Arg He Tyr Lys Val Lys Ala Pro Asp Asn Arg Glu Thr 

225 230 235 240 

Leu Asp His Lys Pro Arg Val Thr Asn He Phe Pro Lys Gin Lys Tyr 

245 250 255 



2 4 8 
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11-194179 

Leu Ser Lys Lys Thr Thr Lys Arg Lys Arg Gly Tyr lie Lys Asn Lys 

260 265 270 

Leu Val Phe Lys Lys Gly Lys Lys He Ser Lys Lys Thr Val 

275 280 285 



<210> 59 
<211> 3558 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (80).. (2704) 

<400> 59 

gtcccgcagt ggctggagcc ctgggcgctg caaagcgtgt cccgccgggt ccccgagcgt 60 

cccgcgccct cgccccgcc atg etc ctg ctg ctg ggg ctg tgc ctg ggg ctg 112 

^^Mejt^eu-Leu--Leu-I,eu-.G,Lv-Leu--C-VS-Leu-.G.Ly--Leu = ^ _ 

1 5 10 

tec ctg tgt gtg ggg teg cag gaa gag gcg cag age tgg ggc cac tct 160 
Ser Leu Cys Val Gly Ser Gin Glu Glu Ala Gin Ser Trp Gly His Ser 

15 20 25 

teg gag cag gat gga etc agg gtc ccg agg caa gtc aga ctg ttg cag 208 
Ser Glu Gin Asp Gly Leu Arg Val Pro Arg Gin Val Arg Leu Leu Gin 



2 4 9 
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11-194179 



30 35 40 

agg ctg aaa acc aaa cct ttg atg aca gaa ttc tea gtg aag tct acc 256 
Arg Leu Lys Thr Lys Pro Leu Met Thr Glu Phe Ser Val Lys Ser Thr 

45 50 55 

ate att tec cgt tat gee ttc act acg gtt ccc tgc aga atg ctg aac 304 
He lie Ser Arg Tyr Ala Phe Thr Thr Val Pro Cys Arg Met Leu Asn 

60 65 70 75 

aga get tct gaa gac cag gac att gag ttc cag atg cag att cca get 352 
Arg Ala Ser Glu Asp Gin Asp He Glu Phe Gin Met Gin He Pro Ala 

80 85 90 

gca get ttc ate acc aac ttc act atg ctt att gga gac aag gtg tat 400 
Ala Ala Phe lie Thr Asn Phe Thr Met Leu He Gly Asp Lys Val Tyr 
95 100 105 

cag ggc gaa att aca gag aga gaa aag aag agt ggt gat agg gta aaa 448 
Gin Gly Glu He Thr Glu Arg Glu Lys Lys Ser Gly Asp Arg Val Lys 

AAO _^5, 120. - ..^. . .„ ^ 

gag aaa agg aat aaa acc aca gaa gaa aat gga gag aag ggg act gaa 496 
Glu Lys Arg Asn Lys Thr Thr Glu Glu Asn Gly Glu Lys Gly Thr Glu 

125 130 135 

ata ttc aga get tct gca gtg att ccc age aag gac aaa gec gec ttt 544 
He Phe Arg Ala Ser Ala Val He Pro Ser Lys Asp Lys Ala Ala Phe 
140 145 150 155 

2 5 0 £BliE#2 0 0 0 - 3 0 6 2 5 2 2 



ff 5p i 1-19417 



m 



ttc ctg agt tat gag gag ctt ctg cag agg cgc ctg ggc aag tac gag 592 
Phe Leu Ser Tyr Glu Glu Leu Leu Gin Arg Arg Leu Gly Lys Tyr Glu 

160 165 170 

cac age ate age gtg egg ccc cag cag ctg tec ggg agg ctg age gtg 640 
His Ser He Ser Val Arg Pro Gin Gin Leu Ser Gly Arg Leu Ser Val 
175 180 185 

gac gtg aat ate ctg gag age gcg ggc ate gca tec ctg gag gtg ctg 688 
Asp Val Asn lie Leu Glu Ser Ala Gly He Ala Ser Leu Glu Val Leu 

190 195 200 

ccg ctt cac aac age agg cag agg ggc agt ggg cgc ggg gaa gat gat 736 
Pro Leu His Asn Ser Arg Gin Arg Gly Ser Gly Arg Gly Glu Asp Asp 

205 210 215 

tct ggg cct ccc cca tct act gtc att aac caa aat gaa aca ttt gee 784 
Ser Gly Pro Pro Pro Ser Thr Val He Asn Gin Asn Glu Thr Phe Ala 

220 225 230 235 



aac ata att ttt aaa cct act gta gta caa caa gee agg att gee cag 832 

Asn He lie Phe Lys Pro Thr Val Val Gin Gin Ala Arg He Ala Gin 

240 245 250 

aat gga ttt ttg gga gac ttt ate att aga tat gac gtc aat aga gaa 880 

Asn Gly Phe Leu Gly Asp Phe He He Arg Tyr Asp Val Asn Arg Glu 

255 260 265 



2 5 1 
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1 



11-194179 



cag age att ggg gac ate cag gtt eta aat ggc tat ttt gtg cac tac 928 
Gin Ser He Gly Asp He Gin Val Leu Asn Gly Tyr Phe Val His Tyr 

270 275 280 

ttt get cct aaa gac ctt cct cct tta ccc aag aat gtg gta ttc gtg 976 
Phe Ala Pro Lys Asp Leu Pro Pro Leu Pro Lys Asn Val Val Phe Val 

285 290 295 

ctt gac age agt get cct atg gtg gga acc aaa etc egg cag acc aag 1024 
Leu Asp Ser Ser Ala Pro Met Val Gly Thr Lys Leu Arg Gin Thr Lys 

300 305 310 315 

gat gec etc ttc aca att etc cat gac etc cga ccc cag gac cgt ttc 1072 
Asp Ala Leu Phe Thr He Leu His Asp Leu Arg Pro Gin Asp Arg Phe 

320 325 330 

agt ate att gga ttt tec aac egg ate aaa gta tgg aag gac cac ttg 1120 
Ser lie lie Gly Phe Ser Asn Arg lie Lys Val Trp Lys Asp His Leu 

335 340 345 

■ata-tca-g.tc^act-cea„gac„age»a:tfi^ Hj6jL.__ 
lie Ser Val Thr Pro Asp Ser lie Arg Asp Gly Asn Val Tyr He His 
350 355 360 

cat atg tea ccc act gga ggc aca gac ate aac ggg gee ctg cag agg 1216 
His Met Ser Pro Thr Gly Gly Thr Asp He Asn Gly Ala Leu Gin Arg 

365 370 375 

gec ate agg etc etc aac aag tac gtg gec cac agt ggc att gga gac 1264 

2 5 2 2000-3062522 



#5p 11-19417 



Ala He Arg Leu Leu Asn Lys Tyr Val Ala His Ser Gly He Gly Asp 

380 385 390 395 

egg age gtg tec etc ate gtc ttc ctg acg gat ggg aag ccc acg gtc 1312 
Arg Ser Val Ser Leu He Val Phe Leu Thr Asp Gly Lys Pro Thr Val 

400 405 410 

ggg gag acg cac acc etc aag ate etc aac aac ace cga gag gec gee 1360 
Gly Glu Thr His Thr Leu Lys He Leu Asn Asn Thr Arg Glu Ala Ala 

415 420 425 

cga ggc caa gtc tgc ate ttc acc att ggc ate ggc aac gac gtg gac 1408 
Arg Gly Gin Val Cys lie Phe Thr lie Gly He Gly Asn Asp Val Asp 

430 435 440 

ttc agg ctg ctg gag aaa ctg teg ctg gag aac tgt ggc etc aca egg 1456 
Phe Arg Leu Leu Glu Lys Leu Ser Leu Glu Asn Cys Gly Leu Thr Arg 

445 450 455 

cgc gtg cac gag gag gag gac gca ggc teg cag etc ate ggg ttc tac 1504 
JLE g„V.al^l.s^GLuJ]itt^ 



460 465 470 475 

gat gaa ate agg acc ccg etc etc tct gac ate cgc ate gat tat ccc 1552 

Asp Glu lie Arg Thr Pro Leu Leu Ser Asp He Arg He Asp Tyr Pro 

480 485 490 

ccc age tea gtg gtg cag gee acc aag acc ctg ttc ccc aac tac ttc 1600 

Pro Ser Ser Val Val Gin Ala Thr Lys Thr Leu Phe Pro Asn Tyr Phe 
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495 500 505 

aac ggc teg gag ate ate att gcg ggg aag ctg gtg gac agg aag ctg 1648 
Asn Gly Ser Glu He He He Ala Gly Lys Leu Val Asp Arg Lys Leu 

510 515 520 

gat cac ctg cac gtg gag gtc acc gec age aac agt aag aaa ttc ate 1696 
Asp His Leu His Val Glu Val Thr Ala Ser Asn Ser Lys Lys Phe He 

525 530 535 

ate ctg aag aca gat gtg cct gtg egg cct cag aag gca ggg aaa gat 1744 
He Leu Lys Thr Asp Val Pro Val Arg Pro Gin Lys Ala Gly Lys Asp 

540 545 550 555 

gtc aca gga age ccc agg cct gga ggc gat gga gag ggg gac ccc aac 1792 
Val Thr Gly Ser Pro Arg Pro Gly Gly Asp Gly Glu Gly Asp Pro Asn 

560 565 570 

cac ate gag cgt etc tgg age tac etc acc aca aag gag ctg ctg age 1840 
His He Glu Arg Leu Trp Ser Tyr Leu Thr Thr Lys Glu Leu Leu Ser 

- - ^525 = == ^ === ^ ,580 5B5 _^_ 



tec tgg ctg caa agt gac gat gaa ccg gag aag gag egg ctg egg cag 1888 
Ser Trp Leu Gin Ser Asp Asp Glu Pro Glu Lys Glu Arg Leu Arg Gin 

590 595 600 

egg gee cag gee ctg get gtg age tac cgc ttc etc act ccc ttc acc 1936 
Arg Ala Gin Ala Leu Ala Val Ser Tyr Arg Phe Leu Thr Pro Phe Thr 

605 610 615 
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1 1 — 19417 9' 



tec atg aag ctg agg ggg ccg gtc cca cgc atg gac ggc ctg gag gag 1984 
Ser Met Lys Leu Arg Gl.y Pro Val Pro Arg Met Asp Gly Leu Glu Glu 

620 625 630 635 

gec cac ggc atg teg get gee atg gga ccc gaa ccg gtg gtg cag age 2032 
Ala His Gly Met Ser Ala Ala Met Gly Pro Glu Pro Val Val Gin Ser 

640 645 650 

gtg cga gga get ggc acg cag cca gga cct ttg etc aag aag cca tac 2080 
Val Arg Gly Ala Gly Thr Gin Pro Gly Pro Leu Leu Lys Lys Pro Tyr 

655 660 665 

cag cca aga att aaa ate tct aaa aca tea gtg gat ggt gat ccc cac 2128 
Gin Pro Arg Me Lys He Ser Lys Thr Ser Val Asp Gly Asp Pro His 
670 675 680 

ttt gtt gtg gat ttc ccc ctg age aga etc acc gtg tgc ttc aac att 2176 
Phe Val Val Asp Phe Pro Leu Ser Arg Leu Thr Val Cys Phe Asn He 

685 690 695 



gat ggg cag ccc ggg gac ate etc agg ctg gtc tct gat cac agg gac 2224 
Asp Gly Gin Pro Gly Asp He Leu Arg Leu Val Ser Asp His Arg Asp 

700 705 710 715 

tct ggt gtc aca gtg aac gga gag tta att ggg gca ccc gee cct cca 2272 
Ser Gly Val Thr Val Asn Gly Glu Leu He Gly Ala Pro Ala Pro Pro 

720 725 730 
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aat ggc cac aag 
Asn Gly His Lys 
735 

ate aac aag cca gag aga tct tat etc gag ate aca ccg age aga gtc 2368 
He Asn Lys Pro Glu Arg Ser Tyr Leu Glu He Thr Pro Ser Arg Val 

750 755 760 

ate ttg gat ggt ggg gac aga ctg gtg etc ccc tgc aac cag agt gtg 2416 
He Leu Asp Gly Gly Asp Arg Leu Val Leu Pro Cys Asn Gin Ser Val 

765 770 775 

gtg gtg ggg age tgg ggg ctg gag gtg tec gtg tct gec aac gec aat 2464 
Val Val Gly Ser Trp Gly Leu Glu Val Ser Val Ser Ala Asn Ala Asn 

780 785 790 795 

gtc acc gtc acc ate cag ggc tec ata gee ttt gtc ate etc ate cac 2512 
Val Thr Val Thr lie Gin Gly Ser He Ala Phe Val He Leu He His 

800 805 810 

, c testae .aaa_ : aag ccg.. ggc. .gc.c_.c,t,t....cca, gcg .aca cca cc t_,ggg ttt eta „2ja6JL 
Leu Tyr Lys Lys Pro Gly Ala Leu Pro Ala Thr Pro Pro Gly Phe Leu 
815 820 825 

cat tgc caa cag cga ggg cct ttc cag caa ctg cca egg act get ggg 2608 
His Cys Gin Gin Arg Gly Pro Phe Gin Gin Leu Pro Arg Thr Ala Gly 

830 835 840 

tea gtt cct gaa tea gga tgc cag act cac aga aga ccc tgc agg gec 2656 




1 1-194179 



aaa cag cgc act tac ttg cgc act ate acc ate etc 2320 
Lys Gin Arg Thr Tyr Leu Arg Thr He Thr He Leu 
740 745 
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Ser Val Pro Glu Ser Gly Cys Gin Thr His Arg Arg Pro Cys Arg Ala 

845 850 855 

cag cca gaa cct cac tea ccc tct get cct tea ggt ggg aga ggg gee 2704 
Gin Pro Glu Pro His Ser Pro Ser Ala Pro Ser Gly Gly Arg Gly Ala 

860 865 870 875 

tgaggccgtc ctaacagtga aaggccacca agtcccagtg gtctggaagc aaaggaagat 2764 
ttacaacggg gaagagcaga tagactgetg gtttgecagg aacaatgecg ccaaactgat 2824 
tgaeggggag tacaaggatt acctggcatc ccatccattt gacacaggga tgacacttgg 2884 
ccggggaatg tccagggagc tctgaagctg geagecttaa agatgeaagt gcatgaagga 2944 
cagtgatgtg gggaggccgt ggggcagctc ttttcatggc ttgtacacgc ctcagctcct 3004 
ggcaattagc tggactccat gacccacccc tggtgcagca tagatccgac gtctgtctgg 3064 
gcgaagggta ggggtgggta ggggcgggaa gcctgagtgc aaatgtcatt tccctctact 3124 



gcctcttcct gcctctcccc accctgccca catccacaga ggggagagaa gggtcatagc 3184 

taaatgeaac aaactctgta tcttgtccca acctgetttt ctgttctgtt agcatatcat 3244 

aaagtaagee tttctggtga aggaaggttg ctatgaaact ttttttcttg gtggaaatgg 3304 

ccaagtttag gcactctgct ttttgectta cactaatget tagaaagctg tcttttcagt 3364 

2 5 7 ffi$E# 2000-3062522 
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ggtgttgcac cccccagatg tgtggccaac ctctgctgca aaggaatctc ttgctgagtc 3424 

caggccacca atcaggcaaa tagcccatac atttgatcgt tgtaaaccat gaagtctttt 3484 

cttgcaagac gtttttcttc tgctgtggta tcttgccctt aaaaattagt tttcattaaa 3544 

aagaaatttg attg 3558 



<210> 60 
<211> 875 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Leu Leu Leu Leu Gly Leu Cys Leu Gly Leu Ser Leu Cys Val Gly 
1 5 10 15 

Ser Gin Glu Glu Ala Gin Ser Trp Gly His Ser Ser Glu Gin Asp Gly 

20 25 30 



Leu Arg Val Pro Arg Gin Val Arg Leu Leu Gin Arg Leu Lys Thr Lys 

35 40 45 

Pro Leu Met Thr Glu Phe Ser Val Lys Ser Thr He lie Ser Arg Tyr 

50 55 60 

Ala Phe Thr Thr Val Pro Cys Arg Met Leu Asn Arg Ala Ser Glu Asp 

65 70 75 80 
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Gin Asp He Glu Phe Gin Met Gin He Pro Ala Ala Ala Phe He Thr 

85 90 95 

Asn Phe Thr Met Leu He Gly Asp Lys Val Tyr Gin Gly Glu He Thr 
100 105 110 

Glu Arg Glu Lys Lys Ser Gly Asp Arg Val Lys Glu Lys Arg Asn Lys 
115 120 125 

Thr Thr Glu Glu Asn Gly Glu Lys Gly Thr Glu He Phe Arg Ala Ser 

130 135 140 

Ala Val lie Pro Ser Lys Asp Lys Ala Ala Phe Phe Leu Ser Tyr Glu 

145 . 150 155 160 

Glu Leu Leu Gin Arg Arg Leu Gly Lys Tyr Glu His Ser He Ser Val 
165 170 175 

Arg Pro Gin Gin Leu Ser Gly Arg Leu Ser Val Asp Val Asn lie Leu 

>180 ....185 „ 190-_^ 



Glu Ser Ala Gly He Ala Ser Leu Glu Val Leu Pro Leu His Asn Ser 

195 200 205 

Arg Gin Arg Gly Ser Gly Arg Gly Glu Asp Asp Ser Gly Pro Pro Pro 

210 215 220 

Ser Thr Val lie Asn Gin Asn Glu Thr Phe Ala Asn He He Phe Lys 
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i 1-194179 

O 

225 230 235 240 

Pro Thr Val Val Gin Gin Ala Arg He Ala Gin Asn Gly Phe Leu Gly 

245 250 255 

Asp Phe lie lie Arg Tyr Asp Val Asn Arg Glu Gin Ser lie Gly Asp 

260 265 270 

He Gin Val Leu Asn Gly Tyr Phe Val His Tyr Phe Ala Pro Lys Asp 

275 280 285 

Leu Pro Pro Leu Pro Lys Asn Val Val Phe Val Leu Asp Ser Ser Ala 

290 295 300 

Pro Met Val Gly Thr Lys Leu Arg Gin Thr Lys Asp Ala Leu Phe Thr 

305 310 315 320 

He Leu His Asp Leu Arg Pro Gin Asp Arg Phe Ser lie He Gly Phe 

325 330 335 

. ^S_er_.Asn_Ar,g.aie Lys Val T XP— Lys As p_Mg_Lgu jjejier Val Thr Pro 

340 345 350 

Asp Ser He Arg Asp Gly Asn Val Tyr He His His Met Ser Pro Thr 

355 360 365 

Gly Gly Thr Asp He Asn Gly Ala Leu Gin Arg Ala He Arg Leu Leu 

370 375 380 

2 6 0 ffi|E#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 19417 



Asn Lys Tyr Val Ala His Ser Gly He Gly Asp Arg Ser Val Ser Leu 

385 390 395 400 

He Val Phe Leu Thr Asp Gly Lys Pro Thr Val Gly Glu Thr His Thr 
405 410 415 

Leu Lys He Leu Asn Asn Thr Arg Glu Ala Ala Arg Gly Gin Val Cys 

420 425 430 

lie Phe Thr He Gly He Gly Asn Asp Val Asp Phe Arg Leu Leu Glu 

435 440 445 

Lys Leu Ser Leu Glu Asn Cys Gly Leu Thr Arg Arg Val His Glu Glu 

450 455 460 

Glu Asp Ala Gly Ser Gin Leu He Gly Phe Tyr Asp Glu He Arg Thr 

465 470 475 480 

Pro Leu Leu Ser Asp lie Arg He Asp Tyr Pro Pro Ser Ser Val Val 

485 490 495 



Gin Ala Thr Lys Thr Leu Phe Pro Asn Tyr Phe Asn Gly Ser Glu He 

500 505 510 

He lie Ala Gly Lys Leu Val Asp Arg Lys Leu Asp His Leu His Val 

515 520 525 

Glu Val Thr Ala Ser Asn Ser Lys Lys Phe He He Leu Lys Thr Asp 

530 535 540 
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Val Pro Val Arg Pro Gin Lys Ala Gly Lys Asp Val Thr Gly Ser Pro 

545 550 555 560 

Arg Pro Gly Gly Asp Gly Glu Gly Asp Pro Asn His lie Glu Arg Leu 

565 570 575 

Trp Ser Tyr Leu Thr Thr Lys Glu Leu Leu Ser Ser Trp Leu Gin Ser 

580 585 590 

Asp Asp Glu Pro Glu Lys Glu Arg Leu Arg Gin Arg Ala Gin Ala Leu 

595 600 605 

Ala Val Ser Tyr Arg Phe Leu Thr Pro Phe Thr Ser Met Lys Leu Arg 

610 615 620 

Gly Pro Val Pro Arg Met Asp Gly Leu Glu Glu Ala His Gly Met Ser 

625 630 635 640 

Ala Ala Met Gly Pro Glu Pro Val Val Gin Ser Val Arg Gly Ala Gly 

^— ■ ■■ 645- -. 650 655 ^ — . 



Thr Gin Pro Gly Pro Leu Leu Lys Lys Pro Tyr Gin Pro Arg He Lys 

660 665 670 

He Ser Lys Thr Ser Val Asp Gly Asp Pro His Phe Val Val Asp Phe 

675 680 685 

Pro Leu Ser Arg Leu Thr Val Cys Phe Asn lie Asp Gly Gin Pro Gly 
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690 695 700 

Asp He Leu Arg Leu Val Ser Asp His Arg Asp Ser Gly Val Thr Val 

705 710 715 720 

Asn Gly Glu Leu lie Gly Ala Pro Ala Pro Pro Asn Gly His Lys Lys 

725 730 735 

Gin Arg Thr Tyr Leu Arg Thr He Thr He Leu He Asn Lys Pro Glu 

740 745 750 

Arg Ser Tyr Leu Glu He Thr Pro Ser Arg Val He Leu Asp Gly Gly 

755 760 765 

Asp Arg Leu Val Leu Pro Cys Asn Gin Ser Val Val Val Gly Ser Trp 

770 775 780 

Gly Leu Glu Val Ser Val Ser Ala Asn Ala Asn Val Thr Val Thr lie 

785 790 795 800 

^^^^^^^^^^^^^^^^^^^^^^^^^^^ ^^^^ 
805 810 815 

Gly Ala Leu Pro Ala Thr Pro Pro Gly Phe Leu His Cys Gin Gin Arg 

820 825 830 

Gly Pro Phe Gin Gin Leu Pro Arg Thr Ala Gly Ser Val Pro Glu Ser 

835 840 845 
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Gly Cys Gin Thr His Arg Arg Pro Cys Arg Ala Gin Pro Glu Pro His 

850 855 860 

Ser Pro Ser Ala Pro Ser Gly Gly Arg Gly Ala 

865 870 875 



<210> 61 
<211> 2092 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (161).. (1210) 
<400> 61 

gtgtggagaa agcggcagct gtcccagcgg aagcgacgaa gggacgggac ccgggagcct 60 
ggacgagtcc gagcgcgtca cctcctcacg ctgcggctgt cgcccgtgtc ccgccggccc 120 



gttccgtgtc gccccgcagt gctgcggccg ccgcggcacc atg get gtg ttt gtc 175 

Met Ala Val Phe Val 

1 5 

gtg etc ctg gcg ttg gtg gcg ggt gtt ttg ggg aac gag ttt agt ata 223 
Val Leu Leu Ala Leu Val Ala Gly Val Leu Gly Asn Glu Phe Ser He 
10 15 20 
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tta aaa tea cca ggg tct gtt gtt ttc cga aat gga aat tgg cct ata 271 

Leu Lys Ser Pro Gly Ser Val Val Phe Arg Asn Gly Asn Trp Pro He 

25 30 35 

cca gga gag egg ate cca gac gtg get gca ttg tec atg ggc ttc tct 319 

Pro Gly Glu Arg He Pro Asp Val Ala Ala Leu Ser Met Gly Phe Ser 

40 45 50 



gtg aaa gaa gac ctt tct tgg cca gga etc gca gtg ggt aac ctg ttt 367 
Val Lys Glu Asp Leu Ser Trp Pro Gly Leu Ala ValGly Asn Leu Phe 

55 . 60 65 

cat cgt cct egg get acc gtc atg gtg atg gtg aag gga gtg aac aaa 415 
His Arg Pro Arg Ala Thr Val Met Val Met Val Lys Gly Val Asn Lys 

70 75 80 85 



ctg get eta ccc cca ggc agt gtc att teg tac cct ttg gag aat gca 463 
Leu Ala Leu Pro Pro Gly Ser Val lie Ser Tyr Pro Leu Glu Asn Ala 
90 95 100 

,g,U_cjcJ;^tXt_agjt^^ att cac tec tta ttt 511 



Val Pro Phe Ser Leu Asp Ser Val Ala Asn Ser He His Ser Leu Phe 

105 110 115 



tct gag gaa act cct gtt gtt ttg cag ttg get ccc agt gag gaa aga 559 

Ser Glu Glu Thr Pro Val Val Leu Gin Leu Ala Pro Ser Glu Glu Arg 

120 125 130 

gtg tat atg gta ggg aag gca aac tea gtg ttt gaa gac ctt tea gtc 607 



2 6 5 



ffi|iE#2 000-3062522 



Val Tyr Met Val 

135 

acc ttg cgc cag etc cgt aat cgc ctg ttt caa gaa aac tct gtt etc 655 
Thr Leu Arg Gin Leu Arg Asn Arg Leu Phe Gin Glu Asn Ser Val Leu 

150 155 160 165 

agt tea etc ccc etc aat tct ctg agt agg aac aat gaa gtt gac ctg 703 
Ser Ser Leu Pro Leu Asn Ser Leu Ser Arg Asn Asn Glu Val Asp Leu 
170 175 180 

etc ttt ctt tct gaa ctg caa gtg eta cat gat att tea age ttg ctg 751 
Leu Phe Leu Ser Glu Leu Gin Val Leu His Asp He Ser Ser Leu Leu 

185 190 195 

tct cgt cat aag cat eta gee aag gat cat tct cct gat tta tat tea 799 
Ser Arg His Lys His Leu Ala Lys Asp His Ser Pro Asp Leu Tyr Ser 
200 205 210 

ctg gag ctg gca ggt ttg gat gaa att ggg aag cgt tat ggg gaa gac 847 

215 220 225 

tct gaa caa ttc aga gat get tct aag ate ctt gtt gac get ctg caa 895 
Ser Glu Gin Phe Arg Asp Ala Ser Lys He Leu Val Asp Ala Leu Gin 

230 235 240 245 

aag ttt gca gat gac atg tac agt ctt tat ggt ggg aaa gca gtg gta 943 
Lys Phe Ala Asp Asp Met Tyr Ser Leu Tyr Gly Gly Lys Ala Val Val 




11 — 194179 



Gly Lys Ala Asn Ser Val Phe Glu Asp Leu Ser Val 

140 145 



2 6 6 



ItiUft 2000-3062522 



#^1 1 



-19 4 17 



250 255 260 

gag tta gtc act gtc aag tea ttt gac acc tec etc att agg aag aca 991 

Glu Leu Val Thr Val Lys Ser Phe Asp Thr Ser Leu He Arg Lys Thr 

265 270 275 

agg act ate ctt gag gca aaa caa gcg aag aac cca gca agt ccc tat 1039 

Arg Thr lie Leu Glu Ala Lys Gin Ala Lys Asn Pro Ala Ser Pro Tyr 

280 285 290 

aac ctt gca tat aag tat aat ttt gaa tat tec gtg gtt ttc aac atg 1087 

Asn Leu Ala Tyr Lys Tyr Asn Phe Glu Tyr Ser Val Val Phe Asn Met 

295 300 305 

gta ctt tgg ata atg ate gee ttg gee ttg get gtg att ate acc tct 1135 

Val Leu Trp lie Met He Ala Leu Ala Leu Ala Val lie lie Thr Ser 

310 315 320 325 

tac aat att tgg aac atg gat cct gga tat gat age ate att tat agg 1183 

Tyr Asn He Trp Asn Met Asp Pro Gly Tyr Asp Ser lie He Tyr Arg 

330^ g 335_ — - . 340_ — 

atg aca aac cag aag att cga atg gat tgaatgttac ctgtgccaga 1230 
Met Thr Asn Gin Lys He Arg Met Asp 

345 350 

attagaaaag ggggttggaa attggctgtt ttgttaaaat atatctttta gtgtgcttta 1290 

aagtagatag tatactttac atttataaaa aaaaatcaag ttttgttctt tattttgtgt 1350 

2 6 7 ai!E# 2000-3062522 



11-194179 



gtgccggtga tgtttttcta gagtgaatta tagtattgac gtgaatccca ctgtggtata 1410 



gattccataa tatgcttgaa tattatgata tagccattta ataacattga tttcattctg 1470 



tttaatgaat ttggaaatat gcactgaaag aaatgtaaaa catttagaat agctcgtgtt 1530 



atggaaaaaa gtgcactgaa tttattagac aaacttacga atgcttaact tctttacaca 1590 



gcataggtga aaatcatatt tgggctattg tatactatga acaatttgta aatgtcttaa 1650 



tttgatgtaa ataactctga aacaagagaa aaggttttta acttagagta gccctaaaat 1710 



atggatgtgc ttatataatc gcttagtttt ggaactgtat ctgagtaaca gaggacaact 1770 



gttttttaac cctcttctgc aagtttgttg acctacatgg gctaatatgg atactaaaaa 1830 



tactacattg atctaagaag aaactagcct tgtggagtat atagatgctt ttcattatac 1890 



acacaaaaat ccctgaggga cattttgagg catgaatata aaacattttt atttcagtaa 1950 



cttttccccc tgtgtaagtt actatggttt gtggtacaac ttcattctat agaatattaa 2010 



gtggaagtgg gtgaattcta ctttttatgt tggagtggac caatgtctat caagagtgac 2070 



aaataaagtt aatgatgatt cc 2092 



<210> 62 



2 6 8 2000-3062522 



#3* n-194 1 7 



<211> 350 
<212> PRT 
<213> Homo sapiens 

<400> 62 

Met Ala Val Phe Val Val Leu Leu Ala Leu Val Ala Gly Val Leu Gly 
15 10 15 

Asn Glu Phe Ser He Leu Lys Ser Pro Gly Ser Val Val Phe Arg Asn 

20 25 30 

Gly Asn Trp Pro He Pro Gly Glu Arg He Pro Asp Val Ala Ala Leu 

35 40 45 

Ser Met Gly Phe Ser Val Lys Glu Asp Leu Ser Trp Pro Gly Leu Ala 

50 55 60 

Val Gly Asn Leu Phe His Arg Pro Arg Ala Thr Val Met Val Met Val 

65 70 75 80 

^^^^^^^^^n^^s^^^^a^^^P^^P^^^y^^^^^^^^^^^^^ ■-, _ 

85 90 95 

Pro Leu Glu Asn Ala Val Pro Phe Ser Leu Asp Ser Val Ala Asn Ser 
100 105 110 

He His Ser Leu Phe Ser Glu Glu Thr Pro Val Val Leu Gin Leu Ala 

115 120 125 

2 6 9 ffiffE#2 0 0 0 - 3 0 6 2 5 2 2 
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Pro Ser Glu Glu Arg Val Tyr Met Val Gly Lys Ala Asn Ser Val Phe 

130 135 140 

Glu Asp Leu Ser Val Thr Leu Arg Gin Leu Arg Asn Arg Leu Phe Gin 

145 150 155 160 

Glu Asn Ser Val Leu Ser Ser Leu Pro Leu Asn Ser Leu Ser Arg Asn 
165 170 175 

Asn Glu Val Asp Leu Leu Phe Leu Ser Glu Leu Gin Val Leu His Asp 

180 185 190 

lie Ser Ser Leu Leu Ser Arg His Lys His Leu Ala Lys Asp His Ser 
195 200 205 

Pro Asp Leu Tyr Ser Leu Glu Leu Ala Gly Leu Asp Glu He Gly Lys 

210 215 220 

Arg Tyr Gly Glu Asp Ser Glu Gin Phe Arg Asp Ala Ser Lys He Leu 

225 230 235 240 



Val Asp Ala Leu Gin Lys Phe Ala Asp Asp Met Tyr Ser Leu Tyr Gly 

245 250 255 

Gly Lys Ala Val Val Glu Leu Val Thr Val Lys Ser Phe Asp Thr Ser 

260 265 270 

Leu He Arg Lys Thr Arg Thr He Leu Glu Ala Lys Gin Ala Lys Asn 

275 280 285 



2 7 0 
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Pro Ala Ser Pro Tyr Asn Leu Ala Tyr Lys Tyr Asn Phe Glu Tyr Ser 

290 295 300 

Val Val Phe Asn Met Val Leu Trp He Met lie Ala Leu Ala Leu Ala 

305 310 315 • 320 

Val He He Thr Ser Tyr Asn He Trp Asn Met Asp Pro Gly Tyr Asp 

325 330 335 

Ser He He Tyr Arg Met Thr Asn Gin Lys lie Arg Met Asp 

340 345 350 



<210> 63 
<211> 2341 
<212> DNA 

<213> Homo sapiens 
<220> 

^.<221>-CDS :■: -. • • - ===== 

<222> (94).. (1662) 
<400> 63 

agtgcctttg gcgcactgag gtgcacaggg tcccttagcc gggcgcaggg cgcgcagccc 60 

aggctgagat ccgcggcttc cgtagaagtg age atg get ggg cag cga gtg ctt 114 

Met Ala Gly Gin Arg Val Leu 
1 5 



2 7 1 
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11 — 194179 



ctt eta gtg ggc ttc ctt etc cct ggg gtc ctg etc tea gag get gee 162 
Leu Leu Val Gly Phe Leu Leu Pro Gly Val Leu Leu Ser Glu Ala Ala 
10 15 20 



aaa ate ctg aca ata tct aca gta ggt gga age cat tat eta ctg atg 210 
Lys He Leu Thr lie Ser Thr Val Gly Gly Ser His Tyr Leu Leu Met 

25 30 35 

gac egg gtt tct cag att ctt caa gat cac ggt cat aat gtc ace atg 258 
Asp Arg Val Ser Gin He Leu Gin Asp His Gly His Asn Val Thr Met 
40 45 50 55 



ctt aac cac aaa aga ggt cct ttt atg cca gat ttt aaa aag gaa gaa 306 
Leu Asn His Lys Arg Gly Pro Phe Met Pro Asp Phe Lys Lys Glu Glu 

60 65 70 



aaa tea tat caa gtt ate agt tgg ctt gca cct gaa gat cat caa aga 354 
Lys Ser Tyr Gin Val He Ser Trp Leu Ala Pro Glu Asp His Gin Arg 

75 80 85 

gaa ttt aaa aag agt ttt gat ttc ttt ctg gaa gaa act tta ggt ggc 402 
Glu Phe Lys Lys Ser Phe Asp Phe Phe Leu Glu Glu Thr Leu Gly Gly 

90 95 100 



aga gga aaa ttt gaa aac tta tta aat gtt eta gaa tac ttg gcg ttg 450 
Arg Gly Lys Phe Glu Asn Leu Leu Asn Val Leu Glu Tyr Leu Ala Leu 
105 110 115 



2 7 2 tfii£4§ 2000-3062522 
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cag tgc agt cat ttt tta aat aga aag gat ate atg gat tec tta aag 498 
Gin Cys Ser His Phe Leu Asn Arg Lys Asp lie Met Asp Ser Leu Lys 
120 125 130 135 



aat gag aac ttc gac atg gtg ata gtt 
Asn Glu Asn Phe Asp Met Val He Val 

140 



gaa act ttt gac tac tgt cct 546 
Glu Thr Phe Asp Tyr Cys Pro 
145 150 



ttc ctg att get gag aag ctt ggg aag cca ttt gtg gec att ctt tec 594 
Phe Leu lie Ala Glu Lys Leu Gly Lys Pro Phe Val Ala He Leu Ser 

155 160 165 

act tea ttc ggc tct ttg gaa ttt ggg eta cca ate ccc ttg tct tat 642 
Thr Ser Phe Gly Ser Leu Glu Phe Gly Leu Pro lie Pro Leu Ser Tyr 

170 175 180 

gtt cca gta ttc cgt tec ttg ctg act gat cac atg gac ttc tgg ggc 690 
Val Pro Val Phe Arg Ser Leu Leu Thr Asp His Met Asp Phe Trp Gly 
185 190 195 

~cga-g.tg-aag-aat-t*A„c*g_a.tg_Ue^^ 
Arg Val Lys Asn Phe Leu Met Phe Phe Ser Phe Cys Arg Arg Gin Gin 
200 205. 210 215 

cac atg cag tct aca ttt gac aac acc ate aag gaa cat ttc aca gaa 786 
His Met Gin Ser Thr Phe Asp Asn Thr lie Lys Glu His Phe Thr Glu 

220 225 230 

ggc tct agg cca gtt ttg tct cat ctt eta ctg aaa gca gag ttg tgg 834 



2 7 3 
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Gly Ser Arg Pro Val Leu Ser His Leu Leu Leu Lys Ala Glu Leu Trp 

235 240 245 

ttc att aac tct gac ttt gcc ttt gat ttt get cga cct ctg ctt ccc 882 
Phe He Asn Ser Asp Phe Ala Phe Asp Phe Ala Arg Pro Leu Leu Pro 

250 255 260 

aac act gtt tat gtt gga ggc ttg atg gaa aaa cct att aaa cca gta 930 
Asn Thr Val Tyr Val Gly Gly Leu Met Glu Lys Pro He Lys Pro Val 

265 270 275 

cca caa gac ttg gag aac ttc att gcc aag ttt gag gac tct ggt ttt 978 
Pro Gin Asp Leu Glu Asn Phe He Ala Lys Phe Glu Asp Ser Gly Phe 

280 285 290 295 

gtc ctt gtg acc ttg ggc tec atg gtg aac acc tgt cag aat ccg gaa 1026 
Val Leu Val Thr Leu Gly Ser Met Val Asn Thr Cys Gin Asn Pro Glu 

300 305 310 

ate ttc aag gag atg aac aat gcc ttt get cac eta ccc caa ggg gtg 1074 
.lJ.e.Rhe.L-y.s_G.l.u-Me J t_Asn_Asn,A La^Jie„AijJIls_LmJ > ro Gin Glyjr a 1 



315 320 325 

ata tgg aag tgt cag tgt tct cat tgg ccc aaa gat gtc cac ctg get 1122 

He Trp Lys Cys Gin Cys Ser His Trp Pro Lys Asp Val His Leu Ala 

330 335 340 

gca aat gtg aaa att gtg gac tgg ctt cct cag agt gac etc ctg get 1170 

Ala Asn Val Lys He Val Asp Trp Leu Pro Gin Ser Asp Leu Leu Ala 



2 7 4 
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1 1 - 1 9 4 1 7 



345 350 355 

cac cca age ate cgt ctg ttt gtc ace cac ggc ggg cag aat age ata 1218 
His Pro Ser lie Arg Leu Phe Val Thr His Gly Gly Gin Asn Ser lie 

360 365 370 375 

atg gag gee ate cag cat ggt gtg ccc atg gtg ggg ate cct etc ttt 1266 
Met Glu Ala He Gin His Gly Val Pro Met Val Gly He Pro Leu Phe 

380 385 390 

gga gac cag cct gaa aac atg gtc cga gta gaa gee aaa aag ttt ggt 1314 
Gly Asp Gin Pro Glu Asn Met Val Arg Val Glu Ala Lys Lys Phe Gly 

395 400 405 

gtt tct att cag tta aag aag etc aag gca gag aca ttg get ctt aag 1362 
Val Ser lie Gin Leu Lys Lys Leu Lys Ala Glu Thr Leu Ala Leu Lys 
410 415 420 

atg aaa caa ate atg gaa gac aag aga tac aag tec gcg gca gtg get 1410 
Met Lys Gin lie Met Glu Asp Lys Arg Tyr Lys Ser Ala Ala Val Ala 

,425 .— - , -^480— . .435 

gee agt gtc ate ctg cgc tec cac ccg etc age ccc aca cag egg ctg 1458 
Ala Ser Val lie Leu Arg Ser His Pro Leu Ser Pro Thr Gin Arg Leu 

440 445 450 455 

gtg ggc tgg att gac cac gtc etc cag aca ggg ggc gcg acg cac etc 1506 
Val Gly Trp He Asp His Val Leu Gin Thr Gly Gly Ala Thr His Leu 
460 465 470 



2 7 5 



2000-3062522 
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aag ccc tat gtc ttt cag cag ccc tgg cat gag cag tac ctg etc gac 1554 
Lys Pro Tyr Val Phe Gin Gin Pro Trp His Glu Gin Tyr Leu Leu Asp 

475 480 485 

gtt ttt gtg ttt ctg ctg ggg etc act ctg ggg act eta tgg ctt tgt 1602 
Val Phe Val Phe Leu Leu Gly Leu Thr Leu Gly Thr Leu Trp Leu Cys 

490 495 500 

ggg aag ctg ctg ggc atg get gtc tgg tgg ctg cgt ggg gee aga aag 1650 
Gly Lys Leu Leu Gly Met Ala Val Trp Trp Leu Arg Gly Ala Arg Lys 

505 510 515 

gtg aag gag aca taaggecagg tgcagccttg gcggggtctg tttggtgggc 1702 
Val Lys Glu Thr 

520 

gatgtcacca tttctaggga gcttcccact agttctggca gccccattct ctagtccttc 1762 
tagttatctc ctgttttctt gaagaacagg aaaaatggcc aaaaatcatc ctttccactt 1822 



gctaattttg ctacaaattc atccttacta gctcctgcct gctagcagaa ttctttccag 1882 

tcctcttgtc ctcctttgtt tgccatcagc aagggctatg ctgtgattct gtctctgagt 1942 

gacttggacc actgaccctc agatttccag ccttaaaatc caccttcctt ctcatgcgcc 2002 

tctccgaatc acaccctgac tcttccagcc tccatgtcca gacctagtca gcctctctca 2062 

2 7 6 ffiSE# 2 0 0 0 - 3 0 6 2 5 2 2 



¥ 11-194179 ) 
ctcctgcccc tactatctat catggaataa catccaagaa agacaccttg catattcttt 2122 
cagtttctgt tttgttctcc cacatattct cttcaatgct caggaagcct gccctgtgct 2182 
tgagagttca gggccggaca caggctcaca ggtctccaca ttgggtccct gtctctggtg 2242 
cccacagtga gctccttctt ggctgagcag gcatggagac tgtaggtttc cagatttcct 2302 
gaaaaataaa agtttacagc gttatctctc cccaacctc 2341 

<210> 64 
<211> 523 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Met Ala Gly Gin Arg Val Leu Leu Leu Val Gly Phe Leu Leu Pro Gly 

15 10 15 

Val Leu Leu Ser Glu Ala Ala Lys lie Leu Thr He Ser Thr ValJUy__„ 
20 25 30 

Gly Ser His Tyr Leu Leu Met Asp Arg Val Ser Gin He Leu Gin Asp 

35 40 45 

His Gly His Asn Val Thr Met Leu Asn His Lys Arg Gly Pro Phe Met 

50 55 60 



2 7 7 
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i 

Pro Asp Phe Lys Lys Glu Glu Lys Ser Tyr Gin Val He Ser Trp Leu 

65 70 75 80 

Ala Pro Glu Asp His Gin Arg Glu Phe Lys Lys Ser Phe Asp Phe Phe 

85 90 95 

Leu Glu Glu Thr Leu Gly Gly Arg Gly Lys Phe Glu Asn Leu Leu Asn 
100 105 110 

Val Leu Glu Tyr Leu Ala Leu Gin Cys Ser His Phe Leu Asn Arg Lys 

115 120 125 

Asp He Met Asp Ser Leu Lys Asn Glu Asn Phe Asp Met Val lie Val 

130 135 140 

Glu Thr Phe Asp Tyr Cys Pro Phe Leu He Ala Glu Lys Leu Gly Lys 

145 150 155 160 

Pro Phe Val Ala lie Leu Ser Thr Ser Phe Gly Ser Leu Glu Phe Gly 

165 170 175 



Leu Pro He Pro Leu Ser Tyr Val Pro Val Phe Arg Ser Leu Leu Thr 

180 185 190 

Asp His Met Asp Phe Trp Gly Arg Val Lys Asn Phe Leu Met Phe Phe 
195 200 205 

Ser Phe Cys Arg Arg Gin Gin His Met Gin Ser Thr Phe Asp Asn Thr 

210 215 220 
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He Lys Glu His Phe Thr Glu Gly Ser Arg Pro Val Leu Ser His Leu 

225 230 235 240 

Leu Leu Lys Ala Glu Leu Trp Phe lie Asn Ser Asp Phe Ala Phe Asp 

245 250 255 

Phe Ala Arg Pro Leu Leu Pro Asn Thr Val Tyr Val Gly Gly Leu Met 

260 265 270 

Glu Lys Pro He Lys Pro Val Pro Gin Asp Leu Glu Asn Phe He Ala 

275 280 285 

Lys Phe Glu Asp Ser Gly Phe Val Leu Val Thr Leu Gly Ser Met Val 

290 295 300 

Asn Thr Cys Gin Asn Pro Glu He Phe Lys Glu Met Asn Asn Ala Phe 

305 310 315 320 

Ala His Leu Pro Gin Gly Val He Trp Lys Cys Gin Cys Ser His Trp 

325 330 - — 335. 

Pro Lys Asp Val His Leu Ala Ala Asn Val Lys lie Val Asp Trp Leu 

340 345 350 



Pro Gin Ser Asp Leu Leu Ala His Pro Ser He Arg Leu Phe Val Thr 

355 360 365 



His Gly Gly Gin Asn Ser lie Met Glu Ala lie Gin His Gly Val Pro 

2 7 9 ffiSE# 2000-3062522 



ift¥ 11 — 194179 
370 375 380 

Met Val Gly He Pro Leu Phe Gly Asp Gin Pro Glu Asn Met Val Arg 

385 390 395 400 

Val Glu Ala Lys Lys Phe Gly Val Ser lie Gin Leu Lys Lys Leu Lys 

405 410 415 

Ala Glu Thr Leu Ala Leu Lys Met Lys Gin He Met Glu Asp Lys Arg 

420 425 430 

Tyr Lys Ser Ala Ala Val Ala Ala Ser Val He Leu Arg Ser His Pro 

435 440 445 

Leu Ser Pro Thr Gin Arg Leu Val Gly Trp He Asp His Val Leu Gin 

450 455 460 

Thr Gly Gly Ala Thr His Leu Lys Pro Tyr Val Phe Gin Gin Pro Trp 

465 470 475 480 

^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ ■ 

485 490 495 

Leu Gly Thr Leu Trp Leu Cys Gly Lys Leu Leu Gly Met Ala Val Trp 

500 505 510 

Trp Leu Arg Gly Ala Arg Lys Val Lys Glu Thr 

515 520 

2 8 0 2000-3062522 
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m 



<210> 65 
<211> 2971 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (103).. (2412) 
<400> 65 

cgaccgagcc gagaggaccc gagtggggcc gaggccagta gccccggggc cctgagcaga 60 

ggccgtagct tgcgccgcac ccgcggccag gcggagccaa ag atg ccg gcc tct 114 

Met Pro Ala Ser 
1 

get gcg egg ccc cgc ccg ggt ccc ggg cag cct aca gcc teg ccc ttc 162 
Ala Ala Arg Pro Arg Pro Gly Pro Gly Gin Pro Thr Ala Ser Pro Phe 

5 10 15 20 



ccg eta ctg ctg ctg gcg gtg ctg age ggc ccg gta tec ggc cgc gtc 210 
Pro Leu Leu Leu Leu Ala Val Leu Ser Gly Pro Val Ser Gly Arg Val 



ccc cgc teg gtg ccc aga acc teg ctt cca ate tct gag get gac tec 258 
Pro Arg Ser Val Pro Arg Thr Ser Leu Pro He Ser Glu Ala Asp Ser 



25 



30 



35 



40 



45 



50 



2 8 1 
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tgt etc acc egg ttc gca gtc cct cac aca tac aat tac tct gtt etc 
Cys Leu Thr Arg Phe Ala Val Pro His Thr Tyr Asn Tyr Ser Val Leu 
55 60 65 



306 



ctt gtg gat cct gee tec cac aca ctt 
Leu Val Asp Pro Ala Ser His Thr Leu 

70 75 

ate ttc get tta tec ctg ccc ttc tea 
He Phe Ala Leu Ser Leu Pro Phe Ser 

85 90 

gac tgg atg gtt cct gag get cac aga 
Asp Trp Met Val Pro Glu Ala His Arg 

105 



tat gtt ggc gec egg gac acc 354 
Tyr Val Gly Ala Arg Asp Thr 

80 

ggg gag aga ccc cgc agg att 402 
Gly Glu Arg Pro Arg Arg lie 
95 100 

cag aac tgt agg aag aaa ggc 450 
Gin Asn Cys Arg Lys Lys Gly 
110 115 



aag aaa gag gac gaa tgt cac aat ttt gtc cag att etc gee att gee 498 
Lys Lys Glu Asp Glu Cys His Asn Phe Val Gin He Leu Ala He Ala 

120 125 130 

aat gee tct cac etc etc act tgt ggc acc ttc get ttt gat ccg aag 546 
Asn Ala Ser His Leu Leu Thr Cys Gly Thr Phe Ala Phe Asp Pro Lys 

135 140 145 



tgc ggg gtt att gat gtg tec agg ttc cag cag gtt gaa aga ctt gag 594 
Cys Gly Val lie Asp Val Ser Arg Phe Gin Gin Val Glu Arg Leu Glu 

150 155 160 



agt ggc egg ggg aaa tgt cct ttt gag cca get cag egg tea gca get 642 
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Ser Gly Arg Gly Lys Cys Pro Phe Glu Pro Ala Gin Arg Ser Ala Ala 

165 170 175 180 

gta atg get ggg ggg gtc etc tat get gee act gtg aaa aac tac ctg 690 
Val Met Ala Gly Gly Val Leu Tyr Ala Ala Thr Val Lys Asn Tyr Leu 

185 190 195 

ggg acg gag cca att ate acc aga gca gtg ggt cgt gee gag gac tgg 738 
Gly Thr Glu Pro He lie Thr Arg Ala Val Gly Arg Ala Glu Asp Trp 

200 205 210 

att egg aca gat acc ttg cct tec tgg ctg aac gec cca gec ttt gtc 786 
He Arg Thr Asp Thr Leu Pro Ser Trp Leu Asn Ala Pro Ala Phe Val 

215 220 225 

gca gec gtg gec ttg age cca gec gaa tgg ggg gat gaa gat gga gac 834 
Ala Ala Val Ala Leu Ser Pro Ala Glu Trp Gly Asp Glu Asp Gly Asp 

230 235 240 

gac gaa ate tac ttc ttc ttt acg gag act tec cga gca ttt gac tea 882 

.Asp-GluUa.eJ-vr„Ehe_Rhe,Ehe^ = 

245 250 255 260 

tac gag cgc att aaa gtc cca egg gtg gec cgt gtg tgt gcg ggg gac 930 
Tyr Glu Arg He Lys Val Pro Arg Val Ala Arg Val Cys Ala Gly Asp 

265 270 275 

etc ggg ggc egg aag acc etc cag cag aga tgg acg acg ttt ttg aaa 978 
Leu Gly Gly Arg Lys Thr Leu Gin Gin Arg Trp Thr Thr Phe Leu Lys 

2 8 3 tfJfEff 2000-3062522 
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11 — 194179 



280 285 290 

get gac ctg etc tgt cca ggg cct gag cat ggc egg gee tec agt gtc 1026 
Ala Asp Leu Leu Cys Pro Gly Pro Glu His Gly Arg Ala Ser Ser Val 

295 300 305 

ctg cag gat gtt get gtg ctt cga cct gag ctt ggg gca ggg act ccc 1074 
Leu Gin Asp Val Ala Val Leu Arg Pro Glu Leu Gly Ala Gly Thr Pro 

310 315 320 

ate ttt tat ggc ate ttt tct tec cag tgg gag ggg get act ate tct 1122 
He Phe Tyr Gly He Phe Ser Ser Gin Trp Glu Gly Ala Thr He Ser 

325 330 335 340 

get gtc tgt gee ttc cga cca caa gac att egg aca gtg ctg aat ggt 1170 
Ala Val Cys Ala Phe Arg Pro Gin Asp He Arg Thr Val Leu Asn Gly 

345 350 355 

ccc ttc aga gaa eta aaa cat gac tgc aac aga gga ctg cct gtc gtg 1218 
Pro Phe Arg Glu Leu Lys His Asp Cys Asn Arg Gly Leu Pro Val Val 

360 365 370 . 



gac aat gat gtg ccc cag ccc aga cct gga gag tgc ate acc aac aac 1266 
Asp Asn Asp Val Pro Gin Pro Arg Pro Gly Glu Cys He Thr Asn Asn 

375 380 385 

atg aag etc egg cac ttt ggc tea tct etc tec ctg cct gac cgc gta 1314 
Met Lys Leu Arg His Phe Gly Ser Ser Leu Ser Leu Pro Asp Arg Val 

390 395 400 

2 8 4 ffJIE#2 0 0 0 - 3 0 6 2 5 2 2 
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etc acc ttc ate egg gac cac cca etc atg gac agg cca gtg ttt cca 1362 

Leu Thr Phe He Arg Asp His Pro Leu Met Asp Arg Pro Val Phe Pro 

405 410 415 420 

get gat ggc cac ccc ctg ctg gtc act aca gat aca gee tat etc aga 1410 

Ala Asp Gly His Pro Leu Leu Val Thr Thr Asp Thr Ala Tyr Leu Arg 

425 430 435 

gtc gtg gee cac agg gtg acc age etc tea ggg aaa gag tat gat gtg 1458 

Val Val Ala His Arg Val Thr Ser Leu Ser Gly Lys Glu Tyr Asp Val 
440 445 450 

etc tac ctg ggg aca gag gat gga cac etc cac cga gca gtg egg ate 1506 

Leu Tyr Leu Gly Thr Glu Asp Gly His Leu His Arg Ala Val Arg He 

455 460 465 

gga get cag etc age gtt ctt gaa gat ctg gee tta ttc cca gag cca 1554 

Gly Ala Gin Leu Ser Val Leu Glu Asp Leu Ala Leu Phe Pro Glu Pro 

470 475 480 



cag cca gtt gag aac atg aaa ttg tac cac age tgg etc ctg gtt ggc 1602 

Gin Pro Val Glu Asn Met Lys Leu Tyr His Ser Trp Leu Leu Val Gly 

485 490 495 500 

tec cgt act gag gtg aca caa gtg aat aca acc aac tgt ggc cgt etc 1650 

Ser Arg Thr Glu Val Thr Gin Val Asn Thr Thr Asn Cys Gly Arg Leu 

505 510 515 
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cag age tgc tea gag tgc ate ctg gee cag gac cca gtc tgt gee tgg 1698 
Gin Ser Cys Ser Glu Cys He Leu Ala Gin Asp Pro Val Cys Ala Trp 

520 525 530 

age ttc egg ctg gat gag tgt gtg gee cat gee ggg gag cac cga ggg 1746 
Ser Phe Arg Leu Asp Glu Cys Val Ala His Ala Gly Glu His Arg Gly 

535 540 545 

ttg gtc caa gac ata gag tea gca gat gtc tec tct ttg tgt cct aaa 1794 
Leu Val Gin Asp lie Glu Ser Ala Asp Val Ser Ser Leu Cys Pro Lys 

550 555 560 

gag cct gga gaa cgt cca gta gtg ttt gaa gtt ccc gtg get aca get 1842 
Glu Pro Gly Glu Arg Pro Val Val Phe Glu Val Pro Val Ala Thr Ala 

565 570 575 580 

gcg cat gtg gtc ttg cca tgt tct cca age tea gca tgg gca tec tgt 1890 
Ala His Val Val Leu Pro Cys Ser Pro Ser Ser Ala Trp Ala Ser Cys 

585 590 595 

gtg tg g cac cag ccc agt gga gtg act gca etc ace ccc egg egg gat 1938 



Val Trp His Gin Pro Ser Gly Val Thr Ala Leu Thr Pro Arg Arg Asp 

600 605 610 

gga ctg gag gtg gtg gtg ace cca ggg gec atg ggc get tat gee tgt 1986 
Gly Leu Glu Val Val Val Thr Pro Gly Ala Met Gly Ala Tyr Ala Cys 

615 620 625 

gaa tgt cag gag ggt ggg gca gee cat gtg gta gca get tac age ttg 2034 
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Glu Cys Gin Glu Gly Gly Ala Ala His Val Val Ala Ala Tyr Ser Leu 

630 635 640 

gta tgg ggc age cag cga gat get ccg age egg gee cac aca gtg ggg 2082 
Val Trp Gly Ser Gin Arg Asp Ala Pro Ser Arg Ala His Thr Val Gly 

645 650 655 660 

gcg gga ctg get ggc ttc ttc ttg ggg att etc gca gca tec ctg act 2130 
Ala Gly Leu Ala Gly Phe Phe Leu Gly He Leu Ala Ala Ser Leu Thr 

665 670 675 

etc att ctg att ggt egg cgt cag cag cga egg cga cag agg gaa ctt 2178 
Leu He Leu He Gly Arg Arg Gin Gin Arg Arg Arg Gin Arg Glu Leu 

680 685 690 

ctg get aga gac aag gtg ggc ctg gac ctg ggg get cca cct tct ggg 2226 
Leu Ala Arg Asp Lys Val Gly Leu Asp Leu Gly Ala Pro Pro Ser Gly 

695 700 705 

ace aca age tac age caa gac cct ccc tec ccc tct cct gaa gat gag 2274 
_Thr Thr Sg r Se^r^Xn ^Asp_P r o Pro Ser Pro Ser Pro Glu Asp__Glu_ 
710 715 720 

egg ttg ccg ctg gee ctg gee aag agg ggc agt ggc ttt ggt gga ttc 2322 
Arg Leu Pro Leu Ala Leu Ala Lys Arg Gly Ser Gly Phe Gly Gly Phe 

725 730 735 740 

tea cca ccc ttc ctg ctt gat cct tgc cca age cca gee cac att egg 2370 
Ser Pro Pro Phe Leu Leu Asp Pro Cys Pro Ser Pro Ala His He Arg 
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745 750 755 

eta act ggg get cct eta gee aca tgt gat gaa aca tec ate 2412 
Leu Thr Gly Ala Pro Leu Ala Thr Cys Asp Glu Thr Ser He 

760 765 770 

tagagctggg caaatgacca ctagtgtata agtgatcact ggaacggagt gaccactgag 2472 
atgctggggg tcactgggcc tggaagacca tcccagcctc tgagttctct ttgagtatga 2532 
gtgattactt ggattttagt atctgttctc tetgagectg gatgggcttg gggccagacc 2592 
tttgectgat tcctgattcc catgagaaat cagaactget ttctgeagea aatcagggct 2652 
tccccctaac atctgaactc ctgtaaacct tcatccctgg ccccctatct tgggeccatt 2712 
agttttgggg atggggcaca gggcatagct atgactttgc tttctggttg gagcctggcc 2772 
ggaaggaaga gecctggagg tggttggggg caaatgtgcc ctgagtcctt ggggtggt tc 2832 
tgettattet tcaagtttat ctgaatctgt ggggagtgea tgatccccat gttgcaa tat _289 2 
ggagtctctg ccctgagatc ttccccatct cagttttcct tccatgaaag agtacgtgta 2952 
aatacatagt gttcataag 2971 



<210> 66 
<211> 770 
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<212> PRT 

<213> Homo sapiens 

<400> 66 

Met Pro Ala Ser Ala Ala Arg Pro Arg Pro Gly Pro Gly Gin Pro Thr 

15 10 15 

Ala Ser Pro Phe Pro Leu Leu Leu Leu Ala Val Leu Ser Gly Pro Val 

20 25 30 

Ser Gly Arg Val Pro Arg Ser Val Pro Arg Thr Ser Leu Pro He Ser 

35 40 45 

Glu Ala Asp Ser Cys Leu Thr Arg Phe Ala Val Pro His Thr Tyr Asn 

50 55 60 

Tyr Ser Val Leu Leu Val Asp Pro Ala Ser His Thr Leu Tyr Val Gly 

65 70 75 80 

Ala Arg Asp Thr He Phe Ala Leu Ser Leu Pro Phe Ser Gly Glu Arg 

„,..^^.,._85— - 90 .95 ^_ 



Pro Arg Arg He Asp Trp Met Val Pro Glu Ala His Arg Gin Asn Cys 
100 105 110 

Arg Lys Lys Gly Lys Lys Glu Asp Glu Cys His Asn Phe Val Gin He 

115 120 125 

Leu Ala He Ala Asn Ala Ser His Leu Leu Thr Cys Gly Thr Phe Ala 

2 8 9 ffi!E#2 0 0 0 - 3 0 6 2 5 2 2 
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130 135 140 

Phe Asp Pro Lys Cys Gly Val He Asp Val Ser Arg Phe Gin Gin Val 

145 150 155 160 

Glu Arg Leu Glu Ser Gly Arg Gly Lys Cys Pro Phe Glu Pro Ala Gin 

165 170 175 

Arg Ser Ala Ala Val Met Ala Gly Gly Val Leu Tyr Ala Ala Thr Val 
180 185 190 

Lys Asn Tyr Leu Gly Thr Glu Pro He He Thr Arg Ala Val Gly Arg 

195 200 205 

Ala Glu Asp Trp He Arg Thr Asp Thr Leu Pro Ser Trp Leu Asn Ala 

210 215 220 

Pro Ala Phe Val Ala Ala Val Ala Leu Ser Pro Ala Glu Trp Gly Asp 

225 230 235 240 

G 1 u Asp, G 1 y Asp^Asp Glu lie Tyxi?teJ^eJfojgjrhx,G LaJThr. Ser_Arg_ 
245 250 255 

Ala Phe Asp Ser Tyr Glu Arg He Lys Val Pro Arg Val Ala Arg Val 

260 265 270 

Cys Ala Gly Asp Leu Gly Gly Arg Lys Thr Leu Gin Gin Arg Trp Thr 

275 280 285 
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Thr Phe Leu Lys Ala Asp Leu Leu Cys Pro Gly Pro Glu His Gly Arg 

290 295 300 

Ala Ser Ser Val Leu Gin Asp Val Ala Val Leu Arg Pro Glu Leu Gly 

305 310 315 320 

Ala Gly Thr Pro lie Phe Tyr Gly He Phe Ser Ser Gin Trp Glu Gly 

325 330 335 

Ala Thr He Ser Ala Val Cys Ala Phe Arg Pro Gin Asp He Arg Thr 

340 345 350 

Val Leu Asn Gly Pro Phe Arg Glu Leu Lys His Asp Cys Asn Arg Gly 

355 360 365 

Leu Pro Val Val Asp Asn Asp Val Pro Gin Pro Arg Pro Gly Glu Cys 

370 375 380 

He Thr Asn Asn Met Lys Leu Arg His Phe Gly Ser Ser Leu Ser Leu 

385 390 395 400 

Pro Asp Arg Val Leu Thr Phe He Arg Asp His Pro Leu Met Asp Arg 

405 410 415 

Pro Val Phe Pro Ala Asp Gly His Pro Leu Leu Val Thr Thr Asp Thr 

420 425 430 

Ala Tyr Leu Arg Val Val Ala His Arg Val Thr Ser Leu Ser Gly Lys 

435 440 445 
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Glu Tyr Asp Val Leu Tyr Leu Gly Thr Glu Asp Gly His Leu His Arg 
450 455 460 

Ala Val Arg He Gly Ala Gin Leu Ser Val Leu Glu Asp Leu Ala Leu 

465 470 475 480 

Phe Pro Glu Pro Gin Pro Val Glu Asn Met Lys Leu Tyr His Ser Trp 

485 490 495 

Leu Leu Val Gly Ser Arg Thr Glu Val Thr Gin Val Asn Thr Thr Asn 

500 505 510 

Cys Gly Arg Leu Gin Ser Cys Ser Glu Cys He Leu Ala Gin Asp Pro 

515 520 525 

Val Cys Ala Trp Ser Phe Arg Leu Asp Glu Cys Val Ala His Ala Gly 

530 535 540 

Glu His Arg Gly Leu Val Gin Asp He Glu Ser Ala Asp Val Ser Ser 

545 550_ 555 560 



Leu Cys Pro Lys Glu Pro Gly Glu Arg Pro Val Val Phe Glu Val Pro 

565 570 575 

Val Ala Thr Ala Ala His Val Val Leu Pro Cys Ser Pro Ser Ser Ala 

580 585 590 

Trp Ala Ser Cys Val Trp His Gin Pro Ser Gly Val Thr Ala Leu Thr 
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595 600 605 

Pro Arg Arg Asp Gly Leu Glu Val Val Val Thr Pro Gly Ala Met Gly 

610 615 620 

Ala Tyr Ala Cys Glu Cys Gin Glu Gly Gly Ala Ala His Val Val Ala 

625 630 635 640 

Ala Tyr Ser Leu Val Trp Gly Ser Gin Arg Asp Ala Pro Ser Arg Ala 

645 650 655 

His Thr Val Gly Ala Gly Leu Ala Gly Phe Phe Leu Gly He Leu Ala 

660 665 670 

Ala Ser Leu Thr Leu He Leu He Gly Arg Arg Gin Gin Arg Arg Arg 

675 680 685 

Gin Arg Glu Leu Leu Ala Arg Asp Lys Val Gly Leu Asp Leu Gly Ala 

690 695 700 

Pro Pro Ser Gl y Thr Thr Ser Tyr Ser Glnjtsp Pro Pro Ser ProjSgx 

,. , ■ -- ,. J ■ , . ' , ' . . . - 

705 710 715 720 

Pro Glu Asp Glu Arg Leu Pro Leu Ala Leu Ala Lys Arg Gly Ser Gly 

725 730 735 

Phe Gly Gly Phe Ser Pro Pro Phe Leu Leu Asp Pro Cys Pro Ser Pro 

740 745 750 
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Ala His He Arg Leu Thr Gly Ala Pro Leu Ala Thr Cys Asp Glu Thr 

755 760 765 

Ser lie 

770 



<210> 67 
<211> 2244 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (161).. (2059) 
<400> 67 

aatattgcca ggtccactga tctcaaatag cccagcaacc attttccaag ggacttctgg 60 
caaccaggta accataacag ttgtgccaaa tacgagtttt gcacctgcaa ctgtgagtca 120 



gggaaatgca actcagctca ttgctccagc aggaattacc atg age gga acg cag 

Met Ser Gly Thr Gin 

1 5 

aca gga gtt gga ctt cca gta caa acg ctt cca gec act caa gca tct 223 
Thr Gly Val Gly Leu Pro Val Gin Thr Leu Pro Ala Thr Gin Ala Ser 

10 15 20 



175 
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cct get gga caa tea tea tgt act act get act ccc cca ttc aaa ggt 271 
Pro Ala Gly Gin Ser Ser Cys Thr Thr Ala Thr Pro Pro Phe Lys Gly 

25 30 35 

gat aaa ata att tgc caa aag gag gag gaa gca aag gaa gca aca ggt 319 
Asp Lys He He Cys Gin Lys Glu Glu Glu Ala Lys Glu Ala Thr Gly 

40 45 50 

tta cat gtt cat gaa cgt aaa att gaa gtc atg gag aac ccg tec tgc 367 
Leu His Val His Glu Arg Lys He Glu Val Met Glu Asn Pro Ser Cys 

55 60 65 

cga cga gga gee aca aac acc age aat ggg gat aca aag gaa aat gaa 415 
Arg Arg Gly Ala Thr Asn Thr Ser Asn Gly Asp Thr Lys Glu Asn Glu 

70 75 80 85 

atg cat gtg gga agt ctt tta aat ggg aga aag tac agt gac tea agt 463 
Met His Val Gly Ser Leu Leu Asn Gly Arg Lys Tyr Ser Asp Ser Ser 
90 95 100 

eta cct cct tea aac tea ggg aaa at t caa agt gag act aat cag tgc 5 11 
Leu Pro Pro Ser Asn Ser Gly Lys He Gin Ser Glu Thr Asn Gin Cys 

105 110 115 

tea eta ate agt aat ggg cca tea ttg gaa tta ggt gag aat gga gca 559 
Ser Leu He Ser Asn Gly Pro Ser Leu Glu Leu Gly Glu Asn Gly Ala 

120 125 130 

tct ggg aaa cag aac tea gaa caa ata gac atg caa gat ate aaa agt 607 
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Ser Gly Lys Gin Asn Ser Glu Gin He Asp Met Gin Asp He Lys Ser 

135 140 145 

gat ttg aga aaa ccg eta gtt aat gga ate tgt gat ttt gat aaa gga 655 
Asp Leu Arg Lys Pro Leu Val Asn Gly He Cys Asp Phe Asp Lys Gly 

150 155 160 165 

gat ggt tct cat tta age aaa aac att cca aat cat aaa act tec aat 703 
Asp Gly Ser His Leu Ser Lys Asn He Pro Asn His Lys Thr Ser Asn 
170 175 180 

cat gta gga aat ggt gag ata tct cca atg gaa cca caa ggg act tta 751 
His Val Gly Asn Gly Glu He Ser Pro Met Glu Pro Gin Gly Thr Leu 

185 190 195 

gat ate act cag caa gat act gee aaa ggt gat caa eta gaa aga att 799 
Asp He Thr Gin Gin Asp Thr Ala Lys Gly Asp Gin Leu Glu Arg lie 

200 205 210 

tct aat gga cct gta tta act ttg ggt ggt tea tct gtg age agt ata 847 
Ser Asn Gly Pro Val Leu Thr Leu^Gly Gly Ser Ser Val Ser Ser I le 

215 220 225 

cag gag get tea aat gcg gca aca cag caa ttt agt ggt act gat ttg 895 
Gin Glu Ala Ser Asn Ala Ala Thr Gin Gin Phe Ser Gly Thr Asp Leu 

230 235 240 245 

ctt aat gga cct eta get tea agt ttg aat tea gat gtg cct cag caa 943 
Leu Asn Gly Pro Leu Ala Ser Ser Leu Asn Ser Asp Val Pro Gin Gin 
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250 255 260 

cgc cca agt gta gtt gtc tea cca cat tct aca acc tct gtt ata cag 991 
Arg Pro Ser Val Val Val Ser Pro His Ser Thr Thr Ser Val He Gin 

265 270 275 . 

gga cat caa ate ata gca gtt ccc gac tea gga tea aaa gta tec cat 1039 
Gly His Gin He He Ala Val Pro Asp Ser Gly Ser Lys Val Ser His 

280 285 290 

tct cct gee eta tea tct gac gtt egg tct aca aat ggc aca gca gaa 1087 
Ser Pro Ala Leu Ser Ser Asp Val Arg Ser Thr Asn Gly Thr Ala Glu 

295 300 305 

tgc aaa act gta aag agg cca gca gag gat act gat agg gaa aca gtc 1135 
Cys Lys Thr Val Lys Arg Pro Ala Glu Asp Thr Asp Arg Glu Thr Val 

310 315 320 325 

ate agt gac 1183 
He Ser Asp 
340 



ccc aac aat get ggc tgc age gca aca atg gtt get gtg cca gca gga 1231 

Pro Asn Asn Ala Gly Cys Ser Ala Thr Met Val Ala Val Pro Ala Gly 

345 350 355 

gca gat cca age act gta get aaa gta gca ata gaa agt get gtt cag 1279 

Ala Asp Pro Ser Thr Val Ala Lys Val Ala He Glu Ser Ala Val Gin 

360 365 370 
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gca gga att cca aat aaa gta gga gtt aga att gtt aca 
Ala Gly He Pro Asn Lys Val Gly Val Arg He Val Thr 

530 335 
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caa aag caa cag cat cca cca aca tat gta cag aat gtg gtc ccg cag 1327 
Gin Lys Gin Gin His Pro Pro Thr Tyr Val Gin Asn Val Val Pro Gin 

375 380 385 

aac act cct atg cca cct tea cca get gta caa gtg cag ggc cag cct 1375 
Asn Thr Pro Met Pro Pro Ser Pro Ala Val Gin Val Gin Gly Gin Pro 

390 395 400 405 

aac agt tct cag cct tct cca ttc agt gga tec agt cag cct gga gat 1423 
Asn Ser Ser Gin Pro Ser Pro Phe Ser Gly Ser Ser Gin Pro Gly Asp 
410 415 420 

cca atg aga aaa cct gga cag aac ttc atg tgt ctg tgg cag tct tgt 1471 
Pro Met Arg Lys Pro Gly Gin Asn Phe Met Cys Leu Trp Gin Ser Cys 

425 430 435 

aaa aag tgg ttt cag aca ccc tea cag gtt ttc tac cat gca gca act 1519 
Lys Lys Trp Phe Gin Thr Pro Ser Gin Val Phe Tyr His Ala Ala Thr 

440 445 450 

gaa cat gga gga aaa gat gta tat cca ggg cag tgt ctt tgg gaa ggt 1567 
Glu His Gly Gly Lys Asp Val Tyr Pro Gly Gin Cys Leu Trp Glu Gly 

455 460 465 

tgt gag cct ttt cag cga cag egg ttt tct ttt att ace cac ttg cag 1615 
Cys Glu Pro Phe Gin Arg Gin Arg Phe Ser Phe He Thr His Leu Gin 

470 475 480 485 
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gat aag cac tgt tea aag gat gec eta ctt gca gga tta aaa caa gat 1663 
Asp Lys His Cys Ser Lys Asp Ala Leu Leu Ala Gly Leu Lys Gin Asp 
490 495 500 

gaa cca gga cac gca gga agt cag aag tct tct acc aag cag cca act 1711 
Glu Pro Gly His Ala Gly Ser Gin Lys Ser Ser Thr Lys Gin Pro Thr 

505 510 515 

gta ggg ggc aca age tea act cct aga gca caa aag gee att gtg aat 1759 
Val Gly Gly Thr Ser Ser Thr Pro Arg Ala Gin Lys Ala He Val Asn 

520 525 530 

cat ccc agt get gca ctt atg get ctg agg aga gga tea aga aac ctt 1807 
His Pro Ser Ala Ala Leu Met Ala Leu Arg Arg Gly Ser Arg Asn Leu 

535 540 545 

gtc ttt cga gat ttt aca gat gaa aaa gag gga cca ata act aaa cac 1855 
Val Phe Arg Asp Phe Thr Asp Glu Lys Glu Gly Pro He Thr Lys His 

550 555 560 565 

ate cga eta aca get gee tta a ta tta aaa aat att ggt aaa tat tea 1903 
He Arg Leu Thr Ala Ala Leu lie Leu Lys Asn He Gly Lys Tyr Ser 

570 575 580 

gaa tgt ggt cgc aga ttg tta aag aga cat gaa aat aac tta tea gtg 1951 
Glu Cys Gly Arg Arg Leu Leu Lys Arg His Glu Asn Asn Leu Ser Val 

585 590 595 

eta gee att agt aac atg gaa get tec tec acc ctt gee aaa tgc ctt 1999 
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Leu Ala lie Ser Asn Met Glu Ala Ser Ser Thr Leu Ala Lys Cys Leu 

600 605 610 

tat gaa ctt aat ttt aca gtt cag agt aag gaa caa gaa aaa gac tea 2047 
Tyr Glu Leu Asn Phe Thr Val Gin Ser Lys Glu Gin Glu Lys Asp Ser 

615 620 625 

gaa atg ctg cag tgaaaaataa ttccacttac acagtggggg actcaaagtc 2099 
Glu Met Leu Gin 

630 

agecacattt cacatactgt tactgaagaa agcaccaagt cttaatggaa caaagaccat 2159 
agaatgaatt attttatctc ctcccatgat gctgagagga agettegtat tctgatctct 2219 
gagtgaatcc ctttgttctc tgttt 2244 

<210> 68 

<211> 633 

-<21-2>-RRT~- 

<213> Homo sapiens 

<400> 68 

Met Ser Gly Thr Gin Thr Gly Val Gly Leu Pro Val Gin Thr Leu Pro 

15 10 15 

Ala Thr Gin Ala Ser Pro Ala Gly Gin Ser Ser Cys Thr Thr Ala Thr 

20 25 30 
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Pro Pro Phe Lys Gly Asp Lys lie He Cys Gin Lys Glu Glu Glu Ala 
35 40 45 

Lys Glu Ala Thr Gly Leu His Val His Glu Arg Lys He Glu Val Met 

50 55 60 

Glu Asn Pro Ser Cys Arg Arg Gly Ala Thr Asn Thr Ser Asn Gly Asp 

65 70 75 80 

Thr Lys Glu Asn Glu Met His Val Gly Ser Leu Leu Asn Gly Arg Lys 

85 90 95 

Tyr Ser Asp Ser Ser Leu Pro Pro Ser Asn Ser Gly Lys lie Gin Ser 
100 105 110 

Glu Thr Asn Gin Cys Ser Leu He Ser Asn Gly Pro Ser Leu Glu Leu 

115 120 125 



Gly Glu Asn Gly Ala Ser Gly Lys Gin Asn Ser Glu Gin lie Asp Met 




Gin Asp He Lys Ser Asp Leu Arg Lys Pro Leu Val Asn Gly He Cys 

145 150 155 160 

Asp Phe Asp Lys Gly Asp Gly Ser His Leu Ser Lys Asn He Pro Asn 

165 170 175 

His Lys Thr Ser Asn His Val Gly Asn Gly Glu He Ser Pro Met Glu 
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180 185 190 

Pro Gin Gly Thr Leu Asp lie Thr Gin Gin Asp Thr Ala Lys Gly Asp 

195 200 205 

Gin Leu Glu Arg lie Ser Asn Gly Pro Val Leu Thr Leu Gly Gly Ser 

210 215 220 

Ser Val Ser Ser He Gin Glu Ala Ser Asn Ala Ala Thr Gin Gin Phe 

225 230 235 240 

Ser Gly Thr Asp Leu Leu Asn Gly Pro Leu Ala Ser Ser Leu Asn Ser 

245 250 255 

Asp Val Pro Gin Gin Arg Pro Ser Val Val Val Ser Pro His Ser Thr 

260 265 270 

Thr Ser Val He Gin Gly His Gin lie He Ala Val Pro Asp Ser Gly 

275 280 285 

Ser L ys Val Ser His Ser Pro Ala Leu Ser Ser Asp Val Arg Ser Thr 

290 295 300 

Asn Gly Thr Ala Glu Cys Lys Thr Val Lys Arg Pro Ala Glu Asp Thr 

305 310 315 320 

Asp Arg Glu Thr Val Ala Gly He Pro Asn Lys Val Gly Val Arg He 

325 330 335 
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Val Thr He Ser Asp Pro Asn Asn Ala Gly Cys Ser Ala Thr Met Val 

340 345 350 

Ala Val Pro Ala Gly Ala Asp Pro Ser Thr Val Ala Lys Val Ala He 

355 360 365 

Glu Ser Ala Val Gin Gin Lys Gin Gin His Pro Pro Thr Tyr Val Gin 

370 375 380 

Asn Val Val Pro Gin Asn Thr Pro Met Pro Pro Ser Pro Ala Val Gin 

385 390 395 400 

Val Gin Gly Gin Pro Asn Ser Ser Gin Pro Ser Pro Phe Ser Gly Ser 
405 410 415 

Ser Gin Pro Gly Asp Pro Met Arg Lys Pro Gly Gin Asn Phe Met Cys 

420 425 430 

Leu Trp Gin Ser Cys Lys Lys Trp Phe Gin Thr Pro Ser Gin Val Phe 

435 440 445 



Tyr His Ala Ala Thr Glu His Gly Gly Lys Asp Val Tyr Pro Gly Gin 

450 455 460 

Cys Leu Trp Glu Gly Cys Glu Pro Phe Gin Arg Gin Arg Phe Ser Phe 

465 470 475 480 

He Thr His Leu Gin Asp Lys His Cys Ser Lys Asp Ala Leu Leu Ala 
485 490 495 
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Gly Leu Lys Gin Asp Glu Pro Gly His Ala Gly Ser Gin Lys Ser Ser 

500 505 510 

Thr Lys Gin Pro Thr Val Gly Gly Thr Ser Ser Thr Pro Arg Ala Gin 

515 520 525 

Lys Ala He Val Asn His Pro Ser Ala Ala Leu Met Ala Leu Arg Arg 

530 535 540 

Gly Ser Arg Asn Leu Val Phe Arg Asp Phe Thr Asp Glu Lys Glu Gly 

545 550 555 560 



Pro lie Thr Lys His He Arg Leu Thr Ala Ala Leu He Leu Lys Asn 

565 570 575 

He Gly Lys Tyr Ser Glu Cys Gly Arg Arg Leu Leu Lys Arg His Glu 

580 585 590 

Asn Asn Leu Ser Val Leu Ala He Ser Asn Met Glu Ala Ser Ser Thr 

Leu Ala Lys Cys Leu Tyr Glu Leu Asn Phe Thr Val Gin Ser Lys Glu 

610 615 620 



Gin Glu Lys Asp Ser Glu Met Leu Gin 

625 630 
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<210> 69 

<211> 3253 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9).. (2588) 

<400> 69 

gagggaag atg gca cct gcc ggc tgc tgc tgc tgc tgc tgc ttc tgg ggc 50 
Met Ala Pro Ala Gly Cys Cys Cys Cys Cys Cys Phe Trp Gly 
15 10 

ggc get gtg gcc gcc gcg ggc gcc gcc egg cgt gtc ctg ctg ctg ctg 98 
Gly Ala Val Ala Ala Ala Gly Ala Ala Arg Arg Val Leu Leu Leu Leu 

15 20 25 30 

ctg ctg ggg gtc ctg tec get ggg ctg egg cca ggc gcc ctg gcc acc 146 
Leu Leu Gly Val Leu Ser Ala Gly Leu Arg Pro Gly Ala Leu Ala Thr 

35 40 - 45 



gag cac tac teg ccg etc tec ctg etc aag cag gag ctg cag cac egg 194 
Glu His Tyr Ser Pro Leu Ser Leu Leu Lys Gin Glu Leu Gin His Arg 

50 55 60 

cag cag cag gag gcc ccg gcg ggc ggc ggc ggc tgc age ccg cag tec 242 
Gin Gin Gin Glu Ala Pro Ala Gly Gly Gly Gly Cys Ser Pro Gin Ser 

65 70 75 
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ggg gac tgg ggg gac cag tac tct gcc gag tgc ggc gag tea tec ttt 290 
Gly Asp Trp Gly Asp Gin Tyr Ser Ala Glu Cys Gly Glu Ser Ser Phe 

80 85 90 

ttg aac ttc cat gac tea gac tgc gaa ccc aag gga tea tea ccc tgt 338 
Leu Asn Phe His Asp Ser Asp Cys Glu Pro Lys Gly Ser Ser Pro Cys 
95 100 105 110 

gac tec ttg ctt tec etc aac act gag aag att ctg age cag gcc aag 386 
Asp Ser Leu Leu Ser Leu Asn Thr Glu Lys He Leu Ser Gin Ala Lys 
115 120 125 

tct att gca gaa cag aag aga ttc ccg ttt gcc act gat aat gac age 434 
Ser He Ala Glu Gin Lys Arg Phe Pro Phe Ala Thr Asp Asn Asp Ser 

130 135 140 

aca aat gaa gag tta get att get tat gtc ttg att ggc agt ggt ctg 482 
Thr Asn Glu Glu Leu Ala He Ala Tyr Val Leu He Gly Ser Gly Leu 

145 150 155 



tat gat gaa gca ata egg cat ttt tea aca atg ctt cag gag gag cct 530 
Tyr Asp Glu Ala He Arg His Phe Ser Thr Met Leu Gin Glu Glu Pro 

160 165 170 

gat ctg gtt agt gca att tat ggc cga ggg ata gcc tat gga aag aag 578 

Asp Leu Val Ser Ala He Tyr Gly Arg Gly He Ala Tyr Gly Lys Lys 
175 180 185 190 
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gga eta cat gac att aag aat get gag ctt get ctg ttc gaa ctg age 626 
Gly Leu His Asp He Lys Asn Ala Glu Leu Ala Leu Phe Glu Leu Ser 
195 200 205 

cga gta att ace ttg gaa cca gat cgt cca gag gta ttt gag cag cga 674 
Arg Val He Thr Leu Glu Pro Asp Arg Pro Glu Val Phe Glu Gin Arg 

210 215 220 

gca gaa att ctg tec cct ctg gga cga att aat gaa gca gtg aat gac 722 
Ala Glu He Leu Ser Pro Leu Gly Arg He Asn Glu Ala Val Asn Asp 

225 230 235 

etc act aaa get ate caa ctg cag ccc tea gca egg ctg tac aga cat 770 
Leu Thr Lys Ala He Gin Leu Gin Pro Ser Ala Arg Leu Tyr Arg His 

240 245 250 

egg gga acc ctg tac ttc ata tea gag gac tat gca aca gec cat gaa 818 
Arg Gly Thr Leu Tyr Phe He Ser Glu Asp Tyr Ala Thr Ala His Glu 

255 260 265 270 

gac ttt cag cag tec tta gaa ctg aac aaa aac cag cct ata get atg 866 
Asp Phe Gin Gin Ser Leu Glu Leu Asn Lys Asn Gin Pro He Ala Met 

275 280 285 

eta tac aaa ggt tta act ttc ttt cac aga gga ctt ctg aag gaa get 914 
Leu Tyr Lys Gly Leu Thr Phe Phe His Arg Gly Leu Leu Lys Glu Ala 

290 295 300 

att gaa tec ttc aaa gaa get ttg aag cag aaa gtt gac ttt att gat 962 
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He Glu Ser Phe Lys Glu Ala Leu Lys Gin Lys Val Asp Phe lie Asp 

305 310 315 

gca tat aaa agt eta ggg cag gca tat aga gaa ctg ggc aat ttt gaa 1010 
Ala Tyr Lys Ser Leu Gly Gin Ala Tyr Arg Glu Leu Gly Asn Phe Glu 

320 325 330 

gca gec act gag age ttt caa aag gca ctg ttg etc aac caa aat cat 1058 
Ala Ala Thr Glu Ser Phe Gin Lys Ala Leu Leu Leu Asn Gin Asn His 

335 340 345 350 

gtg caa acc etc cag etc egg gga atg atg etc tac cac cac ggc age 1106 
Val Gin Thr Leu Gin Leu Arg Gly Met Met Leu Tyr His His Gly Ser 

355 360 365 

tta cag gaa gec ctt aag aac ttt aag egg tgt ctg cag eta gag cca 1154 
Leu Gin Glu Ala Leu Lys Asn Phe Lys Arg Cys Leu Gin Leu Glu Pro 

370 375 380 

tat aat gaa gtg tgc cag tat atg aaa ggg etc age cat gtt gec atg 1202 
Jyr- Asn Glu Val Cys Gin Tyr, Met Lys Gly Leu Ser His Val Ala Met 

385 390 395 

gga cag ttt tat gaa ggg ata aaa gca caa aca aaa gtt atg ctg aat 1250 
Gly Gin Phe Tyr Glu Gly He Lys Ala Gin Thr Lys Val Met Leu Asn 
400 405 410 

gat cct etc cca ggc cag aag get age cct gag tat ctt aaa gta aag 1298 
Asp Pro Leu Pro Gly Gin Lys Ala Ser Pro Glu Tyr Leu Lys Val Lys 

3 0 8 ffi$E# 2000-3062522 
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415 420 425 430 

tat etc cga gag tac tct cga cat ctt cat gca cac ctt gat acc ccc 1346 
Tyr Leu Arg Glu Tyr Ser Arg His Leu His Ala His Leu Asp Thr Pro 

435 440 445 

ctt acg gaa tat aac att gat gtg gat ctg cct gga age ttt aag gac 1394 
Leu Thr Glu Tyr Asn He Asp Val Asp Leu Pro Gly Ser Phe Lys Asp 

450 455 460 

cac tgg get aaa aat ttg cct ttc etc ata gaa gac tac gaa gag cag 1442 
His Trp Ala Lys Asn Leu Pro Phe Leu He Glu Asp Tyr Glu Glu Gin 

465 470 475 

cca ggg ttg caa ccc cac ata aaa gat gtg tta cat cag aat ttt gag 1490 
Pro Gly Leu Gin Pro His He Lys Asp Val Leu His Gin Asn Phe Glu 

480 485 490 

agt tat aag cct gaa gta cag gag ctg att tgt gtg get gat cgt ttg 1538 
Ser Tyr Lys Pro Glu Val Gin Glu Leu He Cys Val Ala Asp Arg Leu 

gga tec ctg atg caa tat gaa aca cct ggt ttc ctg cca aac aag aga 1586 
Gly Ser Leu Met Gin Tyr Glu Thr Pro Gly Phe Leu Pro Asn Lys Arg 

515 520 525 

ata cac aga get atg ggt ttg gec gca ttg gag gtc atg caa gec gtg 1634 
He His Arg Ala Met Gly Leu Ala Ala Leu Glu Val Met Gin Ala Val 

530 535 540 
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# ^ 1 1 - 1 9 4 1 7 9 



cag cgt aca tgg acc aac teg aaa gtt cga atg aat ggg aag aca egg 1682 
Gin Arg Thr Trp Thr Asn Ser Lys Val Arg Met Asn Gly Lys Thr Arg 

545 550 555 



ttg atg cag tgg aga gac atg ttt gac att gca gtt aaa tgg aga agg 1730 
Leu Met Gin Trp Arg Asp Met Phe Asp He Ala Val Lys Trp Arg Arg 

560 565 570 

att get gac cca'gac cag ccc gtg ctg tgg tta gat caa atg cca gca 1778 
He Ala Asp Pro Asp Gin Pro Val Leu Trp Leu Asp Gin Met Pro Ala 

575 580 585 590 



cga agt ctt age aga ggt ttt aac aac cac att aat tta ate agg ggt 1826 
Arg Ser Leu Ser Arg Gly Phe Asn Asn His He Asn Leu He Arg Gly 

595 600 605 



cag gtg ate aac atg aga tac eta gaa tat ttt gag aaa ata ctt cat 1874 
Gin Val He Asn Met Arg Tyr Leu Glu Tyr Phe Glu Lys He Leu His 

610 615 620 

ttt att aaa gac aga att ctt gtt tat cat gga get aat aat cct aaa 1922 
Phe lie Lys Asp Arg He Leu Val Tyr His Gly Ala Asn Asn Pro Lys 

625 630 635 



gga ttg ctg gaa gtt egg gaa gee ctg gaa aag gta cac aaa gta gaa 1970 
Gly Leu Leu Glu Val Arg Glu Ala Leu Glu Lys Val His Lys Val Glu 

640 645 650 
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* ac «t ctt c «JT tt atg W 

^ u Leu Pro J]e ^ "t aat act aaa ^ 

655 Phe Asn Thr L vs T h * 2018 

660 Lys Tl " Lys Asp G1 

665 

ttn 670 

^ Va, isn ^ " C «•« «, aaa 8ac caa 

L » s Val Pro Ser «» aag eaa 

675 ^ As P Gin Gl, L ». r| 

685 

Ut S3t Ka ««« aca a,c acg ... 

Tyr Asp c „ Phe rhr a « «. eac aaa , tt gsc 

Jie rhr He Thr rj esc aat ata 2 lld 

690 Gly As P Lys VaJ G . . 2114 

695 y Asn U * 

700 

Leu Phe Ser Val r, ^ ° ^ eaa * a a ag ff a „ a 

73i Gi « ™r GJn Thf « aca caa tta tat 2l6? 

705 T Glu Giu Arg Thr r . , 2162 

710 Gln Le » Tyr 

715 

ca t get g aa ata eaf 

«•«• gat ffC a ctt tat 

flis 4Ja Glu ij e iSB 333 ffat ttg aca wa . 

4sp 41a Leu gca aaa gga aaa 

720 y Lys Asp Leu Thr 2210 

725 Ala L ^ Gly Lys 

730 

eta **» att ctt tea tea „ 

^^^^^^^^-^^^^ - - 

740 u>uu ^— v aJC ;;; n ^ 

745 11 

750 



tto 

tta a *c tta tec tta g tt tat t 

sit tat tac tf+ . 

Leu He Leu Ser L e u VaJ r tta cca C t 

Vai Tyr phe cc a etc tct 2306 

755 y ASn Leu tot Pro Leu ^ 

760 Ser 

765 

^ tcc ft . att get ta 

ffCt tac teg &tc atc 

gtff ffffa gca ct 

ctg atg 2354 
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11 — 194179 

Arg Gly Ser Ser Val He Ala Tyr Ser Val He Val Gly Ala Leu Met 

770 775 780 

gca agt gga aaa gaa gta gca gga aaa att ccc aaa ggg aag tta gtc 2402 
Ala Ser Gly Lys Glu Val Ala Gly Lys He Pro Lys Gly Lys Leu Val 

785 790 795 

gac ttt gaa get atg aca gec cct ggt tea gag gec ttt age aaa gtc 2450 
Asp Phe Glu Ala Met Thr Ala Pro Gly Ser Glu Ala Phe Ser Lys Val 

800 805 810 

gec aaa age tgg atg aac ttg aaa agt att tea cct tct tat aag act 2498 
Ala Lys Ser Trp Met Asn Leu Lys Ser He Ser Pro Ser Tyr Lys Thr 

815 820 825 830 

ctt cca tea gtt tea gaa acg ttt cca acg tta aga teg atg att gag 2546 
Leu Pro Ser Val Ser Glu Thr Phe Pro Thr Leu Arg Ser Met He Glu 

835 . 840 845 

gtg eta aac aca gac tct tct cca cgt tgt ctt aag aaa etc 2588 

Val Leu Asn Thr Asp Ser Ser Pro Arg Cys Leu Lys Lys Leu 
_ _ _ 

tagttctget gctgtattta tacaagtaaa gggccggacc tettgettet taagttattt 2648 
tttaaaacat ggaattataa agaaattagg tcctctatta cttttgatac caatttttat 2708 
aggaattgaa tacttgaaat cattttcttt acttttctga accataatga aaatcatgaa 2768 

3 12 ffilEff 2000-3062522 
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agaggctttc ggggggaaaa agctacttga cttggaggga aagcgtatgt attagccggc 2828 
agcctgttgg ttcccactta taaagtcata taactccttc cttacagtaa aaaaaatttt 2888 
cctcaacaac taaaatataa tactgaagat gaacaaaaac aaaaccaaat aggagtgttt 2948 
gtattccttt agagatctgg atatttttca aagacttgct ttttacgcac attgtgatag 3008 
agcatctttt gttgactcac gtaacctcca tgtgtgggtc ctttgtttta ttagaaccat 3068 
ggaagaaggt tcctgggcca tcagtatgtg ttgcagagct cacagccagg aacacttatt 3128 
ttgaacaatg cagacagtac ttgccagagt cccaaatgct gaattattga accatgtttt 3188 
ttttttcctt tgttgaaaaa aataaaccag ggtgatttct ataaatcacc agtttttggc 3248 



attgg 



3253 



<210> 70 
<211> 860 



<212> PRT 

<213> Homo sapiens 
<400> 70 

Met Ala Pro Ala Gly Cys Cys Cys Cys Cys Cys Phe Trp Gly Gly Ala 
1 5 10 15 

Val Ala Ala Ala Gly Ala Ala Arg Arg Val Leu Leu Leu Leu Leu Leu 

3 13 mSE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



20 25 30 

Gly Val Leu Ser Ala Gly Leu Arg Pro Gly Ala Leu Ala Thr Glu His 

35 40 45 

Tyr Ser Pro Leu Ser Leu Leu Lys Gin Glu Leu Gin His Arg Gin Gin 

50 55 60 

Gin Glu Ala Pro Ala Gly Gly Gly Gly Cys Ser Pro Gin Ser Gly Asp 

65 70 75 80 

Trp Gly Asp Gin Tyr Ser Ala Glu Cys Gly Glu Ser Ser Phe Leu Asn 

85 90 95 

Phe His Asp Ser Asp Cys Glu Pro Lys Gly Ser Ser Pro Cys Asp Ser 
100 105 110 

Leu Leu Ser Leu Asn Thr Glu Lys He Leu Ser Gin Ala Lys Ser He 

115 120 125 

Ala Glu Gin Lys Arg Phe Pro Phe Ala Thr Asp Asn Asp Ser Thr Asn 

130 135 140 

Glu Glu Leu Ala He Ala Tyr Val Leu He Gly Ser Gly Leu Tyr Asp 

145 150 155 160 

Glu Ala He Arg His Phe Ser Thr Met Leu Gin Glu Glu Pro Asp Leu 

165 170 175 

314 tamn 2000-3062522 
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Val Ser Ala He Tyr Gly Arg Gly He Ala Tyr Gly Lys Lys Gly Leu 
180 185 190 

His Asp He Lys Asn Ala Glu Leu Ala Leu Phe Glu Leu Ser Arg Val 

195 200 205 

He Thr Leu Glu Pro Asp Arg Pro Glu Val Phe Glu Gin Arg Ala Glu 

210 215 220 

He Leu Ser Pro Leu Gly Arg He Asn Glu Ala Val Asn Asp Leu Thr 

225 230 235 240 

Lys Ala He Gin Leu Gin Pro Ser Ala Arg Leu Tyr Arg His Arg Gly 

245 250 255 

Thr Leu Tyr Phe He Ser Glu Asp Tyr Ala Thr Ala His Glu Asp Phe 

260 265 270 

Gin Gin Ser Leu Glu Leu Asn Lys Asn Gin Pro He Ala Met Leu Tyr 

275 280 285 



Lys Gly Leu Thr Phe Phe His Arg Gly Leu Leu Lys Glu Ala He Glu 

290 295 300 

Ser Phe Lys Glu Ala Leu Lys Gin Lys Val Asp Phe He Asp Ala Tyr 

305 310 315 320 

Lys Ser Leu Gly Gin Ala Tyr Arg Glu Leu Gly Asn Phe Glu Ala Ala 

325 330 335 
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Thr Glu Ser Phe Gin Lys Ala Leu Leu Leu Asn Gin Asn His Val Gin 

340 345 350 

Thr Leu Gin Leu Arg Gly Met Met Leu Tyr His His Gly Ser Leu Gin 

355 360 365 

Glu Ala Leu Lys Asn Phe Lys Arg Cys Leu Gin Leu Glu Pro Tyr Asn 

370 375 380 

Glu Val Cys Gin Tyr Met Lys Gly Leu Ser His Val Ala Met Gly Gin 

385 390 395 400 

Phe Tyr Glu Gly lie Lys Ala Gin Thr Lys Val Met Leu Asn Asp Pro 

405 410 415 

Leu Pro Gly Gin Lys Ala Ser Pro Glu Tyr Leu Lys Val Lys Tyr Leu 

420 425 430 

Arg Glu Tyr Ser Arg His Leu His Ala His Leu Asp Thr Pro Leu Thr 

435 440 445 



Glu Tyr Asn He Asp Val Asp Leu Pro Gly Ser Phe Lys Asp His Trp 

450 455 460 

Ala Lys Asn Leu Pro Phe Leu He Glu Asp Tyr Glu Glu Gin Pro Gly 

465 470 475 480 

Leu Gin Pro His He Lys Asp Val Leu His Gin Asn Phe Glu Ser Tyr 
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485 490 495 

Lys Pro Glu Val Gin Glu Leu He Cys Val Ala Asp Arg Leu Gly Ser 

500 505 510 

Leu Met Gin Tyr Glu Thr Pro Gly Phe Leu Pro Asn Lys Arg He His 

515 520 525 

Arg Ala Met Gly Leu Ala Ala Leu Glu Val Met Gin Ala Val Gin Arg 

530 535 540 

Thr Trp Thr Asn Ser Lys Val Arg Met Asn Gly Lys Thr Arg Leu Met 

545 550 555 560 



Gin Trp Arg Asp Met Phe Asp lie Ala Val Lys Trp Arg Arg lie Ala 

565 570 575 

Asp Pro Asp Gin Pro Val Leu Trp Leu Asp Gin Met Pro Ala Arg Ser 

580 585 590 




He Asn Met Arg Tyr Leu Glu Tyr Phe Glu Lys He Leu His Phe lie 

610 615 620 



Lys Asp Arg He Leu Val Tyr His Gly Ala Asn Asn Pro Lys Gly Leu 

625 630 635 640 
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Leu Glu Val Arg Glu Ala Leu Glu Lys Val His Lys Val Glu Asp Leu 

645 650 655 

Leu Pro lie Met Lys Gin Phe Asn Thr Lys Thr Lys Asp Gly Phe Thr 

660 665 670 

Val Asn Thr Lys Val Pro Ser Leu Lys Asp Gin Gly Lys Glu Tyr Asp 

675 680 685 

Gly Phe Thr He Thr lie Thr Gly Asp Lys Val Gly Asn He Leu Phe 

690 695 700 

Ser Val Glu Thr Gin Thr Thr Glu Glu Arg Thr Gin Leu Tyr His Ala 

705 710 715 720 

Glu He Asp Ala Leu Tyr Lys Asp Leu Thr Ala Lys Gly Lys Val Leu 

725 730 735 

He Leu Ser Ser Glu Phe Gly Glu Ala Asp Ala Val Cys Asn Leu He 

740 745 750 



Leu Ser Leu Val Tyr Tyr Phe Tyr Asn Leu Met Pro Leu Ser Arg Gly 

755 760 765 

Ser Ser Val lie Ala Tyr Ser Val He Val Gly Ala Leu Met Ala Ser 

770 775 780 

Gly Lys Glu Val Ala Gly Lys lie Pro Lys Gly Lys Leu Val Asp Phe 

785 790 795 800 
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Glu Ala Met Thr Ala Pro Gly Ser Glu Ala Phe Ser Lys Val Ala Lys 
805 810 815 

Ser Trp Met Asn Leu Lys Ser He Ser Pro Ser Tyr Lys Thr Leu Pro 

820 825 830 

Ser Val Ser Glu Thr Phe Pro Thr Leu Arg Ser Met He Glu Val Leu 

835 840 845 

Asn Thr Asp Ser Ser Pro Arg Cys Leu Lys Lys Leu 
850 855 860 

<210> 71 

<211> 2195 

<212> DNA 

<213> Homo sapiens 

<220> 

.- - <221> CDS - . 

<222> (266).. (1714) 

<400> 71 

agaggcgcgg cgtgactgag ctacggttct ggctgcgtcc cagaggcatc cggggcagta 60 
aaaccgctgc gatcgcggag gcggcggcca ggccgagagg caggccgggc aggggtgtcg 120 

gacgcagggc gctgggccgg gtttcggctt cggccacagg agtcatagag gctgggtggt 180 

3 19 &SE#2 0 0 0 - 3 0 6 2 5 2 2 



#3p 11 — 194179 

ctggcaagga cttgtgcatt tgagaactga caggtgcagc ggagacttct aagagggaaa 240 

accaagcttt ttttctcaag gtgca atg aaa gcc ttc cac act ttc tgt gtt 292 

Met Lys Ala Phe His Thr Phe Cys Val 

1 5 

gtc ctt ctg gtg ttt ggg agt gtc tct gaa gcc aag ttt gat gat ttt 340 

Val Leu Leu Val Phe Gly Ser Val Ser Glu Ala Lys Phe Asp Asp Phe 

10 15 20 25 

gag gat gag gag gac ata gta gag tat gat gat aat gac ttc get gaa 388 
Glu Asp Glu Glu Asp He Val Glu Tyr Asp Asp Asn Asp Phe Ala Glu 

30 35 40 

ttt gag gat gtc atg gaa gac tct gtt act gaa tct cct caa egg gtc 436 
Phe Glu Asp Val Met Glu Asp Ser Val Thr Glu Ser Pro Gin Arg Val 

45 50 55 

ata ate act gaa gat gat gaa gat gag acc act gtg gag ttg gaa ggg 484 
lie He Thr Glu Asp. Asp Glu Asp Glu Thr Thr Val Glu Leu Glu, Gly 
60 65 70 

cag gat gaa aac caa gaa gga gat ttt gaa gat gca gat acc cag gag 532 
Gin Asp Glu Asn Gin Glu Gly Asp Phe Glu Asp Ala Asp Thr Gin Glu 

75 80 85 

gga gat act gag agt gaa cca tat gat gat gaa gaa ttt gaa ggt tat 580 
Gly Asp Thr Glu Ser Glu Pro Tyr Asp Asp Glu Glu Phe Glu Gly Tyr 

3 2 0 tfiSE# 2000-3062522 
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90 95 100 105 

gaa gac aaa cca gat act tct tct age aaa aat aaa gac cca ata acg 628 
Glu Asp Lys Pro Asp Thr Ser Ser Ser Lys Asn Lys Asp Pro He Thr 
110 115 120 

att gtt gat gtt cct gca cac etc cag aac age tgg gag agt tat tat 676 
He Val Asp Val Pro Ala His Leu Gin Asn Ser Trp Glu Ser Tyr Tyr 

125 130 135 

eta gaa att ttg atg gtg act ggt ctg ctt get tat ate atg aat tac 724 
Leu Glu He Leu Met Val Thr Gly Leu Leu Ala Tyr He Met Asn Tyr 

140 145 150 

ate att ggg aag aat aaa aac agt cgc ctt gca cag gec tgg ttt aac 772 
He He Gly Lys Asn Lys Asn Ser Arg Leu Ala Gin Ala Trp Phe Asn 

155 160 165 

act cat agg gag ctt ttg gag age aac ttt act tta gtg ggg gat gat 820 
Thr His Arg Glu Leu Leu Glu Ser Asn Phe Thr Leu Val Gly Asp Asp 

AID 1 75 180 185 ^ 

gga act aac aaa gaa gec aca age aca gga aag ttg aac cag gag aat 868 
Gly Thr Asn Lys Glu Ala Thr Ser Thr Gly Lys Leu Asn Gin Glu Asn 

190 195 200 

gag cac ate tat aac ctg tgg tgt tct ggt cga gtg tgc tgt gag ggc 916 
Glu His lie Tyr Asn Leu Trp Cys Ser Gly Arg Val Cys Cys Glu Gly 

205 210 215 
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atg ctt ate cag ctg agg ttc etc aag aga caa gac tta ctg aat gtc 964 

Met Leu He Gin Leu Arg Phe Leu Lys Arg Gin Asp Leu Leu Asn Val 

220 225 230 

ctg gee egg atg atg agg cca gtg agt gat caa gtg caa ata aaa gta 1012 

Leu Ala Arg Met Met Arg Pro Val Ser Asp Gin Val Gin He Lys Val 

235 240 245 

ace atg aat gat gaa gac atg gat acc tac gta ttt get gtt ggc aca 1060 

Thr Met Asn Asp Glu Asp Met Asp Thr Tyr Val Phe Ala Val Gly Thr 

250 255 260 265 

egg aaa gee ttg gtg cga eta cag aaa gag atg cag gat ttg agt gag 1108 

Arg Lys Ala Leu Val Arg Leu Gin Lys Glu Met Gin Asp Leu Ser Glu 

270 275 280 

ttt tgt agt gat aaa cct aag tct gga gca aag tat gga ctg ccg gac 1156 

Phe Cys Ser Asp Lys Pro Lys Ser Gly Ala Lys Tyr Gly Leu Pro Asp 

285 290 295 



tct ttg gee ate ctg tea gag atg gga gaa gtc aca gac gga atg atg 1204 

Ser Leu Ala lie Leu Ser Glu Met Gly Glu Val Thr Asp Gly Met Met 

300 305 310 

gat aca aag atg gtt cac ttt ctt aca cac tat get gac aag att gaa 1252 

Asp Thr Lys Met Val His Phe Leu Thr His Tyr Ala Asp Lys He Glu 

315 320 325 
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tct gtt cat ttt tea gac cag ttc tct ggt cca aaa att atg caa gag 1300 
Ser Val His Phe Ser Asp Gin Phe Ser Gly Pro Lys He Met Gin Glu 

330 335 340 345 

gaa ggt cag cct tta aag eta cct gac act aag agg aca ctg ttg ttt 1348 
Glu Gly Gin Pro Leu Lys Leu Pro Asp Thr Lys Arg Thr Leu Leu Phe 

350 355 360 

aca ttt aat gtg cct ggc tea ggt aac act tac cca aag gat atg gag 1396 
Thr Phe Asn Val Pro Gly Ser Gly Asn Thr Tyr Pro Lys Asp Met Glu 

365 370 375 

gca ctg eta ccc ctg atg aac atg gtg att tat tct att gat aaa gec 1444 
Ala Leu Leu Pro Leu Met Asn Met Val He Tyr Ser He Asp Lys Ala 

380 385 390 

aaa aag ttc cga etc aac aga gaa ggc aaa caa aaa gca gat aag aac 1492 
Lys Lys Phe Arg Leu Asn Arg Glu Gly Lys Gin Lys Ala Asp Lys Asn 

395 400 405 

cgt gec cga gta gaa gag aac ttc ttg aaa ctg aca cat gtg caa aga 1540 



Arg Ala Arg Val Glu Glu Asn Phe Leu Lys Leu Thr His Val Gin Arg 

410 415 420 425 

cag gaa gca gca cag tct egg egg gag gag aaa aaa aga gca gag aag 1588 
Gin Glu Ala Ala Gin Ser Arg Arg Glu Glu Lys Lys Arg Ala Glu Lys 

430 435 440 

gag cga ate atg aat gag gaa gat cct gag aaa cag cgc agg ctg gag 1636 
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Glu Arg He Met Asn Glu Glu Asp Pro Glu Lys Gin Arg Arg Leu Glu 

445 450 455 

gag get gca ttg agg cgt gag caa aag aag ttg gaa aag aag caa atg 1684 
Glu Ala Ala Leu Arg Arg Glu Gin Lys Lys Leu Glu Lys Lys Gin Met 

460 465 470 

aaa atg aaa caa ate aaa gtg aaa gee atg taaagecate ccagagattt 1734 
Lys Met Lys Gin lie Lys Val Lys Ala Met 

475 480 

gagttctgat gccacctgta agctctgaat tcacaggaaa catgaaaaac gccagtccat 1794 

ttctcaacct taaatttcag acagtcttgg gcaactgaga aatccttatt tcatcatcta 1854 

ctctgtttgg ggtttggggt tttacagaga ttgaagatac ctggaaaggg ctctgtttca 1914 

agaatttttt tttccagata atcaaattat tttgattatt ttataaaagg aatgatctat 1974 

gaaatctgtg taggttttaa atattttaaa aattataata caaatcatca gtgettttag 2034 

tacttcagtg tttaaagaaa taccatgaaa tttataggta gataaccaga ttgttgcttt 2094 

ttgtttaaac caagcagttg aaatggctat aaagactgac tctaaaccaa gattctgeaa 2154 

ataatgattg gaattgeaca ataaacattg cttgatgttt t 2195 

<210> 72 

3 2 4 tf}§E# 2000-3062522 
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<211> 483 
<212> PRT 
<213> Homo sapiens 

<400> 72 

Met Lys Ala Phe His Thr Phe Cys Val Val Leu Leu Val Phe Gly Ser 
15 10 15 

Val Ser Glu Ala Lys Phe Asp Asp Phe Glu Asp Glu Glu Asp lie Val 

20 25 30 

Glu Tyr Asp Asp Asn Asp Phe Ala Glu Phe Glu Asp Val Met Glu Asp 

35 40 45 

Ser Val Thr Glu Ser Pro Gin Arg Val He He Thr Glu Asp Asp Glu 

50 55 60 

Asp Glu Thr Thr Val Glu Leu Glu Gly Gin Asp Glu Asn Gin Glu Gly 

65 70 75 80 




85 90 95 



Tyr Asp Asp Glu Glu Phe Glu Gly Tyr Glu Asp Lys Pro Asp Thr Ser 
100 105 110 

Ser Ser Lys Asn Lys Asp Pro He Thr He Val Asp Val Pro Ala His 
115 120 125 
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Leu Gin Asn Ser Trp Glu Ser Tyr Tyr Leu Glu He Leu Met Val Thr 

130 135 140 

Gly Leu Leu Ala Tyr He Met Asn Tyr lie He Gly Lys Asn Lys Asn 

145 150 155 160 

Ser Arg Leu Ala Gin Ala Trp Phe Asn Thr His Arg Glu Leu Leu Glu 

165 170 175 

Ser Asn Phe Thr Leu Val Gly Asp Asp Gly Thr Asn Lys Glu Ala Thr 

180 185 190 

Ser Thr Gly Lys Leu Asn Gin Glu Asn Glu His He Tyr Asn Leu Trp 

195 200 205 

Cys Ser Gly Arg Val Cys Cys Glu Gly Met Leu He Gin Leu Arg Phe 

210 215 220 

Leu Lys Arg Gin Asp Leu Leu Asn Val Leu Ala Arg Met Met Arg Pro 

225 230 235 240 



Val Ser Asp Gin Val Gin lie Lys Val Thr Met Asn Asp Glu Asp Met 

245 250 255 

Asp Thr Tyr Val Phe Ala Val Gly Thr Arg Lys Ala Leu Val Arg Leu 

260 265 270 

Gin Lys Glu Met Gin Asp Leu Ser Glu Phe Cys Ser Asp Lys Pro Lys 

275 280 285 
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Ser Gly Ala Lys Tyr Gly Leu Pro Asp Ser Leu Ala He Leu Ser Glu 

290 295 300 

Met Gly Glu Val Thr Asp Gly Met Met Asp Thr Lys Met Val His Phe 

305 310 315 320 

Leu Thr His Tyr Ala Asp Lys He Glu Ser Val His Phe Ser Asp Gin 

325 330 335 

Phe Ser Gly Pro Lys lie Met Gin Glu Glu Gly Gin Pro Leu Lys Leu 

340 345 350 

Pro Asp Thr Lys Arg Thr Leu Leu Phe Thr Phe Asn Val Pro Gly Ser 

355 360 365 

Gly Asn Thr Tyr Pro Lys Asp Met Glu Ala Leu Leu Pro Leu Met Asn 

370 375 . 380 

Met Val He Tyr Ser He Asp Lys Ala Lys Lys Phe Arg Leu Asn Arg 




Glu Gly Lys Gin Lys Ala Asp Lys Asn Arg Ala Arg Val Glu Glu Asn 

405 410 415 

Phe Leu Lys Leu Thr His Val Gin Arg Gin Glu Ala Ala Gin Ser Arg 

420 425 430 

Arg Glu Glu Lys Lys Arg Ala Glu Lys Glu Arg lie Met Asn Glu Glu 

3 2 7 ffi$E# 2000-3062522 



#31 11-194179 



435 



440 



445 



Asp Pro Glu Lys Gin Arg Arg Leu Glu Glu Ala Ala Leu Arg Arg Glu 

450 455 460 

Gin Lys Lys Leu Glu Lys Lys Gin Met Lys Met Lys Gin He Lys Val 
465 470 475 480 

Lys Ala Met 



<210> 73 
<211> 1290 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (258).. (824) 



<400> 73 

aggggacggt tgctggccca ggtgagcggg cgcgctggtc caggtgagcg ggcgcgtccc 60 

cccgacggcg ctgcctgccc gaggcggttc acgtaaagac agcgagatcc tgagggccag 120 

ccgggaagga ggcgtggata tggagctggc tgctgccaag tccggggccc gcgccgctgc 180 

ctagcgcgtc ctggggactc tgtggggacg cgccccgcgc cgcggctcgg ggacccgtag 240 

3 2 8 ffi$E# 2000-3062522 



#5p 11 — 19417 



agcccggcgc tgcgcgc atg gcc ctg etc teg cgc ccc gcg etc ace etc 290 

Met Ala Leu Leu Ser Arg Pro Ala Leu Thr Leu 
1 5 10 

ctg etc etc etc atg gcc get gtt gtc agg tgc cag gag cag gcc cag 338 
Leu Leu Leu Leu Met Ala Ala Val Val Arg Cys Gin Glu Gin Ala Gin 

15 20 25 

acc acc gac tgg aga gcc acc ctg aag acc ate egg aac ggc gtt cat 386 
Thr Thr Asp Trp Arg Ala Thr Leu Lys Thr He Arg Asn Gly Val His 

30 35 40 

aag ata gac acg tac ctg aac gcc gcc ttg gac etc eta gga ggc gag 434 
Lys He Asp Thr Tyr Leu Asn Ala Ala Leu Asp Leu Leu Gly Gly Glu 

45 50 55 

gac ggt etc tgc cag tat aaa tgc agt gac gga tct aag cct ttc cca 482 
Asp Gly Leu Cys Gin Tyr Lys Cys Ser Asp Gly Ser Lys Pro Phe Pro 

60 65 70 75 

cgt tat ggt tat aaa ccc tec cca ccg aat gga tgt ggc tct cca ctg 530 
Arg Tyr Gly Tyr Lys Pro Ser Pro Pro Asn Gly Cys Gly Ser Pro Leu 
80 85 90 

ttt ggt gtt cat ctt aac att ggt ate cct tec ctg aca aag tgt tgc 578 
Phe Gly Val His Leu Asn He Gly He Pro Ser Leu Thr Lys Cys Cys 
95 100 105 



3 2 9 



ffiSE# 2000-3062522 



#^ 11-194179 



aac caa cac gac agg tgc tat gag acc tgt ggc aaa age aag aat gac 626 

Asn Gin His Asp Arg Cys Tyr Glu Thr Cys Gly Lys Ser Lys Asn Asp 

110 115 120 

tgt gat gaa gaa ttc cag tat tgc etc tec aag ate tgc cga gat gta 674 

Cys Asp Glu Glu Phe Gin Tyr Cys Leu Ser Lys He Cys Arg Asp Val 

125 130 135 

cag aaa aca eta gga eta act cag cat gtt cag gca tgt gaa aca aca 722 

Gin Lys Thr Leu Gly Leu Thr Gin His Val Gin Ala Cys Glu Thr Thr 

140 145 150 155 

gtg gag etc ttg ttt gac agt gtt ata cat tta ggt tgt aaa cca tat 770 

Val Glu Leu Leu Phe Asp Ser Val lie His Leu Gly Cys Lys Pro Tyr 

160 165 170 

ctg gac age caa cga gee gca tgc agg tgt cat tat gaa gaa aaa act 818 

Leu Asp Ser Gin Arg Ala Ala Cys Arg Cys His Tyr Glu Glu Lys Thr 
175 180 185 

_gat ctt taaaggagat gccgaeagct agtgacagat gaagatggaa gaacataacc 874 



Asp Leu 

tttgacaaat aactaatgtt tttacaacat aaaactgtct tatttttgtg aaaggattat 934 

tttgagacct taaaataatt tatatcttga tgttaaaacc tcaaagcaaa aaaagtgagg 994 

gagatagtga ggggagggca cgcttgtctt ctcaggtatc ttccccagca ttgctccctt 1054 



3 30 ffiE#20 00-3 06 2 5 22 



#3* 11-19417 




acttagtatg ccaaatgtct tgaccaatat caaaaacaag tgcttgttta gcggagaatt 1114 

ttgaaaagag gaatatataa ctcaattttc acaaccacat ttaccaaaaa aagagatcaa 1174 

atataaaatt catcataatg tctgttcaac attatcttat ttggaaaatg gggaaattat 1234 

cacttacaag tatttgttta ctatgaaatt ttaaatacac atttatgcct agaagg 1290 



<210> 74 

<211> 189 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Met Ala Leu Leu Ser Arg Pro Ala Leu Thr Leu Leu Leu Leu Leu Met 

15 10 15 

Ala Ala Val Val Arg Cys Gin Glu Gin Ala Gin Thr Thr Asp Trp Arg 

20 25 30 

Ala Thr Leu Lys Thr lie Arg Asn Gly Val His Lys He Asp Thr Tyr 
35 40 45 

Leu Asn Ala Ala Leu Asp Leu Leu Gly Gly Glu Asp Gly Leu Cys Gin 

50 55 60 

Tyr Lys Cys Ser Asp Gly Ser Lys Pro Phe Pro Arg Tyr Gly Tyr Lys 
65 70 75 80 

33 1 ailiE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



Pro Ser Pro Pro Asn Gly Cys Gly Ser Pro Leu Phe Gly Val His Leu 
85 90 95 

Asn He Gly He Pro Ser Leu Thr Lys Cys Cys Asn Gin His Asp Arg 
100 105 110 

Cys Tyr Glu Thr Cys Gly Lys Ser Lys Asn Asp Cys Asp Glu Glu Phe 
115 120 125 

Gin Tyr Cys Leu Ser Lys lie Cys Arg Asp Val Gin Lys Thr Leu Gly 
130 135 140 

Leu Thr Gin His Val Gin Ala Cys Glu Thr Thr Val Glu Leu Leu Phe 

145 150 155 160 

Asp Ser Val He His Leu Gly Cys Lys Pro Tyr Leu Asp Ser Gin Arg 
165 170 175 

Ala Ala Cys Arg Cys His Tyr Glu Glu Lys Thr Asp Leu 

180 185 . . 



<210> 75 
<211> 3171 
<212> DNA 

<213> Homo sapiens 
<220> 

3 3 2 ffi£E# 2000-3062522 



#32 11-19 4 17 9 

<221> CDS 

<222> (85).. (2304) 

<400> 75 

ctcctgccag cgcgctctct gtttctctgc agccccgaag ctcgcgaatg tagcaggcgc 60 



cccaagctcg gtcctcaaga agcc atg gcg gaa tec agg ggc cgt ctg tac 

Met Ala Glu Ser Arg Gly Arg Leu Tyr 
1 5 



111 



ctt tgg atg tgc ttg get get gcg ctg gca tct ttc ctg atg gga ttt 
Leu Trp Met Cys Leu Ala Ala Ala Leu Ala Ser Phe Leu Met Gly Phe 

10 15 20 25 



159 



atg gtg ggc tgg ttt att aag cct etc aaa gaa acg acc act tct gtg 
Met Val Gly Trp Phe He Lys Pro Leu Lys Glu Thr Thr Thr Ser Val 

30 35 40 



207 



cgc tat cat caa agt ata egg tgg aaa ctg gta tec gaa atg aaa get 
Arg Tyr His Gin Ser He Arg Trp Lys Leu Val Ser Glu Met Lys Ala 

15=- ■ ~ 5.0. - _ 55. 



255 




gaa aac ate aaa tea ttt ctt cgt tct ttt aca aag ctt cct cat ctg 
Glu Asn He Lys Ser Phe Leu Arg Ser Phe Thr Lys Leu Pro His Leu 

60 65 70 



303 



gca gga aca gaa caa aat ttc ttg ctt gee aag aaa ate caa acc cag 
Ala Gly Thr Glu Gin Asn Phe Leu Leu Ala Lys Lys He Gin Thr Gin 

75 80 85 



351 



3 3 3 



2000-3062522 



11-19 4 17 9 



tgg aag aaa ttt gga eta gat tea gee aag ttg gtt cat tat gat gtc 399 

Trp Lys Lys Phe Gly Leu Asp Ser Ala Lys Leu Val His Tyr Asp Val 

90 95 100 105 

etc tta tct tac ccc aat gag aca aat gec aac tat ata teg att gtg 447 

Leu Leu Ser Tyr Pro Asn Glu Thr Asn Ala Asn Tyr He Ser He Val 

110 115 120 

gat gaa cat gaa act gag att ttc aaa aca tea tac ctt gaa cca cca 495 

Asp Glu His Glu Thr Glu He Phe Lys Thr Ser Tyr Leu Glu Pro Pro 

125 130 135 

cca gat ggc tat gag aat gtt aca aat att gtg cca cca tat aat get 543 

Pro Asp Gly Tyr Glu Asn Val Thr Asn lie Val Pro Pro Tyr Asn Ala 

140 145 150 

ttc tea gee caa ggc atg cca gag gga gat ctt gta tat gtg aac tat 591 

Phe Ser Ala Gin Gly Met Pro Glu Gly Asp Leu Val Tyr Val Asn Tyr 

155 160 165 



get cgc act gaa gac ttt ttc aaa eta gaa aga gag atg ggc ate aac 639 

Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Glu Met Gly He Asn 

170 175 180 185 

tgt act ggg aag att gtt att gca aga tat gga aaa ate ttc aga gga 687 

Cys Thr Gly Lys lie Val He Ala Arg Tyr Gly Lys lie Phe Arg Gly 
190 195 200 



3 3 4 
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#^ 11-19417 



m 



aat aaa gtt aaa aat gcc atg tta gca gga gcc ata gga ate ate ttg 
Asn Lys Val Lys Asn Ala Met Leu Ala Gly Ala He Gly He He Leu 
205 210 215 



735 



tac tea gat cca get gac tac ttt get cct gag gta cag cca tat ccc 783 

Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Glu Val Gin Pro Tyr Pro 

220 225 230 

aaa gga tgg aat ctt cct gga act gca gcc cag aga gga aat gtg tta 831 

Lys Gly Trp Asn Leu Pro Gly Thr Ala Ala Gin Arg Gly Asn Val Leu 

235 240 245 



aat ttg aat ggt get ggt gac cca 
Asn Leu Asn Gly Ala Gly Asp Pro 

250 255 

gaa tac act ttc aga ctt gat gtt 
Glu Tyr Thr Phe Arg Leu Asp Val 

270 



etc act cca ggc tat cca gca aaa 879 
Leu Thr Pro Gly Tyr Pro Ala Lys 

260 265 

gaa gaa gga gtg gga ate ccc cga 927 
Glu Glu Gly Val Gly He Pro Arg 

275 280 



,aXa^cjejt^gtjL-CjLt— ccc att^gga_tat aat- gat gca_ gaa ata tta tta egc 
He Pro Val His Pro He Gly Tyr Asn Asp Ala Glu He Leu Leu Arg 
285 290 295 



975 



tac ttg gga gga att get cca cca gat aag agt tgg aag gga gcc ctt 
Tyr Leu Gly Gly He Ala Pro Pro Asp Lys Ser Trp Lys Gly Ala Leu 

300 305 310 



1023 



aat gtg agt tat agt ate gga cct ggc ttt aca ggg agt gat tct ttc 1071 



3 3 5 



ffifl#2 000-3062522 



g$i£ 11-194179 



Asn Val Ser Tyr Ser lie Gly Pro Gly Phe Thr Gly Ser Asp Ser Phe 

315 320 325 

agg aag gtt aga atg cat gtt tat aac ate aat aaa att aca agg att 1119 
Arg Lys Val Arg Met His Val Tyr Asn lie Asn Lys lie Thr Arg He 

330 335 340 345 

tac aat gta gtt gga act ate aga gga tct gtg gaa cct gac agg tat 1167 
Tyr Asn Val Val Gly Thr He Arg Gly Ser Val Glu Pro Asp Arg Tyr 

350 355 360 

gtt att ctg gga ggt cac egg gac tec tgg gta ttt gga get att gac 1215 
Val lie Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly Ala He Asp 

365 370 375 

cca ace agt ggg gtt get gtt ttg caa gaa att gee egg agt ttt gga 1263 
Pro Thr Ser Gly Val Ala Val Leu Gin Glu He Ala Arg Ser Phe Gly 

380 385 390 

aaa ctg atg agt aaa ggc tgg aga cct aga aga act ate att ttt gee 1311 

_L.vs~Leu~Me.t„Ser_ Lys„Glyjr£P„Arg„JPxo^J.g-Arg Thr 1 1 e 1 LlJPhgJLLg. 

395 400 405 

age tgg gat gca gaa gaa ttt gga ctt ctg ggt tec aca gaa tgg get 1359 
Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr Glu Trp Ala 

410 415 420 425 

gag gag aat gtc aaa ata etc cag gag aga age att get tat ate aac 1407 
Glu Glu Asn Val Lys lie Leu Gin Glu Arg Ser lie Ala Tyr He Asn 

3 3 6 £fl#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 194179 



430 435 440 

teg gat tea tct ata gaa ggc aat tat act etc aga gtt gac tgt act 1455 
Ser Asp Ser Ser He Glu Gly Asn Tyr Thr Leu Arg Val Asp Cys Thr 

445 450 455 

ccc ctt ctt tac caa tta gtg tat aaa ctg aca aaa gag ate ccc age 1503 
Pro Leu Leu Tyr Gin Leu Val Tyr Lys Leu Thr Lys Glu lie Pro Ser 

460 465 470 

cct gat gat ggg ttt gag agt aaa tea ctg tat gaa age tgg ttg gaa 1551 
Pro Asp Asp Gly Phe Glu Ser Lys Ser Leu Tyr Glu Ser Trp Leu Glu 

475 480 485 

aaa gac cct tea cct gaa aat aaa aat ttg cct aga ate aat aag ctg 1599 
Lys Asp Pro Ser Pro Glu Asn Lys Asn Leu Pro Arg He Asn Lys Leu 

490 495 500 505 

gga tct gga agt gae ttt gaa get tat ttt cag aga ctt gga att get 1647 
Gly Ser Gly Ser Asp Phe Glu Ala Tyr Phe Gin Arg Leu Gly lie Ala 

= 51.0_ _5I5„ 520 

tea ggc aga gee cgt tac act aag aat aag aaa aca gat aag tac age 1695 
Ser Gly Arg Ala Arg Tyr Thr Lys Asn Lys Lys Thr Asp Lys Tyr Ser 

525 530 535 

age tac cca gtg tac cac aca att tat gag aca ttt gaa ttg gta gag 1743 
Ser Tyr Pro Val Tyr His Thr He Tyr Glu Thr Phe Glu Leu Val Glu 

540 545 550 



3 3 7 
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11-194179 



aaa ttt tat gac ccc aca ttt aaa aaa caa ctt tct gtg get caa tta 1791 
Lys Phe Tyr Asp Pro Thr Phe Lys Lys Gin Leu Ser Val Ala Gin Leu 

555 560 565 

cga gga gca ctg gta tat gag ctt gtg gat tct aaa ate att cct ttt 1839 
Arg Gly Ala Leu Val Tyr Glu Leu Val Asp Ser Lys He He Pro Phe 

570 575 580 585 

aat att caa gac tat gca gaa get ttg aaa aac tat gca gca agt ate 1887 
Asn He Gin Asp Tyr Ala Glu Ala Leu Lys Asn Tyr Ala Ala Ser He 

590 595 600 

tat aat eta tct aag aaa cat gat caa caa ttg aca gac cat gga gta 1935 
Tyr Asn Leu Ser Lys Lys His Asp Gin Gin Leu Thr Asp His Gly Val 

605 610 615 

tea ttt gac tec tta ttt tct get gtg aaa aac ttc tea gag get get 1983 
Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Ser Glu Ala Ala 

620 625 630 



tea gat ttt cat aaa cga ctt ata caa gtt gat ctt aac aat ccc att 2031 
Ser Asp Phe His Lys Arg Leu He Gin Val Asp Leu Asn Asn Pro He 

635 640 645 

gca gtg aga atg atg aat gac caa ctg atg etc ctg gaa aga gca ttc 2079 
Ala Val Arg Met Met Asn Asp Gin Leu Met Leu Leu Glu Arg Ala Phe 

650 655 660 665 

3 3 8 ffilE# 2000-3062522 



V 

#5p 11 — 194179 



ate gat cct ctt ggt tta cca gga aag ctg ttc tat agg cac ate ata 2127 
He Asp Pro Leu Gly Leu Pro Gly Lys Leu Phe Tyr Arg His lie lie 

670 675 680 

ttt get cca agt age cac aac aaa tat get gga gaa tea ttt cct gga 2175 
Phe Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser Phe Pro Gly 

685 690 695 

ate tat gat get ate ttt gat att gaa aat aaa gee aac tct cgt ttg 2223 
He Tyr Asp Ala lie Phe Asp He Glu Asn Lys Ala Asn Ser Arg Leu 
700 705 710 

gee tgg aaa gaa gta aag aaa cat att tct att gca get ttt aca att 2271 
Ala Trp Lys Glu Val Lys Lys His He Ser He Ala Ala Phe Thr He 

715 720 725 

caa gca gca gca gga act ctg aaa gaa gta tta tagaaggtct caagtggcta 2324 
Gin Ala Ala Ala Gly Thr Leu Lys Glu Val Leu 

730 735 740 

gPcMXm^g-sXsXXeC-ts2i—^ligi£lSiSg ataaaattca cctttctgat aacttatgaa 2384 



gccagggtgt tctaaactct tttcatgtca tgttttgatt ataggctttg gtcttttcat 2444 

ctgcaaagcc tttttttttt ttgetcttta aaagttaata attatattag caaagtgtta 2504 

atctaatgaa gtaaaaaact cctgtgtggc agaaagtaaa agaaaattcc ctaaattata 2564 

gcaaggaaca tgaattctca gacattgtga gtgtgggaat gtaaaatggt aaaatcactt 2624 

3 3 9 2000-3062522 
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ttgaaaacag tttggcagtt tcctataaag ttaaacatac acttttactt taggactcca 2684 

gaattccact tctagttatt tattcaagag aaggaaaaac aatgatcaca gcaatacttg 2744 

tatgcatgtt cattgcaact taaaagcgta aaaaccccaa atgtccatcc acagacgaat 2804 

ggataaactg tggtatccat tacacaatag actacttact actcagcaat aaaaatgaag 2864 

taactttcaa taaatgcaat attattggca gacattgttg aaggaaaaaa gccagacaaa 2924 

caactacata aaatatgttt ctatttagat gaagtggcaa actaatctgt agtgttaaaa 2984 

attagattag tgattgcctg ggccaagtgg caggttgggg aggatggctg caaagaagta 3044 

tgaggaaact ttctccaata gatgagaatt ttccgtatct tgatctgagt ggcaaattgt 3104 

aaacttaaaa tatatataaa atttattgta tgaaaattaa gcctcaataa acgtgattat 3164 

aaaaaac 3171 

<210> 76 
<211> 740 
<212> PRT 

<213> Homo sapiens 
<400> 76 

Met Ala Glu Ser Arg Gly Arg Leu Tyr Leu Trp Met Cys Leu Ala Ala 



3 4 0 



ffi|IE4# 2000-3062522 



#3* 11-194179 



15 10 15 

Ala Leu Ala Ser Phe Leu Met Gly Phe Met Val Gly Trp Phe He Lys 

20 25 30 

Pro Leu Lys Glu Thr Thr Thr Ser Val Arg Tyr His Gin Ser He Arg 

35 40 45 

Trp Lys Leu Val Ser Glu Met Lys Ala Glu Asn He Lys Ser Phe Leu 

50 55 60 

Arg Ser Phe Thr Lys Leu Pro His Leu Ala Gly Thr Glu Gin Asn Phe 

65 70 75 80 

Leu Leu Ala Lys Lys He Gin Thr Gin Trp Lys Lys Phe Gly Leu Asp 

85 90 95 

Ser Ala Lys Leu Val His Tyr Asp Val Leu Leu Ser Tyr Pro Asn Glu 
100 105 110 

Thr,-Asn,„,Ala Asn Tyr He Ser lie Val Asp Glu His Glu Thr Glu^He^ 
115 120 125 

Phe Lys Thr Ser Tyr Leu Glu Pro Pro Pro Asp Gly Tyr Glu Asn Val 

130 135 140 

Thr Asn He Val Pro Pro Tyr Asn Ala Phe Ser Ala Gin Gly Met Pro 
145 150 155 160 



3 4 1 
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Glu Gly Asp Leu Val Tyr Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe 

165 170 175 

Lys Leu Glu Arg Glu Met Gly He Asn Cys Thr Gly Lys lie Val He 

180 185 190 

Ala Arg Tyr Gly Lys lie Phe Arg Gly Asn Lys Val Lys Asn Ala Met 

195 200 205 

Leu Ala Gly Ala lie Gly He He Leu Tyr Ser Asp Pro Ala Asp Tyr 

210 215 220 

Phe Ala Pro Glu Val Gin Pro Tyr Pro Lys Gly Trp Asn Leu Pro Gly 

225 230 235 240 

Thr Ala Ala Gin Arg Gly Asn Val Leu Asn Leu Asn Gly Ala Gly Asp 

245 250 255 

Pro Leu Thr Pro Gly Tyr Pro Ala Lys Glu Tyr Thr Phe Arg Leu Asp 

260 265 270 



Val Glu Glu Gly Val Gly He Pro Arg He Pro Val His Pro He Gly 

275 280 285 

Tyr Asn Asp Ala Glu He Leu Leu Arg Tyr Leu Gly Gly He Ala Pro 

290 295 300 

Pro Asp Lys Ser Trp Lys Gly Ala Leu Asn Val Ser Tyr Ser He Gly 

305 310 315 320 



3 4 2 



ffiliE#2 000-3062522 
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Pro Gly Phe Thr Gly Ser Asp Ser Phe Arg Lys Val Arg Met His Val 

325 330 335 

Tyr Asn lie Asn Lys lie Thr Arg He Tyr Asn Val Val Gly Thr He 

340 345 350 

Arg Gly Ser Val Glu Pro Asp Arg Tyr Val He Leu Gly Gly His Arg 

355 360 365 

Asp Ser Trp Val Phe Gly Ala He Asp Pro Thr Ser Gly Val Ala Val 

370 375 380 

Leu Gin Glu lie Ala Arg Ser Phe Gly Lys Leu Met Ser Lys Gly Trp 

385 390 395 400 

Arg Pro Arg Arg Thr lie He Phe Ala Ser Trp Asp Ala Glu Glu Phe 

405 410 415 

Gly Leu Leu Gly Ser Thr Glu Trp Ala Glu Glu Asn Val Lys lie Leu 

420 - 425 . .. - 430 



Gin Glu Arg Ser He Ala Tyr He Asn Ser Asp Ser Ser He Glu Gly 

435 440 445 

Asn Tyr Thr Leu Arg Val Asp Cys Thr Pro Leu Leu Tyr Gin Leu Val 

450 455 460 

Tyr Lys Leu Thr Lys Glu He Pro Ser Pro Asp Asp Gly Phe Glu Ser 



3 4 3 



ffilE# 2000-3062522 
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465 470 475 480 

Lys Ser Leu Tyr Glu Ser Trp Leu Glu Lys Asp Pro Ser Pro Glu Asn 

485 490 495 

Lys Asn Leu Pro Arg lie Asn Lys Leu Gly Ser Gly Ser Asp Phe Glu 

500 505 510 

Ala Tyr Phe Gin Arg Leu Gly He Ala Ser Gly Arg Ala Arg Tyr Thr 

515 520 525 

Lys Asn Lys Lys Thr Asp Lys Tyr Ser Ser Tyr Pro Val Tyr His Thr 

530 535 540 

He Tyr Glu Thr Phe Glu Leu Val Glu Lys Phe Tyr Asp Pro Thr Phe 

545 550 555 560 

Lys Lys Gin Leu Ser Val Ala Gin Leu Arg Gly Ala Leu Val Tyr Glu 

565 570 575 

-Leu-V.a.l„Asp„Se.r-Ly-g~He Tie Pro Phe Asn lie Gin Asp Tyr Ala Glu 
580 585 590 

Ala Leu Lys Asn Tyr Ala Ala Ser He Tyr Asn Leu Ser Lys Lys His 

595 600 605 

Asp Gin Gin Leu Thr Asp His Gly Val Ser Phe Asp Ser Leu Phe Ser 
610 615 620 



3 4 4 
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Ala Val Lys Asn Phe Ser Glu Ala Ala Ser Asp Phe His Lys Arg Leu 

625 630 635 640 

He Gin Val Asp Leu Asn Asn Pro lie Ala Val Arg Met Met Asn Asp 

645 650 655 

Gin Leu Met Leu Leu Glu Arg Ala Phe He Asp Pro Leu Gly Leu Pro 

660 665 670 

Gly Lys Leu Phe Tyr Arg His He He Phe Ala Pro Ser Ser His Asn 

675 680 685 

Lys Tyr Ala Gly Glu Ser Phe Pro Gly He Tyr Asp Ala He Phe Asp 

690 695 700 

He Glu Asn Lys Ala Asn Ser Arg Leu Ala Trp Lys Glu Val Lys Lys 

705 710 715 720 

His He Ser He Ala Ala Phe Thr He Gin Ala Ala Ala Gly Thr Leu 

725 730 735 



Lys Glu Val Leu 

740 



<210> 77 
<211> 2890 
<212> DNA 

<213> Homo sapiens 



3 4 5 
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11-194179 

<220> 

<221> CDS 

<222> (131).. (646) 

<400> 77 

agccgggccc cccagcggtc ggcgggacgg ctcccggctg cagtctgccc gcccgccccg 60 

cgcgggggcc gagtcgcgaa gcgcgcctgc gacccggcgt ccgggcgcgc tggagaggac 120 

gcgaggagcc atg agg cgc cag cct gcg aag gtg gcg gcg ctg ctg etc 169 
Met Arg Arg Gin Pro Ala Lys Val Ala Ala Leu Leu Leu 

1 5 10 

ggg ctg etc ttg gag tgc aca gaa gee aaa aag cat tgc tgg tat ttc 217 
Gly Leu Leu Leu Glu Cys Thr Glu Ala Lys Lys His Cys Trp Tyr Phe 

15 20 25 

gaa gga etc tat cca ace tat tat ata tgc cgc tec tac gag gac tgc 265 
Glu Gly Leu Tyr Pro Thr Tyr Tyr He Cys Arg Ser Tyr Glu Asp Cys 

_3J) 35 .. 40 45 



tgt ggc tec agg tgc tgt gtg egg gee etc tec ata cag agg ctg tgg 313 

Cys Gly Ser Arg Cys Cys Val Arg Ala Leu Ser He Gin Arg Leu Trp 

50 55 60 

tac ttc tgg ttc ctt ctg atg atg ggc gtg ctt ttc tgc tgc gga gee 361 

Tyr Phe Trp Phe Leu Leu Met Met Gly Val Leu Phe Cys Cys Gly Ala 

65 70 75 

3 4 6 miiE#2 0 0 0 - 3 0 6 2 5 2 2 
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ggc ttc ttc ate egg agg cgc atg tac ccc ccg ccg ctg ate gag gag 409 
Gly Phe Phe lie Arg Arg Arg Met Tyr Pro Pro Pro Leu He Glu Glu 

80 85 90 

cca gee ttc aat gtg tec tac acc agg cag ccc cca aat ccc ggc cca 457 
Pro Ala Phe Asn Val Ser Tyr Thr Arg Gin Pro Pro Asn Pro Gly Pro 
95 100 105 

gga acc cag cag ccg ggg ccg ccc tat tac acc gac cca gga gga ccg 505 
Gly Thr Gin Gin Pro Gly Pro Pro Tyr Tyr Thr Asp Pro Gly Gly Pro 
110 115 120 125 

ggg atg aac cct gtc ggg aat tec atg gca atg get ttc cag gtc cca 553 
Gly Met Asn Pro Val Gly Asn Ser Met Ala Met Ala Phe Gin Val Pro 
130 135 140 

ccc aac tea ccc cag ggg agt gtg gec tgc ccg ccc cct cca gec tac 601 
Pro Asn Ser Pro Gin Gly Ser Val Ala Cys Pro Pro Pro Pro Ala Tyr 
145 150 155 

tgc aac acg cct ccg ccc ccg tac gaa cag gta gtg aag gec aag 646 
Cys Asn Thr Pro Pro Pro Pro Tyr Glu Gin Val Val Lys Ala Lys 
160 165 170 

tagtggggtg cccacgtgca agaggagaga caggagaggg cctttccctg gectttctgt 706 

ettegttgat gttcacttcc aggaaeggtc tcgtgggctg ctaagggcag ttcctctgat 766 



3 4 7 
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atcctcacag caagcacagc tctctttcag gctttccatg gagtacaata tatgaactca 826 

cactttgtct cctctgttgc ttctgtttct gacgcagtct gtgctctcac atggtagtgt 886 

ggtgacagtc cccgagggct gacgtcctta cggtggcgtg accagatcta caggagagag 946 

actgagagga agaaggcagt gctggaggtg caggtggcat gtagaggggc caggccgagc 1006 

atcccaggca agcatccttc tgcccgggta ttaataggaa gccccatgcc gggcggctta 1066 

gccgatgaag cagcagccga ctgagctgag cccagcaggt catctgctcc agcctgtcct 1126 

ctcgtcagcc ttcctcttcc agaagctgtt ggagagacat tcaggagaga gcaagcccct 1186 

tgtcatgttt ctgtctctgt tcatatccta aagatagact tctcctgcac cgccagggaa 1246 

gggtagcacg tgcagctctc accgcaggat ggggcctaga atcaggcttg ccttggaggc 1306 

ctgacagtga tctgacatcc actaagcaaa tttatttaaa ttcatgggaa atcacttcct 1366 

M^^^^^^^^^^^^^jXll^SM ctcttggtct g atttggag a aaggactgtt 1426 

acccattttt ttggtgtgtt tatggaagtg catgtagagc gtcctgccct ttgaaatcag 1486 

actgggtgtg tgtcttccct ggacatcact gcctctccag ggcattctca ggcccggggg 1546 

tctccttccc tcaggcagct ccagtggtgg gttctgaagg gtgctttcaa aacggggcac 1606 

atctggctgg gaagtcacat ggactcttcc agggagagag accagctgag gcgtctctct 1666 

3 4 8 2000-3062522 
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ctgaggttgt gttgggtcta agcgggtgtg tgctgggctc caaggaggag gagcttgctg 1726 
ggaaaagaca ggagaagtac tgactcaact gcactgacca tgttgtcata attagaataa 1786 
agaagaagtg gtcggaaatg cacattcctg gataggaatc acagctcacc ccaggatctc 1846 
acaggtagtc tcctgagtag ttgacggcta gcggggagct agttccgccg catagttata 1906 
gtgttgatgt gtgaacgctg acctgtcctg tgtgctaaga gctatgcagc ttagctgagg 1966 
cgcctagatt actagatgtg ctgtatcacg gggaatgagg tgggggtgct tattttttaa 2026 
tgaactaatc agagcctctt gagaaattgt tactcattga actggagcat caagacatct 2086 
catggaagtg gatacggagt gatttggtgt ccatgctttt cactctgagg acatttaatc 2146 
ggagaacctc ctggggaatt ctgtgggaga cacttgggaa caaaacagac accctgggaa 2206 
tgcagttgca agcacagatg ctgccaccag tgtctctgac caccctggtg tgactgctga 2266 
ctgccagcgt ggtacctccc atgctgcagg cctccatcta aatgagacaa caaagcacaa 2326 
tgttcactgt ttacaaccaa gacaactgcg tgggtccaaa cactcctctt cctccaggtc 2386 
atttgttttg catttttaat gtctttattt tttgtaatga aaaagcacac taagctgccc 2446 
ctggaatcgg gtgcagctga ataggcaccc aaaagtccgt gactaaattt cgtttgtctt 2506 

3 4 9 2000-3062522 
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tttgatagca aattatgtta agagacagtg atggctaggg ctcaacaatt ttgtattccc 2566 

atgtttgtgt gagacagagt ttgttttccc ttgaacttgg ttagaattgt gctactgtga 2626 

acgctgatcc tgcatatgga agtcccactt cggtgacatt tcctggccat tcttgtttcc 2686 

attgtgtgga tggtgggttg tgcccacttc ctggagtgag acagctcctg gtgtgtagaa 2746 

ttcccggagc gtccgtggtt cagagtaaac ttgaagcaga tctgtgcatg cttttcctct 2806 

gcaacaattg gctcgtttct cttttttgtt ctcttttgat aggatcctgt ttcctatgtg 2866 
tgcaaaataa aaataaattt gggc 2890 

<210> 78 
<211> 172 
<212> PRT 

<213> Homo sapiens 

<400> 78 _ . — .. 

Met Arg Arg Gin Pro Ala Lys Val Ala Ala Leu Leu Leu Gly Leu Leu 
15 10 15 

Leu Glu Cys Thr Glu Ala Lys Lys His Cys Trp Tyr Phe Glu Gly Leu 

20 25 30 

Tyr Pro Thr Tyr Tyr lie Cys Arg Ser Tyr Glu Asp Cys Cys Gly Ser 

35 40 45 

3 5 0 ffiliE#2 0 0 0 - 3 0 6 2 5 2 2 
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Arg Cys Cys Val Arg Ala Leu Ser He Gin Arg Leu Trp Tyr Phe Trp 

50 55 60 

Phe Leu Leu Met Met Gly Val Leu Phe Cys Cys Gly Ala Gly Phe Phe 

65 70 75 80 

He Arg Arg Arg Met Tyr Pro Pro Pro Leu He Glu Glu Pro Ala Phe 

85 90 95 

Asn Val Ser Tyr Thr Arg Gin Pro Pro Asn Pro Gly Pro Gly Thr Gin 

100 105 110 

Gin Pro Gly Pro Pro Tyr Tyr Thr Asp Pro Gly Gly Pro Gly Met Asn 

115 120 125 

Pro Val Gly Asn Ser Met Ala Met Ala Phe Gin Val Pro Pro Asn Ser 

130 135 140 

. Pro Gin Gly Ser Val Ala Cys Pro Pro Pro Pro Ala Tyr Cys Asn Thr 

145 - 150 - 155 . 160 



Pro Pro Pro Pro Tyr Glu Gin Val Val Lys Ala Lys 

165 170 



<210> 79 
<211> 1878 
<212> DNA 

3 5 1 ffi£E# 2000-3062522 
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<213> Homo sapiens 

<220> 
<221> CDS 

<222> (152).. (1144) 
<400> 79 

agttccggac gcgggcccag ccgcgcctgc gcctccgctc gcctgtggct gcgtcgcgcg 60 

ctcttcctcg gagctatcca ggcggctggt gtgcagcaag ctccgcgccg accccggacg 120 

cctgacgcct gacgcctgta cccggccccg c atg age cgc tac ctg ctg ccg 172 

Met Ser Arg Tyr Leu Leu Pro 

1 5 

ctg teg gcg ctg ggc acg gta gca ggc gee gee gtg ctg etc aag gac 220 
Leu Ser Ala Leu Gly Thr Val Ala Gly Ala Ala Val Leu Leu Lys Asp 
10 15 20 

tat gtc ace ggt ggg get tgc ccc age aag gee ace ate cct ggg aag 268 
Jyr Val Thr Gly Gly Ala Cys Pro Ser Lys Ala Thr lie Pro Gly Ly s . 

25 30 35 

acg gtc ate gtg acg ggc gee aac aca ggc ate ggg aag cag ace gee 316 
Thr Val lie Val Thr Gly Ala Asn Thr Gly He Gly Lys Gin Thr Ala 

40 45 50 55 

ttg gaa ctg gee agg aga gga ggc aac ate ate ctg gec tgc cga gac 364 
Leu Glu Leu Ala Arg Arg Gly Gly Asn He lie Leu Ala Cys Arg Asp 



3 5 2 
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60 65 70 

atg gag aag tgt gag gcg gca gca aag gac ate cgc ggg gag acc etc 412 
Met Glu Lys Cys Glu Ala Ala Ala Lys Asp He Arg Gly Glu Thr Leu 

75 80 85 

aat cac cat gtc aac gee egg cac ctg gac ttg get tec etc aag tct 460 
Asn His His Val Ash Ala Arg His Leu Asp Leu Ala Ser Leu Lys Ser 
90 95 100 

ate cga gtg ttt gca gca aag ate att gaa gag gag gag cga gtg gac 508 
He Arg Val Phe Ala Ala Lys He He Glu Glu Glu Glu Arg Val Asp 
105 HO 115 

att eta ate aac aac gcg ggt gtg atg egg tgc ccc cac tgg acc acc 556 
He Leu He Asn Asn Ala Gly Val Met Arg Cys Pro His Trp Thr Thr 

120 125 130 135 

gag gac ggc ttc gag atg cag ttt ggc gtt aac cac ctg ggt cac ttt 604 
Glu Asp Gly Phe Glu Met Gin Phe Gly Val Asn His Leu Gly His Phe 

, 1 40 - - - 145, 150 



etc ttg aca aac ttg ctg ctg gac aag ctg aaa gee tea gee cct teg 652 

Leu Leu Thr Asn Leu Leu Leu Asp Lys Leu Lys Ala Ser Ala Pro Ser 

155 160 165 

egg ate ate aac etc teg tec ctg gee cat gtt get ggg cac ata gac 700 

Arg lie lie Asn Leu Ser Ser Leu Ala His Val Ala Gly His He Asp 
170 175 180 



3 5 3 
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ttt gac gac ttg aac tgg cag acg agg aag tat aac acc aaa gcc gcc 748 

Phe Asp Asp Leu Asn Trp Gin Thr Arg Lys Tyr Asn Thr Lys Ala Ala 
185 190 195 

tac tgc cag age aag etc gcc ate gtc etc ttc acc aag gag ctg age 796 

Tyr Cys Gin Ser Lys Leu Ala He Val Leu Phe Thr Lys Glu Leu Ser 

200 205 210 215 

egg egg ctg caa ggc tct ggt gtg act gtc aac gcc ctg cac ccc ggc 844 

Arg Arg Leu Gin Gly Ser Gly Val Thr Val Asn Ala Leu His Pro Gly 

220 225 230 

gtg gcc agg aca gag ctg ggc aga cac acg ggc ate cat ggc tec acc 892 

Val Ala Arg Thr Glu Leu Gly Arg His Thr Gly He His Gly Ser Thr 

235 240 245 

ttc tec age acc aca etc ggg ccc ate ttc tgg ctg ctg gtc aag age 940 

Phe Ser Ser Thr Thr Leu Gly Pro lie Phe Trp Leu Leu Val Lys Ser 

250 255 260 



ccc gag ctg gcc gcc cag ccc age aca tac ctg gcc gtg gcg gag gaa 988 

Pro Glu Leu Ala Ala Gin Pro Ser Thr Tyr Leu Ala Val Ala Glu Glu 

265 270 275 

ctg gcg gat gtt tec gga aag tac ttc gat gga etc aaa cag aag gcc 1036 

Leu Ala Asp Val Ser Gly Lys Tyr Phe Asp Gly Leu Lys Gin Lys Ala 

280 285 290 295 

3 5 4 ffiliE# 2 0 0 0 - 3 0 6 2 5 2 2 
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ccg gcc ccc gag get gag gat gag gag gtg gec egg agg ctt tgg get 1084 
Pro Ala Pro Glu Ala Glu Asp Glu Glu Val Ala Arg Arg Leu Trp Ala 

300 305 310 

gaa agt gcc cgc ctg gtg ggc tta gag get ccc tct gtg agg gag cag 1132 
Glu Ser Ala Arg Leu Val Gly Leu Glu Ala Pro Ser Val Arg Glu Gin 

315 320 325 

ccc etc ccc aga taacctctgg agcagatttg aaagccagga tggcgcctcc 1184 
Pro Leu Pro Arg 

330 

agaccgagga cagctgtccg ccatgcccgc agcttcctgg cactacctga geegggagae 1244 
ccaggactgg cggccgccat gcccgcagta ggttctaggg ggcggtgctg gccgcagtgg 1304 
actggcctgc aggtgagcac tgccctgggc tctggctggt tccgtctgct ctgctgccag 1364 
caggggagag gggccatctg atgcttcccc tgggaatcta aactgggaat ggecgaggag 1424 
g^ggggctc cacgcacttg caggccacgt caggagagee ageggtgect gteggggagg 1484 



gttccaaggt gctccgtgaa gagcatgggc aagttgtctg acacttggtg gattcttggg 1544 

tccctgtggg accttgtgca tgcatggtcc tctctgagcc ttggtttctt cagcagtgag 1604 

atgctcagaa taactgctgt ctcccatgat ggtgtggtac agegagctgt tgtctggcta 1664 

tggcatggct gtgccggggg tgtttgctga gggcttcctg tgccagagcc cagecagaga 1724 

3 5 5 2000-3062522 
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gcaggtgcag gtgtcatcct gagttcaggc tctgcacggc atggagtggg aaccccacca 1784 
gctgctgcta caggacctgg gattgcctgg gactcccacc ttcctatcaa ttctcatggt 1844 
agtccaaact gcagactctc aaacttgctc attt 1878 



<210> 80 
<211> 331 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Ser Arg Tyr Leu Leu Pro Leu Ser Ala Leu Gly Thr Val Ala Gly 

15 10 15 

Ala Ala Val Leu Leu Lys Asp Tyr Val Thr Gly Gly Ala Cys Pro Ser 

20 25 30 

Lys .Ala Thr lie Pro- Gly^Lys Thr Val lie Val Thr Gly Ala Asn Thr 

35 40 45 

Gly He Gly Lys Gin Thr Ala Leu Glu Leu Ala Arg Arg Gly Gly Asn 

50 55 60 

He He Leu Ala Cys Arg Asp Met Glu Lys Cys Glu Ala Ala Ala Lys 

65 70 75 80 

3 5 6 ffiIE# 2 0 O 0 - 3 0 6 2 5 2 2 
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Asp He Arg Gly Glu Thr Leu Asn His His Val Asn Ala Arg His Leu 

85 90 95 

Asp Leu Ala Ser Leu Lys Ser He Arg Val Phe Ala Ala Lys He He 
100 105 110 

Glu Glu Glu Glu Arg Val Asp He Leu He Asn Asn Ala Gly Val Met 

115 120 125 

Arg Cys Pro His Trp Thr Thr Glu Asp Gly Phe Glu Met Gin Phe Gly 

130 135 140 

Val Asn His Leu Gly His Phe Leu Leu Thr Asn Leu Leu Leu Asp Lys 

145 150 155 160 

Leu Lys Ala Ser Ala Pro Ser Arg He He Asn Leu Ser Ser Leu Ala 

165 170 175 



His Val Ala Gly His He Asp Phe Asp Asp Leu Asn Trp Gin Thr Arg 

180 185 190 

Lys Tyr Asn Thr Lys Ala Ala Tyr Cys Gin Ser Lys Leu Ala He Val 

195 200 205 

Leu Phe Thr Lys Glu Leu Ser Arg Arg Leu Gin Gly Ser Gly Val Thr 

210 215 220 



Val Asn Ala Leu His Pro Gly Val Ala Arg Thr Glu Leu Gly Arg His 

225 230 235 240 
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Thr Gly He His Gly Ser Thr Phe Ser Ser Thr Thr Leu Gly Pro He 

245 250 255 

Phe Trp Leu Leu Val Lys Ser Pro Glu Leu Ala Ala Gin Pro Ser Thr 

260 265 270 

Tyr Leu Ala Val Ala Glu Glu Leu Ala Asp Val Ser Gly Lys Tyr Phe 

275 280 285 

Asp Gly Leu Lys Gin Lys Ala Pro Ala Pro Glu Ala Glu Asp Glu Glu 

290 295 300 

Val Ala Arg Arg Leu Trp Ala Glu Ser Ala Arg Leu Val Gly Leu Glu 

305 310 315 320 

Ala Pro Ser Val Arg Glu Gin Pro Leu Pro Arg 

325 330 



,<210> 81 ■ - ._ . _ 

<211> 2392 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (33).. (872) 

3 5 8 ffi£E#2 0 0 0 - 3 0 6 2 5 2 2 
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<400> 81 

gcgcgctccc tgtgaggtgg gcaagcggcg aa atg gcg ccc tec ggg agt ctt 53 

Met Ala Pro Ser Gly Ser Leu 
1 5 

gca gtt ccc ctg gca gtc ctg gtg ctg ttg ctt tgg ggt get ccc tgg 101 
Ala Val Pro Leu Ala Val Leu Val Leu Leu Leu Trp Gly Ala Pro Trp 

10 15 20 

acg cac ggg egg egg age aac gtt cgc gtc ate acg gac gag aac tgg 149 
Thr His Gly Arg Arg Ser Asn Val Arg Val lie Thr Asp Glu Asn Trp 

25 30 35 

aga gaa ctg ctg gaa gga gac tgg atg ata gaa ttt tat gee ccg tgg 197 
Arg Glu Leu Leu Glu Gly Asp Trp Met He Glu Phe Tyr Ala Pro Trp 

40 45 50 55 

tgc cct get tgt caa aat ctt caa ccg gaa tgg gaa agt ttt get gaa 245 
Cys Pro Ala Cys Gin Asn Leu Gin Pro Glu Trp Glu Ser Phe Ala Glu 

60 65 70 

tgg gga gaa gat ctt gag gtt aat att gcg aaa gta gat gtc aca gag 293 
Trp Gly Glu Asp Leu Glu Val Asn He Ala Lys Val Asp Val Thr Glu 

75 80 85 

cag cca gga ctg agt gga egg ttt ate ata act get ctt cct act att 341 
Gin Pro Gly Leu Ser Gly Arg Phe He He Thr Ala Leu Pro Thr He 
90 95 100 



3 5 9 
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tat cat tgt aaa gat ggt gaa ttt agg cgc tat cag ggt cca agg act 389 
Tyr His Cys Lys Asp Gly Glu Phe Arg Arg Tyr Gin Gly Pro Arg Thr 
105 110 115 

aag aag gac ttc ata aac ttt ata agt gat aaa gag tgg aag agt att 437 
Lys Lys Asp Phe He Asn Phe lie Ser Asp Lys Glu Trp Lys Ser lie 

120 125 130 135 

gag ccc gtt tea tea tgg ttt ggt cca ggt tct gtt ctg atg agt agt 485 
Glu Pro Val Ser Ser Trp Phe Gly Pro Gly Ser Val Leu Met Ser Ser 

140 145 150 

atg tea gca etc ttt cag eta tct atg tgg ate agg acg tgc cat aac 533 
Met Ser Ala Leu Phe Gin Leu Ser Met Trp He Arg Thr Cys His Asn 

155 160 165 

tac ttt att gaa gac ctt gga ttg cca gcg tgg gga tea tat act gtt 581 
Tyr Phe He Glu Asp Leu Gly Leu Pro Ala Trp Gly Ser Tyr Thr Val 

170 175 180 

ttt get, tta gca act ctg ttt tec gga ctg tta tta gga etc tgt atg 629 
Phe Ala Leu Ala Thr Leu Phe Ser Gly Leu Leu Leu Gly Leu Cys Met 

185 190 195 

ata ttt gtg gca gat tgc ctt tgt cct tea aaa agg cgc aga cca cag 677 
He Phe Val Ala Asp Cys Leu Cys Pro Ser Lys Arg Arg Arg Pro Gin 

200 205 210 215 

cca tac cca tac cct tea aaa aaa tta tta tea gaa tct gca caa cct 725 

3 6 0 HJffi#2 0 0 0-3 0 6 2 5 2 2 
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Pro Tyr Pro Tyr Pro Ser Lys Lys Leu Leu Ser Glu Ser Ala Gin Pro 

220 225 230 

ttg aaa aaa gtg gag gag gaa caa gag gcg gat gaa gaa gat gtt tea 773 
Leu Lys Lys Val Glu Glu Glu Gin Glu Ala Asp Glu Glu Asp Val Ser 

235 240 245 

gaa gaa gaa get gaa agt aaa gaa gga aca aac aaa gac ttt cca cag 821 
Glu Glu Glu Ala Glu Ser Lys Glu Gly Thr Asn Lys Asp Phe Pro Gin 

250 255 260 

aat gec ata aga caa cgc tct ctg ggt cca tea ttg gee aca gat aaa 869 
Asn Ala He Arg Gin Arg Ser Leu Gly Pro Ser Leu Ala Thr Asp Lys 

265 270 275 

tec tagttaaatt ttatagttat cttaatatta tgattttgat aaaaacagaa 922 

Ser 

280 

gattgatcat tttgtttggt ttgaagtgaa ctgtgacttt tttgaatatt gcagggttca 982 



gtctagattg tcattaaatt gaagagtcta cattcagaac ataaaagcac taggtataca 1042 
agtttggaat atgatttaag cacagtatga tggtttaaat agttctctaa tttttgaaaa 1102 
atcgtgccaa gcaataagat ttatgtatat ttgtttaata ataacctatt tcaagtctga 1162 
gttttgaaaa tttacatttc ccaagtattg cattattgag gtatttaaga agattatttt 1222 

361 ffl$E#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 

agagaaaaat atttctcatt tgatataatt tttctctgtt tcactgtgtg aaaaaaagaa 1282 

gatatttccc ataaatggga agtttgccca ttgtctcaag aaatgtgtat ttcagtgaca 1342 

atttcgtggt ctttttagag gtatattcca aaatttcctt gtatttttag gttatgcaac 1402 

taataaaaac taccttacat taattaatta cagttttcta cacatggtaa tacaggatat 1462 

gctactgatt taggaagttt ttaagttcat ggtattctct tgattccaac aaagtttgat 1522 

tttctcttgt atttttctta cttactatgg gttacatttt ttatttttca aattggatga 1582 

taatttcttg gaaacatttt ttatgtttta gtaaacagta tttttttgtt gtttcaaact 1642 

gaagtttact gagagatcca tcaaattgaa caatctgttg taatttaaaa ttttggccac 1702 

ttttttcaga ttttacatca ttcttgctga acttcaactc gaaattgttt tttttttctt 1762 

tttggatgtg aaggtgaaca ttcctgattt ttgtctgatg tgaaaaagcc ttggtatttt 1822 

^£&J.X&Maa^*i±cj&aga age 1 1 aa t a t aaaagtttgc attctactca ggaaaaagca_1882 

tcttcttgta tatgtcttaa atgtattttt gtcctcatat acagaaagtt cttaattgat 1942 

tttacagtct gtaatgcttg atgttttaaa ataataacat ttttatattt tttaaaagac 2002 

aaacttcata ttatcctgtg ttctttcctg actggtaata ttgtgtggga tttcacaggt 2062 

aaaagtcagt aggatggaac attttagtgt atttttactc cttaaagagc taggatacat 2122 

3 6 2 2000-3062522 
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agttttcacc ttaaaagaag ggggaaaatc ataaatacaa tgaatcaact gaccattgcg 2182 
tagtagacaa tttctgtaat gtccccttct ttctaggctc tgttgctgtg tgaatccatt 2242 
agatttacag tatcgtaata tacaagtttt ctttaaagcc ctctccttta gaatttaaaa 2302 
tattgtacca ttgaagagtt tggatgtgta acttgtgatg ccttagaaaa atatcctaag 2362 
cacaaaataa acctttctaa ccacttcatt 2392 



<210> 82 
<211> 280 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Met Ala Pro Ser Gly Ser Leu Ala Val Pro Leu Ala Val Leu Val Leu 

1.5 10 15 



Leu Leu Trp Gly Ala Pro Trp Thr His Gly Arg Arg Ser Asn Val Arg 

20 25 30 

Val lie Thr Asp Glu Asn Trp Arg Glu Leu Leu Glu Gly Asp Trp Met 

35 40 45 

lie Glu Phe Tyr Ala Pro Trp Cys Pro Ala Cys Gin Asn Leu Gin Pro 

50 55 60 



3 6 3 
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Glu Trp Glu Ser Phe Ala Glu Trp Gly Glu Asp Leu Glu Val Asn He 

65 70 75 80 

Ala Lys Val Asp Val Thr Glu Gin Pro Gly Leu Ser Gly Arg Phe He 

85 90 95 

He Thr Ala Leu Pro Thr He Tyr His Cys Lys Asp Gly Glu Phe Arg 
100 105 110 

Arg Tyr Gin Gly Pro Arg Thr Lys Lys Asp Phe lie Asn Phe He Ser 

115 120 125 

Asp Lys Glu Trp Lys Ser He Glu Pro Val Ser Ser Trp Phe Gly Pro 

130 135 140 

Gly Ser Val Leu Met Ser Ser Met Ser Ala Leu Phe Gin Leu Ser Met 

145 150 155 160 

Trp He Arg Thr Cys His Asn Tyr Phe He Glu Asp Leu Gly Leu Pro 

. . . . . 165 .170- 175 



Ala Trp Gly Ser Tyr Thr Val Phe Ala Leu Ala Thr Leu Phe Ser Gly 

180 185 190 

Leu Leu Leu Gly Leu Cys Met He Phe Val Ala Asp Cys Leu Cys Pro 

195 200 205 

Ser Lys Arg Arg Arg Pro Gin Pro Tyr Pro Tyr Pro Ser Lys Lys Leu 



3 6 4 
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210 215 220 

Leu Ser Glu Ser Ala Gin Pro Leu Lys Lys Val Glu Glu Glu Gin Glu 

225 230 235 240 

Ala Asp Glu Glu Asp Val Ser Glu Glu Glu Ala Glu Ser Lys Glu Gly 

245 250 255 

Thr Asn Lys Asp Phe Pro Gin Asn Ala He Arg Gin Arg Ser Leu Gly 

260 265 270 

Pro Ser Leu Ala Thr Asp Lys Ser 

275 280 

<210> 83 
<211> 1821 
<212> DNA 

<213> Homo sapiens 

<220> . . -— 

<221> CDS 

<222> (137).. (1306) 
<400> 83 

agacttgggc tggagccgcc ctgggtgtca gcggctcggc tcccgcgcac gctccggccg 60 
tcgcgcagcc tcggcacctg caggtccgtg cgtcccgcgg ctggcgcccc tgactccgtc 120 

3 6 5 ffi|E#2 0 0 O - 3 0 6 2 5 2 2 
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ccggccaggg agggcc atg att tec etc ccg ggg ccc ctg gtg ace aac ttg 172 

Met He Ser Leu Pro Gly Pro Leu Val Thr Asn Leu 
1 5 10 

ctg egg ttt ttg ttc ctg ggg ctg agt gec etc gcg ccc ccc teg egg 220 
Leu Arg Phe Leu Phe Leu Gly Leu Ser Ala Leu Ala Pro Pro Ser Arg 

15 20 25 

gec cag ctg caa ctg cac ttg ccc gec aac egg ttg cag gcg gtg gag 268 
Ala Gin Leu Gin Leu His Leu Pro Ala Asn Arg Leu Gin Ala Val Glu 

30 35 40 

gga ggg gaa gtg gtg ctt cca gcg tgg tac acc ttg cac ggg gag gtg 316 
Gly Gly Glu Val Val Leu Pro Ala Trp Tyr Thr Leu His Gly Glu Val 

45 50 55 60 

tct tea tec cag cca tgg gag gtg ccc ttt gtg atg tgg ttc ttc aaa 364 
Ser Ser Ser Gin Pro Trp Glu Val Pro Phe Val Met Trp Phe Phe Lys 

65 70 75 

xag„aaa„ gaa„aag„gag„gaj;„cag,gig_.ttg tec tac ate aat ggg gtc aca 412 

Gin Lys Glu Lys Glu Asp Gin Val Leu Ser Tyr He Asn Gly Val Thr 
80 85 90 

aca age aaa cct gga gta tec ttg gtc tac tec atg ccc tec egg aac 460 
Thr Ser Lys Pro Gly Val Ser Leu Val Tyr Ser Met Pro Ser Arg Asn 

95 100 105 

ctg tec ctg egg ctg gag ggt etc cag gag aaa gac tct ggc ccc tac 508 

3 6 6 ffiSE# 2000-3062522 



11 — 194179 



Leu Ser Leu Arg Leu Glu Gly Leu Gin Glu Lys Asp Ser Gly Pro Tyr 

110 115 120 



age tgc tec gtg aat gtg caa gac aaa caa ggc aaa tct agg ggc cac 
Ser Cys Ser Val Asn Val Gin Asp Lys Gin Gly Lys Ser Arg Gly His 
125 130 135 140 



556 



age ate aaa ace tta gaa etc aat gta ctg gtt cct cca get cct cca 
Ser He Lys Thr Leu Glu Leu Asn Val Leu Val Pro Pro Ala Pro Pro 

145 150 155 



604 



tec tgc cgt etc cag ggt gtg ccc cat gtg ggg gca aac gtg acc ctg 
Ser Cys Arg Leu Gin Gly Val Pro His Val Gly Ala Asn Val Thr Leu 

160 165 170 



652 



age tgc cag tct cca agg agt aag ccc get gtc caa tac cag tgg gat 
Ser Cys Gin Ser Pro Arg Ser Lys Pro Ala Val Gin Tyr Gin Trp Asp 
175 180 185 



700 



egg cag ctt cca tec ttc cag act ttc ttt gca cca gca tta gat gtc 
_Arg Gin Leu Pro Ser Phe Gin Thr Phe Phe Ala Pro Ala Leu Asp Val 
190 195 200 



748 



ate cgt ggg tct tta age etc acc aac ctt teg tct tec atg get gga 
He Arg Gly Ser Leu Ser Leu Thr Asn Leu Ser Ser Ser Met Ala Gly 

205 210 215 220 



796 



gtc tat gtc tgc aag gee cac aat gag gtg ggc act gee caa tgt aat 844 
Val Tyr Val Cys Lys Ala His Asn Glu Val Gly Thr Ala Gin Cys Asn 



3 6 7 
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225 230 235 

gtg acg ctg gaa gtg age aca ggg cct gga get gca gtg gtt get gga 892 
Val Thr Leu Glu Val Ser Thr Gly Pro Gly Ala Ala Val Val Ala Gly 

240 245 250 

get gtt gtg ggt ace ctg gtt gga ctg ggg ttg ctg get ggg ctg gtc 940 
Ala Val Val Gly Thr Leu Val Gly Leu Gly Leu Leu Ala Gly Leu Val 

255 260 265 

etc ttg tac cac cgc egg ggc aag gec ctg gag gag cca gec aat gat 988 
Leu Leu Tyr His Arg Arg Gly Lys Ala Leu Glu Glu Pro Ala Asn Asp 

270 275 280 

ate aag gag gat gec att get ccc egg acc ctg ccc tgg ccc aag age 1036 
He Lys Glu Asp Ala lie Ala Pro Arg Thr Leu Pro Trp Pro Lys Ser 

285 290 295 300 

tea gac aca ate tec aag aat ggg acc ctt tec tct gtc acc tec gca 1084 
Ser Asp Thr He Ser Lys Asn Gly Thr Leu Ser Ser Val Thr Ser Ala 

- -305 310 315 , , 



cga gec etc egg cca ccc cat ggc cct ccc agg cct ggt gca ttg acc 1132 

Arg Ala Leu Arg Pro Pro His Gly Pro Pro Arg Pro Gly Ala Leu Thr 

320 325 330 

ccc acg ccc agt etc tec age cag gec ctg ccc tea cca aga ctg ccc 1180 

Pro Thr Pro Ser Leu Ser Ser Gin Ala Leu Pro Ser Pro Arg Leu Pro 

335 340 345 

3 6 8 ffilcE^F 2000-3062522 
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acg aca gat ggg gcc cac cct caa cca ata tec ccc ate cct ggt ggg 1228 
Thr Thr Asp Gly Ala His Pro Gin Pro He Ser Pro He Pro Gly Gly 

350 355 360 

gtt tct tec tct ggc ttg age cgc atg ggt get gtg cct gtg atg gtg 1276 
Val Ser Ser Ser Gly Leu Ser Arg Met Gly Ala Val Pro Val Met Val 

365 370 375 380 

cct gcc cag agt caa get ggc tct ctg gta tgatgacccc accactcatt 1326 
Pro Ala Gin Ser Gin Ala Gly Ser Leu Val 

385 390 

ggctaaagga tttggggtct ctccttccta taagggtcac ctctagcaca gaggectgag 1386 
tcatgggaaa gagtcacact cctgaccctt agtactctgc ccccacctct ctttactgtg 1446 
ggaaaaccat ctcagtaaga cctaagtgtc caggagacag aaggagaaga ggaagtggat 1506 
ctggaattgg gaggagcetc cacccacccc tgactcctcc ttatgaagee agetgetgaa 1566 
attagctact caccaagagt gaggggcaga gacttccagt cactgagtct cccaggcccc 1626 
cttgatctgt accccacccc tatctaacac cacccttggc tcccactcca gctccctgta 1686 
ttgatataac ctgtcaggct ggcttggtta ggttttactg gggcagagga tagggaatct 1746 
cttattaaaa ctaacatgaa atatgtgttg ttttcatttg caaatttaaa taaagataca 1806 



3 6 9 2000-3062522 
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taatgtttgt atgag 1821 



<210> 84 
<211> 390 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Met lie Ser Leu Pro Gly Pro Leu Val Thr Asn Leu Leu Arg Phe Leu 

15 10 15 

Phe Leu Gly Leu Ser Ala Leu Ala Pro Pro Ser Arg Ala Gin Leu Gin 

20 25 30 

Leu His Leu Pro Ala Asn Arg Leu Gin Ala Val Glu Gly Gly Glu Val 

35 40 45 

Val Leu Pro Ala Trp Tyr Thr Leu His Gly Glu Val Ser Ser Ser Gin 

50 55 60 



Pro Trp Glu Val Pro Phe Val Met Trp Phe Phe Lys Gin Lys Glu Lys 

65 70 75 80 

Glu Asp Gin Val Leu Ser Tyr He Asn Gly Val Thr Thr Ser Lys Pro 

85 90 95 

Gly Val Ser Leu Val Tyr Ser Met Pro Ser Arg Asn Leu Ser Leu Arg 
100 105 110 

3 7 0 £t}|E#2 0 0 0-3 0 6 2 5 2 2 
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Leu Glu Gly Leu Gin Glu Lys Asp Ser Gly Pro Tyr Ser Cys Ser Val 
115 120 125 

Asn Val Gin Asp Lys Gin Gly Lys Ser Arg Gly His Ser He Lys Thr 
130 135 140 

Leu Glu Leu Asn Val Leu Val Pro Pro Ala Pro Pro Ser Cys Arg Leu 

145 150 155 160 

Gin Gly Val Pro His Val Gly Ala Asn Val Thr Leu Ser Cys Gin Ser 
165 170 175 

Pro Arg Ser Lys Pro Ala Val Gin Tyr Gin Trp Asp Arg Gin Leu Pro 

180 185 190 

Ser Phe Gin Thr Phe Phe Ala Pro Ala Leu Asp Val He Arg Gly Ser 

195 200 205 



Leu Ser Leu Thr Asn Leu Ser Ser Ser Met Ala Gly Val Tyr Val Cys 

.210 215 220 

Lys Ala His Asn Glu Val Gly Thr Ala Gin Cys Asn Val Thr Leu Glu 

225 230 235 240 

Val Ser Thr Gly Pro Gly Ala Ala Val Val Ala Gly Ala Val Val Gly 

245 250 255 



Thr Leu Val Gly Leu Gly Leu Leu Ala Gly Leu Val Leu Leu Tyr His 
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260 

Arg Arg Gly Lys Ala Leu Glu Glu Pro Ala Asn Asp He Lys Glu Asp 

275 280 285 

Ala He Ala Pro Arg Thr Leu Pro Trp Pro Lys Ser Ser Asp Thr He 

290 295 300 

Ser Lys Asn Gly Thr Leu Ser Ser Val Thr Ser Ala Arg Ala Leu Arg 

305 310 315 320 

Pro Pro His Gly Pro Pro Arg Pro Gly Ala Leu Thr Pro Thr Pro Ser 

325 330 335 

Leu Ser Ser Gin Ala Leu Pro Ser Pro Arg Leu Pro Thr Thr Asp Gly 

340 345 350 

Ala His Pro Gin Pro He Ser Pro He Pro Gly Gly Val Ser Ser Ser 

355 360 365 

Gly Leu Ser Arg Met Gly Ala Val Pro Val Met Val Pro Ala Gin Ser 

370 375 ~~~ 380 

Gin Ala Gly Ser Leu Val 

385 390 



<210> 85 
<211> 1808 

3 7 2 £BH#2 0 0 0 - 3 0 6 2 5 2 2 
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265 



270 



#5£ 11-19417 




<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (85).. (1407) 

<400> 85 

aaactcccat ctccctcacc agccggaaag tacgagtcgg ctcagcctgg agggacccaa 60 



ccagagcctg gcctgggagc cagg atg gcc ate cac aaa gec ttg gtg atg 111 

Met Ala He His Lys Ala Leu Val Met 

1 5 

tgc ctg gga ctg cct etc ttc ctg ttc cca ggg gcc tgg gcc cag ggc 159 
Cys Leu Gly Leu Pro Leu Phe Leu Phe Pro Gly Ala Trp Ala Gin Gly 
10 15 20 25 

cat gtc cca ccc ggc tgc age caa ggc etc aac ccc ctg tac tac aac 207 
His Val Pro Pro Gly Cys Ser Gin Gly Leu Asn Pro Leu Tyr Tyr Asn 

.30 35 , . . 40 



ctg tgt gac cgc tct ggg gcg tgg ggc ate gtc ctg gag gcc gtg get 255 

Leu Cys Asp Arg Ser Gly Ala Trp Gly He Val Leu Glu Ala Val Ala 

45 50 55 

ggg gcg ggc att gtc ace acg ttt gtg etc acc ate ate ctg gtg gcc 303 

Gly Ala Gly lie Val Thr Thr Phe Val Leu Thr He He Leu Val Ala 

60 65 70 
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age etc ccc ttt gtg cag gac acc aag aaa egg age ctg ctg ggg acc 351 
Ser Leu Pro Phe Val Gin Asp Thr Lys Lys Arg Ser Leu Leu Gly Thr 

75 80 85 

cag gta ttc ttc ctt ctg ggg acc ctg ggc etc ttc tgc etc gtg ttt 399 
Gin Val Phe Phe Leu Leu Gly Thr Leu Gly Leu Phe Cys Leu Val Phe 

90 95 100 105 

gee tgt gtg gtg aag ccc gac ttc tec acc tgt gee tct egg cgc ttc 447 
Ala Cys Val Val Lys Pro Asp Phe Ser Thr Cys Ala Ser Arg Arg Phe 

110 115 120 

etc ttt ggg gtt ctg ttc gee ate tgc ttc tct tgt ctg gcg get cac 495 
Leu Phe Gly Val Leu Phe Ala He Cys Phe Ser Cys Leu Ala Ala His 

125 130 135 

gtc ttt gee etc aac ttc ctg gec egg aag aac cac ggg ccc egg ggc 543 
Val Phe Ala Leu Asn Phe Leu Ala Arg Lys Asn His Gly Pro Arg Gly 
140 145 150 



tgg gtg ate ttc act gtg get ctg ctg ctg acc ctg gta gag gtc ate 591 

Trp Val lie Phe Thr Val Ala Leu Leu Leu Thr Leu Val Glu Val He 

155 160 165 

ate aat aca gag tgg ctg ate ate acc ctg gtt egg ggc agt ggc gag 639 

He Asn Thr Glu Trp Leu He He Thr Leu Val Arg Gly Ser Gly Glu 

170 175 180 185 

3 7 4 ffi|iE# 2000-3062522 
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41 



ggc ggc cct cag ggc aac age age gca ggc tgg gec gtg gec tec ccc 687 
Gly Gly Pro Gin Gly Asn Ser Ser Ala Gly Trp Ala Val Ala Ser Pro 
190 195 200 

tgt gee ate gee aac atg gac ttt gtc atg gca etc ate tac gtc atg 735 
Cys Ala He Ala Asn Met Asp Phe Val Met Ala Leu He Tyr Val Met 

205 210 215 

ctg ctg ctg ctg ggt gec ttc ctg ggg gec tgg ccc gee ctg tgt ggc 783 
Leu Leu Leu Leu Gly Ala Phe Leu Gly Ala Trp Pro Ala Leu Cys Gly 

220 225 230 

cgc tac aag cgc tgg cgt aag cat ggg gtc ttt gtg etc etc ace aca 831 
Arg Tyr Lys Arg Trp Arg Lys His Gly Val Phe Val Leu Leu Thr Thr 

235 240 245 

gec acc tec gtt gee ata tgg gtg gtg tgg ate gtc atg tat act tac 879 
Ala Thr Ser Val Ala He Trp Val Val Trp He Val Met Tyr Thr Tyr 

250 255 260 265 

g gc. aac aag cag cac aac agt ccc. acc tgg gat gac ccc a cg ctg gec 927 
Gly Asn Lys Gin His Asn Ser Pro Thr Trp Asp Asp Pro Thr Leu Ala 

270 275 280 

ate gec etc gee gec aat gee tgg gee ttc gtc etc ttc tac gtc ate 975 
He Ala Leu Ala Ala Asn Ala Trp Ala Phe Val Leu Phe Tyr Val He 

285 290 295 

ccc gag gtc tec cag gtg acc aag tec age cca gag caa age tac cag 1023 
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Pro Glu Val Ser Gin Val Thr Lys Ser Ser Pro Glu Gin Ser Tyr Gin 

300 305 310 

ggg gac atg tac ccc acc egg ggc gtg ggc tat gag acc ate ctg aaa 1071 
Gly Asp Met Tyr Pro Thr Arg Gly Val Gly Tyr Glu Thr lie Leu Lys 

315 320 325 

gag cag aag ggt cag age atg ttc gtg gag aac aag gee ttt tec atg 1119 
Glu Gin Lys Gly Gin Ser Met Phe Val Glu Asn Lys Ala Phe Ser Met 

330 335 340 345 

gat gag ccg gtt gca get aag agg ccg gtg tea cca tac age ggg tac 1167 
Asp Glu Pro Val Ala Ala Lys Arg Pro Val Ser Pro Tyr Ser Gly Tyr 

350 355 360 

aat ggg cag ctg ctg acc agt gtg tac cag ccc act gag atg gec ctg 1215 
Asn Gly Gin Leu Leu Thr Ser Val Tyr Gin Pro Thr Glu Met Ala Leu 

365 370 375 

atg cac aaa gtt ccg tec gaa gga get tac gac ate ate etc cca egg 1263 
Met His Lys Val Pro Ser Glu Gly Ala Tyr Asp He lie Leu Pro Arg 



380 385 390 

gec acc gec aac age cag gtg atg ggc agt gec aac teg acc ctg egg 1311 

Ala Thr Ala Asn Ser Gin Val Met Gly Ser Ala Asn Ser Thr Leu Arg 

395 400 405 

get gaa gac atg tac teg gec cag age cac cag gcg gec aca ccg ccg 1359 

Ala Glu Asp Met Tyr Ser Ala Gin Ser His Gin Ala Ala Thr Pro Pro 
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410 415 420 425 

aaa gac ggc aag aac tct cag gtc ttt aga aac ccc tac gtg tgg gac 1407 
Lys Asp Gly Lys Asn Ser Gin Val Phe Arg Asn Pro Tyr Val Trp Asp 
430 435 440 

tgagtcagcg gtggcgagga gaggcggtcg gatttgggga gggccctgag gacctggccc 1467 

gggcaaggga ctctccaggc tcctcctccc cctggcaggc ccagcaacat gtgccccaga 1527 

tgtggaaggg cctccctctc tgccagtgtt tgggtgggtg tcatgggtgt ccccacccac 1587 

tcctcagtgt ttgtggagtc gaggagccaa ccccagcctc ctgccaggat cacctcggcg 1647 

gtcacactcc agccaaatag tgttctcggg gtggtggctg ggcagcgcct atgtttctct 1707 

ggagattcct gcaacctcaa gagacttccc aggcgctcag gcctggatct tgctcctctg 1767 

tgaggaacaa gggtgcctaa taaatacatt tctgctttat t 1808 



<210> 86 
<211> 441 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Ala He His Lys Ala Leu Val Met Cys Leu Gly Leu Pro Leu Phe 

15 10 15 
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Leu Phe Pro Gly Ala Trp Ala Gin Gly His Val Pro Pro Gly Cys Ser 

20 25 30 

Gin Gly Leu Asn Pro Leu Tyr Tyr Asn Leu Cys Asp Arg Ser Gly Ala 

35 40 45 

Trp Gly He Val Leu Glu Ala Val Ala Gly Ala Gly He Val Thr Thr 

50 55 60 

Phe Val Leu Thr He He Leu Val Ala Ser Leu Pro Phe Val Gin Asp 

65 70 75 80 

Thr Lys Lys Arg Ser Leu Leu Gly Thr Gin Val Phe Phe Leu Leu Gly 

85 90 95 

Thr Leu Gly Leu Phe Cys Leu Val Phe Ala Cys Val Val Lys Pro Asp 

100 105 110 

Phe Ser Thr Cys Ala Ser Arg Arg Phe Leu Phe Gly Val Leu Phe Ala 

115 .. _ 120, 125 



He Cys Phe Ser Cys Leu Ala Ala His Val Phe Ala Leu Asn Phe Leu 

130 135 140 

Ala Arg Lys Asn His Gly Pro Arg Gly Trp Val He Phe Thr Val Ala 

145 150 155 160 

Leu Leu Leu Thr Leu Val Glu Val lie lie Asn Thr Glu Trp Leu He 

3 7 8 M2 0 0 0-3 0 6 2 5 2 2 
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165 



170 



175 



lie Thr Leu Val Arg Gly Ser Gly Glu Gly Gly Pro Gin Gly Asn Ser 

180 185 190 

Ser Ala Gly Trp Ala Val Ala Ser Pro Cys Ala lie Ala Asn Met Asp 

195 200 205 

Phe Val Met Ala Leu He Tyr Val Met Leu Leu Leu Leu Gly Ala Phe 

210 215 220 

Leu Gly Ala Trp Pro Ala Leu Cys Gly Arg Tyr Lys Arg Trp Arg Lys 

225 230 235 240 

His Gly Val Phe Val Leu Leu Thr Thr Ala Thr Ser Val Ala He Trp 

245 250 255 

Val Val Trp He Val Met Tyr Thr Tyr Gly Asn Lys Gin His Asn Ser 

260 265 270 



Pro Thr Trp Asp Asp Pro Thr Leu Ala He Ala Leu Ala Ala Asn Ala 

275 280 285 



Trp Ala Phe Val Leu Phe Tyr Val He Pro Glu Val Ser Gin Val Thr 

290 295 300 



Lys Ser Ser Pro Glu Gin Ser Tyr Gin Gly Asp Met Tyr Pro Thr Arg 

305 310 315 320 
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Gly Val Gly Tyr Glu Thr He Leu Lys Glu Gin Lys Gly Gin Ser Met 

325 330 335 

Phe Val Glu Asn Lys Ala Phe Ser Met Asp Glu Pro Val Ala Ala Lys 

340 345 350 

Arg Pro Val Ser Pro Tyr Ser Gly Tyr Asn Gly Gin Leu Leu Thr Ser 

355 360 365 

Val Tyr Gin Pro Thr Glu Met Ala Leu Met His Lys Val Pro Ser Glu 

370 375 380 

Gly Ala Tyr Asp He He Leu Pro Arg Ala Thr Ala Asn Ser Gin Val 

385 390 395 400 

Met Gly Ser Ala Asn Ser Thr Leu Arg Ala Glu Asp Met Tyr Ser Ala 

405 410 415 

Gin Ser His Gin Ala Ala Thr Pro Pro Lys Asp Gly Lys Asn Ser Gin 

420 425 430 



Val Phe Arg Asn Pro Tyr Val Trp Asp 

435 440 



<210> 87 
<211> 2015 
<212> DNA 

<213> Homo sapiens 

3 8 0 £BliE# 2000-3062522 
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<220> 
<221> CDS 

<222> (100).. (1500) 
<400> 87 

cttgactttg agcgtccggc ggtcgcagag ccaggaggcg gaggcgcgcg ggccagcctg 60 

ggccccagcc cacaccttca ccagggccca ggagccacc atg tgg cga tgt cca 114 

Met Trp Arg Cys Pro 
1 5 

ctg ggg eta ctg ctg ttg ctg ccg ctg get ggc cac ttg get ctg ggt 162 
Leu Gly Leu Leu Leu Leu Leu Pro Leu Ala Gly His Leu Ala Leu Gly 

10 15 20 

gec cag cag ggt cgt ggg cgc egg gag eta gca ccg ggt ctg cac ctg 210 
Ala Gin Gin Gly Arg Gly Arg Arg Glu Leu Ala Pro Gly Leu His Leu 

25 30 35 

^^^g^c^|^c^c^ ^^|^^^^^^^^^^^^^a^^^c^c^|^g^g^c^g^g^^^^^^^5^^^ . 

Arg Gly lie Arg Asp Ala Gly Gly Arg Tyr Cys Gin Glu Gin Asp Leu 
40 45 50 

tgc tgc cgc ggc cgt gec gac gac tgt gec ctg ccc tac ctg ggc gec 306 
Cys Cys Arg Gly Arg Ala Asp Asp Cys Ala Leu Pro Tyr Leu Gly Ala 

55 60 65 

ate tgt tac tgt gac etc ttc tgc aac cgc acg gtc tec gac tgc tgc 354 

38 1 ffi$E#2 0 0 0 - 3 0 6 2 5 2 2 
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He Cys Tyr Cys Asp Leu Phe Cys Asn Arg Thr Val Ser Asp Cys Cys 

70 75 80 85 

cct gac ttc tgg gac ttc tgc etc ggc gtg cca ccc cct ttt ccc ccg 402 
Pro Asp Phe Trp Asp Phe Cys Leu Gly Val Pro Pro Pro Phe Pro Pro 

90 95 100 

ate caa gga tgt atg cat gga ggt cgt ate tat cca gtc ttg gga acg 450 
lie Gin Gly Cys Met His Gly Gly Arg He Tyr Pro Val Leu Gly Thr 

105 110 115 

tac tgg gac aac tgt aac cgt tgc acc tgc cag gag aac agg cag tgg 498 
Tyr Trp Asp Asn Cys Asn Arg Cys Thr Cys Gin Glu Asn Arg Gin Trp 

120 125 130 

cag tgt gac caa gaa cca tgc ctg gtg gat cca gac atg ate aaa gec 546 
Gin Cys Asp Gin Glu Pro Cys Leu Val Asp Pro Asp Met He Lys Ala 
135 140 145 

ate aac cag ggc aac tat ggc tgg cag get ggg aac cac age gee ttc 

150 155 160 165 

tgg ggc atg acc ctg gat gag ggc att cgc tac cgc ctg ggc acc ate 642 
Trp Gly Met Thr Leu Asp Glu Gly He Arg Tyr Arg Leu Gly Thr He 
170 175 180 

cgc cca tct tec teg gtc atg aac atg cat gaa att tat aca gtg ctg 690 
Arg Pro Ser Ser Ser Val Met Asn Met His Glu He Tyr Thr Val Leu 



594 
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185 190 195 

aac cca ggg gag gtg ctt ccc aca gcc ttc gag gcc tct gag aag tgg 738 
Asn Pro Gly Glu Val Leu Pro Thr Ala Phe Glu Ala Ser Glu Lys Trp 

200 205 210 

ccc aac ctg att cat gag cct ctt gac caa ggc aac tgt gca ggc tec 786 
Pro Asn Leu He His Glu Pro Leu Asp Gin Gly Asn Cys Ala Gly Ser 

215 220 225 

tgg gcc ttc tec aca gca get gtg gca tec gat cgt gtc tea ate cat 834 
Trp Ala Phe Ser Thr Ala Ala Val Ala Ser Asp Arg Val Ser He His 

230 235 240 245 

tct ctg gga cac atg acg cct gtc ctg teg ccc cag aac ctg ctg tct 882 
Ser Leu Gly His Met Thr Pro Val Leu Ser Pro Gin Asn Leu Leu Ser 

250 255 260 

tgt gac ace cac cag cag cag ggc tgc cgc ggt ggg cgt etc gat ggt 930 
Cys Asp Thr His Gin Gin Gin Gly Cys Arg Gly Gly Arg Leu Asp Gly 

,265 = 270 . 275 .— - . 



gcc tgg tgg ttc ctg cgt cgc cga ggg gtg gtg tct gac cac tgc tac 978 

Ala Trp Trp Phe Leu Arg Arg Arg Gly Val Val Ser Asp His Cys Tyr 

280 285 290 

ccc ttc teg ggc cgt gaa cga gac gag get ggc cct gcg ccc ccc tgt 1026 

Pro Phe Ser Gly Arg Glu Arg Asp Glu Ala Gly Pro Ala Pro Pro Cys 

295 300 305 
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atg atg cac age cga gec atg ggt egg ggc aag cgc cag gee act gee 1074 
Met Met His Ser Arg Ala Met Gly Arg Gly Lys Arg Gin Ala Thr Ala 

310 315 320 325 



cac tgc ccc aac age tat gtt aat aac aat gac ate tac cag gtc act 1122 
His Cys Pro Asn Ser Tyr Val Asn Asn Asn Asp He Tyr Gin Val Thr 

330 335 340 



cct gtc tac cgc etc ggc tec aac gac aag gag ate atg aag gag ctg 1170 
Pro Val Tyr Arg Leu Gly Ser Asn Asp Lys Glu He Met Lys Glu Leu 

345 350 355 



atg gag aat ggc cct gtc caa gec etc atg gag gtg cat gag gac ttc 1218 
Met Glu Asn Gly Pro Val Gin Ala Leu Met Glu Val His Glu Asp Phe 

360 365 370 

ttc eta tac aag gga ggc ate tac age cac acg cca gtg age ctt ggg 1266 
Phe Leu Tyr Lys Gly Gly lie Tyr Ser His Thr Pro Val Ser Leu Gly 

375 380 385 



agg cca gag aga tac cgc egg cat ggg acc cac tea gtc aag ate aca 1314 
Arg Pro Glu Arg Tyr Arg Arg His Gly Thr His Ser Val Lys He Thr 

390 395 400 405 



gga tgg gga gag gag acg ctg cca gat gga agg acg etc aaa tac tgg 1362 
Gly Trp Gly Glu Glu Thr Leu Pro Asp Gly Arg Thr Leu Lys Tyr Trp 
410 415 420 
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act gcg gcc aac tec tgg ggc cca gec tgg ggc gag agg ggc cac ttc 1410 
Thr Ala Ala Asn Ser Trp Gly Pro Ala Trp Gly Glu Arg Gly His Phe 

425 430 435 

cgc ate gtg cgc ggc gtc aat gag tgc gac ate gag age ttc gtg ctg 1458 
Arg He Val Arg Gly Val Asn Glu Cys Asp He Glu Ser Phe Val Leu 

440 445 450 

ggc gtc tgg ggc cgc gtg ggc atg gag gac atg ggt cat cac 1500 
Gly Val Trp Gly Arg Val Gly Met Glu Asp Met Gly His His 

455 460 465 

tgaggctgcg ggcaccacgc ggggtcegge ctgggatcca ggctaagggc eggeggaaga 1560 
ggccccaatg gggcggtgac cccagcctcg cccgacagag cccggggcgc aggegggege 1620 
cagggegcta atcccggcgc gggttccgct gacgcagcgc cccgcctggg agccgcgggc 1680 
aggegagact ggcggagccc ccagacctcc cagtggggac ggggcagggc ctggcctggg 1740 
=aagagcacag^ctgcggatcc^caggcc£c*g^ _ _ 

ccacacctgg ctaatttttg tattttttgt aaagaggggg gtctcactgt gttgeccagg I860 
ctggtctcga actcctgggc teaageggtc cacctgcctc cgcctcccaa agtgctggga 1920 
ttgeaggcat gagccactgc acccagccct gtattcttat tcttcagata tttatttttc 1980 
ttttcactgt tttaaaataa aaccaaagta ttgat 2015 
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<210> 88 
<211> 467 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Met Trp Arg Cys Pro Leu Gly Leu Leu Leu Leu Leu Pro Leu Ala Gly 
15 10 15 

His Leu Ala Leu Gly Ala Gin Gin Gly Arg Gly Arg Arg Glu Leu Ala 

20 25 30 

Pro Gly Leu His Leu Arg Gly He Arg Asp Ala Gly Gly Arg Tyr Cys 

35 40 45 

Gin Glu Gin Asp Leu Cys Cys Arg Gly Arg Ala Asp Asp Cys Ala Leu 

50 55 60 

^^^^^^ ^^^^^^^^a^^^^^^^^^^^^P^L^^^^^^^A^g^ ^g^r^^ 

65 70 75 80 

Val Ser Asp Cys Cys Pro Asp Phe Trp Asp Phe Cys Leu Gly Val Pro 

85 90 95 

Pro Pro Phe Pro Pro He Gin Gly Cys Met His Gly Gly Arg He Tyr 
100 105 110 
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Pro Val Leu Gly Thr Tyr Trp Asp Asn Cys Asn Arg Cys Thr Cys Gin 

115 120 125 

Glu Asn Arg Gin Trp Gin Cys Asp Gin Glu Pro Cys Leu Val Asp Pro 

130 135 140 

Asp Met He Lys Ala He Asn Gin Gly Asn Tyr Gly Trp Gin Ala Gly 

145 150 155 160 

Asn His Ser Ala Phe Trp Gly Met Thr Leu Asp Glu Gly He Arg Tyr 
165 170 175 

Arg Leu Gly Thr He Arg Pro Ser Ser Ser Val Met Asn Met His Glu 

180 185 190 

He Tyr Thr Val Leu Asn Pro Gly Glu Val Leu Pro Thr Ala Phe Glu 

195 200 205 

Ala Ser Glu Lys Trp Pro Asn Leu He His Glu Pro Leu Asp Gin Gly 

210 215 220 



Asn Cys Ala Gly Ser Trp Ala Phe Ser Thr Ala Ala Val Ala Ser Asp 

225 230 235 240 

Arg Val Ser He His Ser Leu Gly His Met Thr Pro Val Leu Ser Pro 

245 250 255 

Gin Asn Leu Leu Ser Cys Asp Thr His Gin Gin Gin Gly Cys Arg Gly 

260 265 270 
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Gly Arg Leu Asp Gly Ala Trp Trp Phe Leu Arg Arg Arg Gly Val Val 

275 280 285 

Ser Asp His Cys Tyr Pro Phe Ser Gly Arg Glu Arg Asp Glu Ala Gly 

290 295 300 

Pro Ala Pro Pro Cys Met Met His Ser Arg Ala Met Gly Arg Gly Lys 

305 310 315 320 

Arg Gin Ala Thr Ala His Cys Pro Asn Ser Tyr Val Asn Asn Asn Asp 

325 330 335 

He Tyr Gin Val Thr Pro Val Tyr Arg Leu Gly Ser Asn Asp Lys Glu 

340 345 350 

He Met Lys Glu Leu Met Glu Asn Gly Pro Val Gin Ala Leu Met Glu 

355 360 365 

Val His Glu Asp Phe Phe Leu Tyr Lys Gly Gly lie Tyr Ser His Thr 

-— 370^— ■ 375 38.0. = ^ 



Pro Val Ser Leu Gly Arg Pro Glu Arg Tyr Arg Arg His Gly Thr His 

385 390 395 400 

Ser Val Lys He Thr Gly Trp Gly Glu Glu Thr Leu Pro Asp Gly Arg 

405 410 415 

Thr Leu Lys Tyr Trp Thr Ala Ala Asn Ser Trp Gly Pro Ala Trp Gly 



3 8 8 



2000-3062522 



11-19417 




420 425 430 

Glu Arg Gly His Phe Arg lie Val Arg Gly Val Asn Glu Cys Asp He 

435 440 445 

Glu Ser Phe Val Leu Gly Val Trp Gly Arg Val Gly Met Glu Asp Met 

450 455 460 

Gly His His 
465 



<210> 89 
<211> 1722 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (64).. (1692) 

<400> 89 

gctagagctc tcgactctcc gctgcgcggc agctggcggg gggagcagcc aggtgagccc 60 

aag atg ctg ctg cgc teg aag cct gcg ctg ccg ccg ccg ctg atg ctg 108 
Met Leu Leu Arg Ser Lys Pro Ala Leu Pro Pro Pro Leu Met Leu 

15 10 15 



ctg etc ctg ggg ccg ctg ggt ccc etc tec cct ggc gec ctg ccc cga 156 

3 8 9 2000-3062522 



11 — 194179 



Leu Leu Leu Gly Pro Leu Gly Pro Leu Ser Pro Gly Ala Leu Pro Arg 

20 25 30 

cct gcg caa gca cag gac gtc gtg gac ctg gac ttc ttc acc cag gag 204 
Pro Ala Gin Ala Gin Asp Val Val Asp Leu Asp Phe Phe Thr Gin Glu 

35 40 45 

ccg ctg cac ctg gtg age ccc teg ttc ctg tec gtc acc att gac gee 252 
Pro Leu His Leu Val Ser Pro Ser Phe Leu Ser Val Thr He Asp Ala 

50 55 60 

aac ctg gee acg gac ccg egg ttc etc ate etc ctg ggt tct cca aag 300 
Asn Leu Ala Thr Asp Pro Arg Phe Leu He Leu Leu Gly Ser Pro Lys 

65 70 75 

ctt cgt acc ttg gee aga ggc ttg tct cct gcg tac ctg agg ttt ggt 348 
Leu Arg Thr Leu Ala Arg Gly Leu Ser Pro Ala Tyr Leu Arg Phe Gly 

80 85 90 95 

ggc acc aag aca gac ttc eta att ttc gat ccc aag aag gaa tea acc 396 

-GLy~Thr^LysJriir„Asp_R^ _ 
100 105 110 

ttt gaa gag aga agt tac tgg caa tct caa gtc aac cag gat att tgc 444 
Phe Glu Glu Arg Ser Tyr Trp Gin Ser Gin Val Asn Gin Asp He Cys 

115 120 125 

aaa tat gga tec ate cct cct gat gtg gag gag aag tta egg ttg gaa 492 
Lys Tyr Gly Ser lie Pro Pro Asp Val Glu Glu Lys Leu Arg Leu Glu 

3 9 0 £f}$E# 2000-3062522 



#5p 11-19 4 17 




130 135 140 

tgg ccc tac cag gag caa ttg eta etc cga gaa cac tac cag aaa aag 540 
Trp Pro Tyr Gin Glu Gin Leu Leu Leu Arg Glu His Tyr Gin Lys Lys 

145 150 155 

ttc aag aac age ace tac tea aga age tct gta gat gtg eta tac act 588 
Phe Lys Asn Ser Thr Tyr Ser Arg Ser Ser Val Asp Val Leu Tyr Thr 

160 165 170 175 



ttt gca aac tgc tea gga ctg gac ttg ate ttt ggc eta aat gcg tta 636 
Phe Ala Asn Cys Ser Gly Leu Asp Leu He Phe Gly Leu Asn Ala Leu 
180 185 190 

tta gga aca gca gat ttg cag tgg aac agt tct aat get cag ttg etc 684 
Leu Gly Thr Ala Asp Leu Gin Trp Asn Ser Ser Asn Ala Gin Leu Leu 

195 200 205 

ctg gac tac tgc tct tec aag ggg tat aac att tct tgg gaa eta ggc 732 
Leu Asp Tyr Cys Ser Ser Lys Gly Tyr Asn He Ser Trp Glu Leu Gly 

„^„ . „ „ ^„ 2Afl - - ■ 2.15- -—-^220 — - - 



aat gaa cct aac agt ttc ctt aag aag get gat att ttc ate aat ggg 780 

Asn Glu Pro Asn Ser Phe Leu Lys Lys Ala Asp He Phe lie Asn Gly 

225 230 235 

teg cag tta gga gaa gat ttt att caa ttg cat aaa ctt eta aga aag 828 

Ser Gin Leu Gly Glu Asp Phe He Gin Leu His Lys Leu Leu Arg Lys 

240 245 250 255 



3 9 1 



£tiliE#2 000-3062522 



11-194179 



tec acc ttc aaa aat gca aaa etc tat ggt cct gat gtt ggt cag cct 876 
Ser Thr Phe Lys Asn Ala Lys Leu Tyr Gly Pro Asp Val Gly Gin Pro 

260 265 270 

cga aga aag acg get aag atg ctg aag age ttc ctg aag get ggt gga 924 
Arg Arg Lys Thr Ala Lys Met Leu Lys Ser Phe Leu Lys Ala Gly Gly 

275 280 285 

gaa gtg att gat tea gtt aca tgg cat cac tac tat ttg aat gga egg 972 
Glu Val He Asp Ser Val Thr Trp His His Tyr Tyr Leu Asn Gly Arg 

290 295 300 

act get acc agg gaa gat ttt eta aac cct gat gta ttg gac att ttt 1020 
Thr Ala Thr Arg Glu Asp Phe Leu Asn Pro Asp Val Leu Asp He Phe 

305 310 315 

att tea tct gtg caa aaa gtt ttc cag gtg gtt gag age acc agg cct 1068 
He Ser Ser Val Gin Lys Val Phe Gin Val Val Glu Ser Thr Arg Pro 

320 325 330 335 



ggc aag aag gtc tgg tta gga gaa aca age tct gca cat gga ggc gga 1116 
Gly-Lys Lys Val Trp Leu Gly Glu Thr Ser Ser Ala His Gly Gly Gly 

340 345 350 

gcg ccc ttg eta tec gac acc ttt gca get ggc ttt atg tgg ctg gat 1164 
Ala Pro Leu Leu Ser Asp Thr Phe Ala Ala Gly Phe Met Trp Leu Asp 

355 360 365 



3 9 2 



ffi£E4$ 2000-3062522 



#^ 11—19417 



aaa ttg ggc ctg tea gec cga atg gga ata gaa gtg gtg atg agg caa 1212 
Lys Leu Gly Leu Ser Ala Arg Met Gly He Glu Val Val Met Arg Gin 

370 375 380 

gta ttc ttt gga gca gga aac tac cat tta gtg gat gaa aac ttc gat 1260 
Val Phe Phe Gly Ala Gly Asn Tyr His Leu Val Asp Glu Asn Phe Asp 

385 390 395 

cct tta cct gat tat tgg eta tct ctt ctg ttc aag aaa ttg gtg ggc 1308 
Pro Leu Pro Asp Tyr Trp Leu Ser Leu Leu Phe Lys Lys Leu Val Gly 

400 405 410 415 

ace aag gtg tta atg gca age gtg caa ggt tea aag aga agg aag ctt 1356 
Thr Lys Val Leu Met Ala Ser Val Gin Gly Ser Lys Arg Arg Lys Leu 

420 425 430 

cga gta tac ctt cat tgc aca aac act gac aat cca agg tat aaa gaa 1404 
Arg Val Tyr Leu His Cys Thr Asn Thr Asp Asn Pro Arg Tyr Lys Glu 

435 440 445 

^ .,gga^ga.t» tta,act-ictg-. tat,.gcc..ata- ; aac xtc-cat aat gtc .ace aag tac . 1452 ^ — — = 

Gly Asp Leu Thr Leu Tyr Ala He Asn Leu His Asn Val Thr Lys Tyr 
450 455 460 

ttg egg tta ccc tat cct ttt tct aac aag caa gtg gat aaa tac ctt 1500 
Leu Arg Leu Pro Tyr Pro Phe Ser Asn Lys Gin Val Asp Lys Tyr Leu 

465 470 475 

eta aga cct ttg gga cct cat gga tta ctt tec aaa tct gtc caa etc 1548 

3 9 3 ffiSE# 2000-3062522 



11 — 194179 



Leu Arg Pro Leu Gly Pro His Gly Leu Leu Ser Lys Ser Val Gin Leu 

480 485 490 495 



aat ggt eta act eta aag atg gtg gat gat caa acc ttg cca cct tta 
Asn Gly Leu Thr Leu Lys Met Val Asp Asp Gin Thr Leu Pro Pro Leu 

500 505 510 



1596 



atg gaa aaa cct etc egg cca gga agt tea ctg ggc ttg cca get ttc 1644 
Met Glu Lys Pro Leu Arg Pro Gly Ser Ser Leu Gly Leu Pro Ala Phe 

515 520 525 

tea tat agt ttt ttt gtg ata aga aat gec aaa gtt get get tgc ate 1692 
Ser Tyr Ser Phe Phe Val He Arg Asn Ala Lys Val Ala Ala Cys lie 

530 535 540 

tgaaaataaa atatactagt cctgacactg 1722 



<210> 90 
<211> 543 

-<-2-l-2>-PR-T— ■ - - | —gsgg 

<213> Homo sapiens 

<400> 90 

Met Leu Leu Arg Ser Lys Pro Ala Leu Pro Pro Pro Leu Met Leu Leu 
15 10 15 

Leu Leu Gly Pro Leu Gly Pro Leu Ser Pro Gly Ala Leu Pro Arg Pro 

20 25 30 



3 9 4 
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Ala Gin Ala Gin Asp Val Val Asp Leu Asp Phe Phe Thr Gin Glu Pro 

35 40 45 

Leu His Leu Val Ser Pro Ser Phe Leu Ser Val Thr He Asp Ala Asn 

50 55 60 

Leu Ala Thr Asp Pro Arg Phe Leu He Leu Leu Gly Ser Pro Lys Leu 

65 70 75 80 

Arg Thr Leu Ala Arg Gly Leu Ser Pro Ala Tyr Leu Arg Phe Gly Gly 

85 90 95 

Thr Lys Thr Asp Phe Leu He Phe Asp Pro Lys Lys Glu Ser Thr Phe 
100 105 110 

Glu Glu Arg Ser Tyr Trp Gin Ser Gin Val Asn Gin Asp He Cys Lys 
115 120 125 

Tyr Gly Ser He Pro Pro Asp Val Glu Glu Lys Leu Arg Leu Glu Trp 

Pro Tyr Gin Glu Gin Leu Leu Leu Arg Glu His Tyr Gin Lys Lys Phe 
145 150 155 160 

Lys Asn Ser Thr Tyr Ser Arg Ser Ser Val Asp Val Leu Tyr Thr Phe 

165 170 175 

Ala Asn Cys Ser Gly Leu Asp Leu He Phe Gly Leu Asn Ala Leu Leu 



3 9 5 
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11-194179 
180 185 190 

Gly Thr Ala Asp Leu Gin Trp Asn Ser Ser Asn Ala Gin Leu Leu Leu 

195 200 205 

Asp Tyr Cys Ser Ser Lys Gly Tyr Asn He Ser Trp Glu Leu Gly Asn 

210 215 220 

Glu Pro Asn Ser Phe Leu Lys Lys Ala Asp He Phe He Asn Gly Ser 

225 230 235 240 

Gin Leu Gly Glu Asp Phe He Gin Leu His Lys Leu Leu Arg Lys Ser 

245 250 255 

Thr Phe Lys Asn Ala Lys Leu Tyr Gly Pro Asp Val Gly Gin Pro Arg 

260 265 270 

Arg Lys Thr Ala Lys Met Leu Lys Ser Phe Leu Lys Ala Gly Gly Glu 

275 280 285 

^a^^^A^ ^^r^^ L^^^^^H^^^^^^^^^^^^^^^A^^T^^ 
290 295 300 

Ala Thr Arg Glu Asp Phe Leu Asn Pro Asp Val Leu Asp He Phe He 

305 310 315 320 

Ser Ser Val Gin Lys Val Phe Gin Val Val Glu Ser Thr Arg Pro Gly 

325 330 335 



3 9 6 
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Lys Lys Val Trp Leu Gly Glu Thr Ser Ser Ala His Gly Gly Gly Ala 

340 345 350 

Pro Leu Leu Ser Asp Thr Phe Ala Ala Gly Phe Met Trp Leu Asp Lys 

355 360 365 

Leu Gly Leu Ser Ala Arg Met Gly He Glu Val Val Met Arg Gin Val 

370 375 380 

Phe Phe Gly Ala Gly Asn Tyr His Leu Val Asp Glu Asn Phe Asp Pro 

385 390 395 400 

Leu Pro Asp Tyr Trp Leu Ser Leu Leu Phe Lys Lys Leu Val Gly Thr 

405 410 415 

Lys Val Leu Met Ala Ser Val Gin Gly Ser Lys Arg Arg Lys Leu Arg 

420 425 430 

Val Tyr Leu His Cys Thr Asn Thr Asp Asn Pro Arg Tyr Lys Glu Gly 

435 440 445 



Asp Leu Thr Leu Tyr Ala He Asn Leu His Asn Val Thr Lys Tyr Leu 

450 455 460 

Arg Leu Pro Tyr Pro Phe Ser Asn Lys Gin Val Asp Lys Tyr Leu Leu 

465 470 475 480 

Arg Pro Leu Gly Pro His Gly Leu Leu Ser Lys Ser Val Gin Leu Asn 

485 490 495 



3 9 7 
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11-194179 



Gly Leu Thr Leu Lys Met Val Asp Asp Gin Thr Leu Pro Pro Leu Met 

500 505 510 

GIu Lys Pro Leu Arg Pro Gly Ser Ser Leu Gly Leu Pro Ala Phe Ser 

515 520 525 

Tyr Ser Phe Phe Val He Arg Asn Ala Lys Val Ala Ala Cys He 

530 535 540 

<210> 91 
<211> 2291 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (46).. (1737) 

ctccatctca gagcctctcc tcaatctcaa gcctccactc ccctc atg ccc agg cac 57 

Met Pro Arg His 
1 

tec acg get gtg aag atg gcg gcg get gcg tgg ctt cag gtg ttg cct 105 
Ser Thr Ala Val Lys Met Ala Ala Ala Ala Trp Leu Gin Val Leu Pro 

5 10 15 20 



3 9 8 
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11-19417 



gtc att ctt ctg ctt ctg gga get cac ccg tea cca ctg teg ttt ttc 153 
Val He Leu Leu Leu Leu Gly Ala His Pro Ser Pro Leu Ser Phe Phe 

25 30 35 

agt gcg gga ccg gca acc gta get get gec gac egg tec aaa tgg cac 201 
Ser Ala Gly Pro Ala Thr Val Ala Ala Ala Asp Arg Ser Lys Trp His 

40 45 50 

att ccg ata ccg teg ggg aaa aat tat ttt agt ttt gga aag ate etc 249 
He Pro He Pro Ser Gly Lys Asn Tyr Phe Ser Phe Gly Lys He Leu 

55 60 65 

ttc aga aat acc act ate ttc ctg aag ttt gat gga gaa cct tgt gac 297 
Phe Arg Asn Thr Thr He Phe Leu Lys Phe Asp Gly Glu Pro Cys Asp 

70 75 80 

ctg tct ttg aat ata acc tgg tat ctg aaa age get gat tgt tac aat 345 
Leu Ser Leu Asn He Thr Trp Tyr Leu Lys Ser Ala Asp Cys Tyr Asn 

85 90 95 100 

gaa ate. tat ^aac ttc aag gca gaa.gaa-gta.-.gag^.ttg— tat— ttg,.gaa-aaa 393- - — 

Glu He Tyr Asn Phe Lys Ala Glu Glu Val Glu Leu Tyr Leu Glu Lys 
105 110 115 

ctt aag gaa aaa aga ggc ttg tct ggg aaa tat caa aca tea tea aaa 441 
Leu Lys Glu Lys Arg Gly Leu Ser Gly Lys Tyr Gin Thr Ser Ser Lys 

120 125 130 

ttg ttc cag aac tgc agt gaa etc ttt aaa aca cag acc ttt tct gga 489 

3 9 9 ffi£E# 2000-3062522 



11-194179 

Asn Cys Ser Glu Leu Phe Lys Thr Gin Thr Phe Ser Gly 
140 145 

gat ttt atg cat cga ctg cct ctt tta gga gaa aaa cag gag get aag 537 
Asp Phe Met His Arg Leu Pro Leu Leu Gly Glu Lys Gin Glu Ala Lys 

150 155 160 

gag aat gga aca aac ctt acc ttt att gga gac aaa acc gca atg cat 585 
Glu Asn Gly Thr Asn Leu Thr Phe He Gly Asp Lys Thr Ala Met His 

"165 " 170 175 180 

gaa cca ttg caa act tgg caa gat gca cca tac att ttt att gta cat 633 
Glu Pro Leu Gin Thr Trp Gin Asp Ala Pro Tyr He Phe He Val His 

185 190 195 

att ggc att tea tec tea aag gaa tea tea aaa gaa aat tea ctg agt 681 
He Gly He Ser Ser Ser Lys Glu Ser Ser Lys Glu Asn Ser Leu Ser 
200 205 210 

aat ctt ttt acc atg act gtt gaa gtg aag ggt ccc tat gaa tac etc 729 

^Asny^eju^ne^^r^Me^ ._, _ „,„, __, 

215 220 225 

aca ctt gaa gac tat ccc ttg atg att ttt ttc atg gtg atg tgt att 777 
Thr Leu Glu Asp Tyr Pro Leu Met He Phe Phe Met Val Met Cys He 

230 235 240 

gta tat gtc ctg ttt ggt gtt ctg tgg ctg gca tgg tct gee tgc tac 825 
Val Tyr Val Leu Phe Gly Val Leu Trp Leu Ala Trp Ser Ala Cys Tyr 

4 0 0 JBM2 0 0 0- 3 0 6 2 5 2 2 



Leu Phe Gin 

135 



4#*P 11-19417 

245 250 255 260 

tgg aga gat etc ctg aga att cag ttt tgg att ggt get gtc ate ttc 873 
Trp Arg Asp Leu Leu Arg He Gin Phe Trp He Gly Ala Val lie Phe 

265 270 275 

ctg gga atg ctt gag aaa get gtc ttc tat gcg gaa ttt cag aat ate 921 
Leu Gly Met Leu Glu Lys Ala Val Phe Tyr Ala Glu Phe Gin Asn He 

280 285 290 

cga tac aaa gga gaa tct gtc cag ggt get ttg ate ctt gca gag ctg 969 
Arg Tyr Lys Gly Glu Ser Val Gin Gly Ala Leu He Leu Ala Glu Leu 

295 300 305 

ctt tea gca gtg aaa cgc tea ctg get cga acc ctg gtc ate ata gtc 1017 
Leu Ser Ala Val Lys Arg Ser Leu Ala Arg Thr Leu Val He He Val 

310 315 320 

agt ctg gga tat ggc ate gtc aag cca cgc ctt gga gtc act ctt cat 1065 
Ser Leu Gly Tyr Gly He Val Lys Pro Arg Leu Gly Val Thr Leu His 

aag gtt gta gta gca gga gee etc tat ctt ttg ttc tct ggc atg gaa 1113 
Lys Val Val Val Ala Gly Ala Leu Tyr Leu Leu Phe Ser Gly Met Glu 

345 350 355 

ggg gtc etc aga gtt act ggg gee cag act gat ctt get tec ttg gec 1161 
Gly Val Leu Arg Val Thr Gly Ala Gin Thr Asp Leu Ala Ser Leu Ala 

360 365 370 



4 0 1 



miE# 2000-306 2522 



ff ¥ 11 — 194179 



ttt ate ccc ttg get ttc eta gac act gee ttg tgc tgg tgg ata ttt 1209 
Phe He Pro Leu Ala Phe Leu Asp Thr Ala Leu Cys Trp Trp He Phe 

375 380 385 

att age ctg act caa aca atg aag eta tta aaa ctt egg agg aac att 1257 
He Ser Leu Thr Gin Thr Met Lys Leu Leu Lys Leu Arg Arg Asn He 

390 395 400 

gta aaa etc tct ttg tat egg cat ttc ace aac acg ctt att ttg gca 1305 
Val Lys Leu Ser Leu Tyr Arg His Phe Thr Asn Thr Leu He Leu Ala 
405 410 415 420 

gtg gca gca tec att gtg ttt ate ate tgg aca acc atg aag ttc aga 1353 
Val Ala Ala Ser He Val Phe He He Trp Thr Thr Met Lys Phe Arg 

425 430 435 

ata gtg aca tgt cag teg gac tgg egg gag ctg tgg gta gac gat gee 1401 
He Val Thr Cys Gin Ser Asp Trp Arg Glu Leu Trp Val Asp Asp Ala 

440 445 450 



ate tgg cgc ttg ctg ttc tec atg ate etc ttt gtc ate atg gtt etc 1449 
He Trp Arg Leu Leu Phe Ser Met He Leu Phe Val He Met Val Leu 

455 460 465 

tgg cga cca tct gca aac aac cag agg ttt gec ttt tea cca ttg tct 1497 
Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser Pro Leu Ser 

470 475 480 

4 0 2 miE# 2 0 0 0 - 3 0 6 2 5 2 2 



11-19417 



gag gaa gag gag gag gat gaa caa aag gag cct atg ctg aaa gaa age 1545 
Glu Glu Glu Glu Glu Asp Glu Gin Lys Glu Pro Met Leu Lys Glu Ser 

485 490 495 500 

ttt gaa gga atg aaa atg aga agt acc aaa caa gaa ccc aat gga aat 1593 
Phe Glu Gly Met Lys Met Arg Ser Thr Lys Gin Glu Pro Asn Gly Asn 

505 510 515 

agt aaa gtt aac aaa gca cag gaa gat gat teg aag tgg gta gaa gag 1641 
Ser Lys Val Asn Lys Ala Gin Glu Asp Asp Ser Lys Trp Val Glu Glu 

520 525 530 

aat gtt cct tct tct gtg aca gat gta gca ctt cca gec ctt ctg gat 1689 
Asn Val Pro Ser Ser Val Thr Asp Val Ala Leu Pro Ala Leu Leu Asp 

535 540 545 

tea gat gag gaa cga atg ate aca cac ttt gaa agg tec aaa atg gag 1737 
Ser Asp Glu Glu Arg Met lie Thr His Phe Glu Arg Ser Lys Met Glu 

550 555 560 



tgtcagtctt ctgtacggct ccatgggatt aaaggaagca atgacatcct gatctgttcc 1857 

ttgatctttg ggcattggag ttggcgagag gtgtcagaac aaagagaaca tcttactgaa 1917 

aacaagttca taagatgaga aaaatctacg agcttcttat ttacaacact gctgccccct 1977 

ttcctcccag actctgacat ggatgttcat gcaacttaag tgtgttgttc ctgaactttc 2037 

4 0 3 ffi£E# 2000-3062522 



#3* 11 — 194179 



tgtaatgttt cattttttaa atctgacaaa ctaaaaagtt taacgtcttc taaaagattg 2097 
tcatcaacac cataatatgt aatctccagg agcaactgcc tgtaattttt atttatttag 2157 
ggagttacat aggtgatggg ggaaattgtt aactaccttt cattttcctg ggaagtcaag 2217 
gttacatctt gcagaggttg ttttgagaaa aaagggccct tctgagttaa ggagccatag 2277 
ttctatcaat gate 2291 

<210> 92 
<211> 564 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Met Pro Arg His Ser Thr Ala Val Lys Met Ala Ala Ala Ala Trp Leu 
15 10 15 



Gin Val Leu Pro Val He Leu Leu Leu Leu Gly Ala His Pro Ser Pro 

20 25 30 

Leu Ser Phe Phe Ser Ala Gly Pro Ala Thr Val Ala Ala Ala Asp Arg 

35 40 45 

Ser Lys Trp His He Pro He Pro Ser Gly Lys Asn Tyr Phe Ser Phe 

50 55 60 



4 0 4 



2000-3062522 
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Gly Lys He Leu Phe Arg Asn Thr Thr He Phe Leu Lys Phe Asp Gly 

65 70 75 80 

Glu Pro Cys Asp Leu Ser Leu Asn lie Thr Trp Tyr Leu Lys Ser Ala 

85 90 95 

Asp Cys Tyr Asn Glu He Tyr Asn Phe Lys Ala Glu Glu Val Glu Leu 
100 105 110 

Tyr Leu Glu Lys Leu Lys Glu Lys Arg Gly Leu Ser Gly Lys Tyr Gin 
115 120 125 

Thr Ser Ser Lys Leu Phe Gin Asn Cys Ser Glu Leu Phe Lys Thr Gin 

130 135 140 



Thr Phe Ser Gly Asp Phe Met His Arg Leu Pro Leu Leu Gly Glu Lys 

145 150 155 160 

Gin Glu Ala Lys Glu Asn Gly Thr Asn Leu Thr Phe He Gly Asp Lys 

Thr Ala Met His Glu Pro Leu Gin Thr Trp Gin Asp Ala Pro Tyr lie 

180 185 190 



Phe He Val His He Gly He Ser Ser Ser Lys Glu Ser Ser Lys Glu 

195 200 205 



Asn Ser Leu Ser Asn Leu Phe Thr Met Thr Val Glu Val Lys Gly Pro 



4 0 5 
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210 215 220 

Tyr Glu Tyr Leu Thr Leu Glu Asp Tyr Pro Leu Met He Phe Phe Met 

225 230 235 240 

Val Met Cys He Val Tyr Val Leu Phe Gly Val Leu Trp Leu Ala Trp 

245 250 255 

Ser Ala Cys Tyr Trp Arg Asp Leu Leu Arg He Gin Phe Trp He Gly 

260 265 270 

Ala Val He Phe Leu Gly Met Leu Glu Lys Ala Val Phe Tyr Ala Glu 

275 280 285 

Phe Gin Asn He Arg Tyr Lys Gly Glu Ser Val Gin Gly Ala Leu He 

290 295 300 

Leu Ala Glu Leu Leu Ser Ala Val Lys Arg Ser Leu Ala Arg Thr Leu 

305 310 315 320 

325 330 335 

Val Thr Leu His Lys Val Val Val Ala Gly Ala Leu Tyr Leu Leu Phe 

340 345 350 

Ser Gly Met Glu Gly Val Leu Arg Val Thr Gly Ala Gin Thr Asp Leu 

355 360 365 



4 0 6 
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# 



Ala Ser Leu Ala Phe He Pro Leu Ala Phe Leu Asp Thr Ala Leu Cys 

370 375 380 

Trp Trp lie Phe He Ser Leu Thr Gin Thr Met Lys Leu Leu Lys Leu 

385 390 395 400 

Arg Arg Asn He Val Lys Leu Ser Leu Tyr Arg His Phe Thr Asn Thr 

405 410 415 

Leu He Leu Ala Val Ala Ala Ser He Val Phe He He Trp Thr Thr 

420 425 430 

Met Lys Phe Arg He Val Thr Cys Gin Ser Asp Trp Arg Glu Leu Trp 

435 440 445 

Val Asp Asp Ala He Trp Arg Leu Leu Phe Ser Met He Leu Phe Val 

450 455 460 

He Met Val Leu Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe 

465 470 475 480 



Ser Pro Leu Ser Glu Glu Glu Glu Glu Asp Glu Gin Lys Glu Pro Met 

485 490 495 

Leu Lys Glu Ser Phe Glu Gly Met Lys Met Arg Ser Thr Lys Gin Glu 
500 505 510 



Pro Asn Gly Asn Ser Lys Val Asn Lys Ala Gin Glu Asp Asp Ser Lys 

515 520 525 



4 0 7 
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#f ¥ 11 — 194179 



Trp Val Glu Glu Asn Val Pro Ser Ser Val Thr Asp Val Ala Leu Pro 

530 535 540 

Ala Leu Leu Asp Ser Asp Glu Glu Arg Met He Thr His Phe Glu Arg 

545 550 555 560 

Ser Lys Met Glu 



<210> 93 
<211> 2080 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (196).. (1242) 



ctcgacgggc aagcggcgat aagaggtggc gtcctccgcg gcattgcgag caccgccagt 60 



ctgcgccgcc aggcgtaggc ggggtggccc ttgcgtctcc cgcttccttg aaaaacccgg 120 



cgggcgagcg aggctgcggg ccggccgctg cccttcccca cactccccgc cgagaagcct 180 

cgctcggcgc ccaac atg gcg ggt ggg cgc tgc ggc ccg cag eta acg gcg 231 
Met Ala Gly Gly Arg Cys Gly Pro Gin Leu Thr Ala 



4 0 8 
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10 



etc ctg gec gec tgg ate gcg get gtg gcg gcg acg gca ggc ccc gag 279 
Leu Leu Ala Ala Trp He Ala Ala Val Ala Ala Thr Ala Gly Pro Glu 

15 20 25 



gag gee gcg ctg ccg ccg gag cag age egg gtc cag ccc atg ace gee 
Glu Ala Ala Leu Pro Pro Glu Gin Ser Arg Val Gin Pro Met Thr Ala 

30 35 40 



327 



tec aac tgg acg ctg gtg atg gag ggc gag tgg atg ctg aaa ttt tac 
Ser Asn Trp Thr Leu Val Met Glu Gly Glu Trp Met Leu Lys Phe Tyr 

45 50 55 60 



375 



gec cca tgg tgt cca tec tgc cag cag act gat tea gaa tgg gag get 
Ala Pro Trp Cys Pro Ser Cys Gin Gin Thr Asp Ser Glu Trp Glu Ala 

65 70 75 



423 



ttt gca aag aat ggt gaa ata ctt cag ate agt gtg ggg aag gta gat 
Phe Ala Lys Asn Gly Glu He Leu Gin He Ser Val Gly Lys Val Asp 



471 



gtc att caa gaa cca ggt ttg agt ggc cgc ttc ttt gtc acc act etc 519 
Val He Gin Glu Pro Gly Leu Ser Gly Arg Phe Phe Val Thr Thr Leu 

95 100 105 



cca gca ttt ttt cat gca aag gat ggg ata ttc cgc cgt tat cgt ggc 567 
Pro Ala Phe Phe His Ala Lys Asp Gly He Phe Arg Arg Tyr Arg Gly 
110 115 120 



4 0 9 



2000-3062522 



11 — 194179 



cca gga ate ttc gaa gac ctg cag aat tat ate tta gag aag aaa tgg 615 
Pro Gly He Phe Glu Asp Leu Gin Asn Tyr lie Leu Glu Lys Lys Trp 

125 130 135 140 

caa tea gtc gag cct ctg act ggc tgg aaa tec cca get tct eta acg 663 
Gin Ser Val Glu Pro Leu Thr Gly Trp Lys Ser Pro Ala Ser Leu Thr 

145 150 155 

atg tct gga atg get ggt ctt ttt age ate tct ggc aag ata tgg cat 711 
Met Ser Gly Met Ala Gly Leu Phe Ser He Ser Gly Lys He Trp His 
160 165 170 

ctt cac aac tat ttc aca gtg act ctt gga att cct get tgg tgt tct 759 
Leu His Asn Tyr Phe Thr Val Thr Leu Gly He Pro Ala Trp Cys Ser 
175 180 185 

tat gtg ttt ttc gtc ata gee ace ttg gtt ttt ggc ctt ttt atg ggt 807 
Tyr Val Phe Phe Val He Ala Thr Leu Val Phe Gly Leu Phe Met Gly 

190 195 200 



ctg gtc ttg gtg gta ata tea gaa tgt ttc tat gtg cca ctt cca agg 855 
Leu Val Leu Val Val He Ser Glu Cys Phe Tyr Val Pro Leu Pro Arg 

205 210 215 220 

cat tta tct gag cgt tct gag cag aat egg aga tea gag gag get cat 903 
His Leu Ser Glu Arg Ser Glu Gin Asn Arg Arg Ser Glu Glu Ala His 

225 230 235 



4 10 



2000-3062522 



11-19417 



aga get gaa cag ttg cag gat gcg gag gag gaa aaa gat gat tea aat 951 
Arg Ala Glu Gin Leu Gin Asp Ala Glu Glu Glu Lys Asp Asp Ser Asn 

240 245 250 

gaa gaa gaa aac aaa gac age ctt gta gat gat gaa gaa gag aaa gaa 999 
Glu Glu Glu Asn Lys Asp Ser Leu Val Asp Asp Glu Glu Glu Lys Glu 

255 260 265 

gat ctt ggc gat gag gat gaa gca gag gaa gaa gag gag gag gac aac 1047 
Asp Leu Gly Asp Glu Asp Glu Ala Glu Glu Glu Glu Glu Glu Asp Asn 

270 275 280 

ttg get get ggt gtg gat gag gag aga agt gag gee aat gat cag ggg 1095 
Leu Ala Ala Gly Val Asp Glu Glu Arg Ser Glu Ala Asn Asp Gin Gly 

285 290 295 300 

ccc cca gga gag gac ggt gtg ace egg gag gaa gta gag cct gag gag 1143 
Pro Pro Gly Glu Asp Gly Val Thr Arg Glu Glu Val Glu Pro Glu Glu 
305 310 315 

^g^^aa^a^^^c^^^^^^a^^^a^e^cMg^^^^c^g^g^c^^^g^g^g^^^^ ^^ ^^^^^ ^^^ 
Ala Glu Glu Gly He Ser Glu Gin Pro Cys Pro Ala Asp Thr Glu Val 
320 325 330 

gtg gaa gac tec ttg agg cag cgt aaa agt cag cat get gac aag gga 1239 
Val Glu Asp Ser Leu Arg Gin Arg Lys Ser Gin His Ala Asp Lys Gly 

335 340 345 

ctg tagatttaat gatgcgtttt caagaataca caccaaaaca atatgtcagc 1292 

411 miE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 

Leu 

ttccctttgg cctgcagttt gtaccaaatc cttaattttt cctgaatgag caagcttctc 1352 
ttaaaagatg ctctctagtc atttggtctc atggcagtaa gcctcatgta tactaaggag 1412 
agtcttccag gtgtgacaat caggatatag aaaaacaaac gtagtgttgg gatctgtttg 1472 
gagactggga tgggaacaag ttcatttact taggggtcag agagtctcga ccagaggagg 1532 
ccattcccag tcctaatcag caccttccag agacaaggct gcaggccctg tgaaatgaaa 1592 
gccaagcagg agccttggct cctgagcatc cccaaagtgt aacgtagaag ccttgcatcc 1652 
ttttcttgtg taaagtattt atttttgtca aattgcagga aacatcaggc accacagtgc 1712 
atgaaaaatc tttcacagct agaaattgaa agggccttgg gtatagagag cagctcagaa 1772 
gtcatcccag ccctctgaat ctcctgtgct atgttttatt tcttaccttt aatttttcca 1832 



gactccaata acagccaggt ttacatgaac tgtgtttgtt cattctgacc taaggggttt 1952 

agataatcag taaccataac ccctgaagct gtgactgcca aacatctcaa atgaaatgtt 2012 

gtggccatca gagactcaaa aggaagtaag gattttacaa gacagattaa aaaaaaattg 2072 

ttttgtcc 2080 

4 12 ffifE# 2000-3062522 



11 — 19417 



<210> 94 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Met Ala Gly Gly Arg Cys Gly Pro Gin Leu Thr Ala Leu Leu Ala Ala 
15 10 15 

Trp He Ala Ala Val Ala Ala Thr Ala Gly Pro Glu Glu Ala Ala Leu 

20 25 30 

Pro Pro Glu Gin Ser Arg Val Gin Pro Met Thr Ala Ser Asn Trp Thr 

35 40 45 

Leu Val Met Glu Gly Glu Trp Met Leu Lys Phe Tyr Ala Pro Trp Cys 

50 55 60 

Pro Ser Cys Gin Gin Thr, Asp Ser Glu Trp Glu Ala Phe Ala Lys Asn 



65 70 75 80 

Gly Glu He Leu Gin He Ser Val Gly Lys Val Asp Val lie Gin Glu 

85 90 95 

Pro Gly Leu Ser Gly Arg Phe Phe Val Thr Thr Leu Pro Ala Phe Phe 
100 105 110 



4 13 ffiSE#2 0 0 0-3 0 6 2 5 2 2 



11-194179 

His Ala Lys Asp Gly He Phe Arg Arg Tyr Arg Gly Pro Gly He Phe 

115 120 125 

Glu Asp Leu Gin Asn Tyr He Leu Glu Lys Lys Trp Gin Ser Val Glu 

130 135 140 

Pro Leu Thr Gly Trp Lys Ser Pro Ala Ser Leu Thr Met Ser Gly Met 

145 150 155 160 

Ala Gly Leu Phe Ser He Ser Gly Lys He Trp His Leu His Asn Tyr 
165 170 175 

Phe Thr Val Thr Leu Gly He Pro Ala Trp Cys Ser Tyr Val Phe Phe 

180 185 190 

Val He Ala Thr Leu Val Phe Gly Leu Phe Met Gly Leu Val Leu Val 

195 200 205 

Val He Ser Glu Cys Phe Tyr Val Pro Leu Pro Arg His Leu Ser Glu 

210 215 220 



Arg Ser Glu Gin Asn Arg Arg Ser Glu Glu Ala His Arg Ala Glu Gin 

225 230 235 240 

Leu Gin Asp Ala Glu Glu Glu Lys Asp Asp Ser Asn Glu Glu Glu Asn 

245 250 255 

Lys Asp Ser Leu Val Asp Asp Glu Glu Glu Lys Glu Asp Leu Gly Asp 

260 265 270 



4 14 



2000-3062522 



11 — 19417 



Glu Asp Glu Ala Glu Glu Glu Glu Glu Glu Asp Asn Leu Ala Ala Gly 

275 280 285 

Val Asp Glu Glu Arg Ser Glu Ala Asn Asp Gin Gly Pro Pro Gly Glu 

290 295 300 

Asp Gly Val Thr Arg Glu Glu Val Glu Pro Glu Glu Ala Glu Glu Gly 

305 310 315 320 

He Ser Glu Gin Pro Cys Pro Ala Asp Thr Glu Val Val Glu Asp Ser 

325 330 335 

Leu Arg Gin Arg Lys Ser Gin His Ala Asp Lys Gly Leu 

340 345 

<210> 95 
<211> 2185 
<212> DNA 

^^^Homo^sapajens ^^^-, — , — , - ■ „„■ , . ^ 

<220> 

<221> CDS 

<222> (73).. (696) 

<400> 95 

accgtaacca gcgccgcgga caccggcacc ggcgccacgg actccgcaga ccccgcgccc 60 

415 ffi|I4f 2 0 0 0 - 3 0 6 2 5 2 2 



#5(2 11 — 194179 

gccgccgccg ct atg ctg ggg ctg ctg gtg gcg ttg ctg gcc ctg ggg etc 111 
Met Leu Gly Leu Leu Val Ala Leu Leu Ala Leu Gly Leu 

1 5 10 

get gtc ttt gcg ctg ctg ggc gtc tgg tac ctg gtg cgc ctt ccg tgc 159 
Ala Val Phe Ala Leu Leu Gly Val Trp Tyr Leu Val Arg Leu Pro Cys 
15 20 25 

gcc gtg ctg cgc gcg cgc ctg ctg cag ccg cgc gtc cgt gac ctg eta 207 
Ala Val Leu Arg Ala Arg Leu Leu Gin Pro Arg Val Arg Asp Leu Leu 

30 35 40 45 

get gag cag cgc ttc ccg ggc cgc gtg ctg ccc teg gac ttg gac ctg 255 
Ala Glu Gin Arg Phe Pro Gly Arg Val Leu Pro Ser Asp Leu Asp Leu 

50 55 60 

ctg ttg cac atg aac aac gcg cgc tac ctg cgc gag gcc gac ttt gcg 303 
Leu Leu His Met Asn Asn Ala Arg Tyr Leu Arg Glu Ala Asp Phe Ala 

65 70 75 

Arg Val Ala His Leu Thr Arg Cys Gly Val Leu Gly Ala Leu Arg Glu 

80 85 90 

ttg egg gcg cac acg gtg ctg gcg gcc teg tgc gcg cgc cac cgc cgc 399 
Leu Arg Ala His Thr Val Leu Ala Ala Ser Cys Ala Arg His Arg Arg 

95 100 105 

teg ctg cgc ctg ctg gag ccc ttc gag gtg cgc acc cgc ctg ctg ggc 447 



4 16 



miE#2 000-3062522 



#3* 11—19417 



Ser Leu Arg Leu Leu Glu Pro Phe Glu Val Arg Thr Arg Leu Leu Gly 

110 115 120 125 

tgg gac gac cgc gcg ttc tac ctg gag gcg cgc ttt gtc age ctg egg 495 
Trp Asp Asp Arg Ala Phe Tyr Leu Glu Ala Arg Phe Val Ser Leu Arg 

130 135 140 

gac ggt ttc gtg tgc gcg ctg ctg cgc ttc egg cag cac ctg ctg ggc 543 
Asp Gly Phe Val Cys Ala Leu Leu Arg Phe Arg Gin His Leu Leu Gly 

145 150 155 

acc tea ccc gag cgc gtc gtg cag cac ctg tgc cag cgc agg gtg gag 591 
Thr Ser Pro Glu Arg Val Val Gin His Leu Cys Gin Arg Arg Val Glu 
160 165 170 

ccc cct gag ctg ccc get gat ctg cag cac tgg ate tec tac aac gag 639 
Pro Pro Glu Leu Pro Ala Asp Leu Gin His Trp He Ser Tyr Asn Glu 

175 180 185 

gec age age cag ctg etc cgc atg gag agt ggg etc agt gat gtc acc 687 

190 195 200 205 

aag gac cag tgaccgccac cttcacaccg tctgccctgg ccaccatcct 736 
Lys Asp Gin 

gggcctgggg gctgcccaca gatgggcagt ctcagccata ctctgttcca gctggagtag 796 

cctcctgacc agcctggccc accctgctcc acccactggg cccccccagt tattgatacc 856 

4 17 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 



11 — 194179 

e 

cctctgtgct gggctccacg ctaggcagaa ggaggagtgg cattggcatc ctgacccagc 916 
tctgccctca aggtggggat ggatgggcaa aggagagtcc tgcctggccc tacgatgagg 976 
ccactcatgt gggcctaggt aggggaggat ggtgcctgga gcagagggac ccacaagtgc 1036 
ctcccgagcc tagatcctgg ctcggaccac tgcaagggcc gaggcagggc cagaccagag 1096 
catcctgggt acaggcctgg gctctccagg gtctgggcct gattcaggtg cagtgggcac 1156 
tcctgaaggg tcagagcggc atctgccagg cagcccctct ggcttccgct gaggtggttg 1216 
caggcctggg gcagagcctg ggtggtcaga ggccggggct agaggcagat ggaagggagg 1276 
cacttgctga cagaggacgg ggcacccggg ctccccactg cagtcggcct tgcctcctcc 1336 
tcctcctcta cctccagtca ggctggacgg aagggtagcc ttgtggctga gaggggtcag 1396 
actaggtggc acaggggctc ctggaaagac agcaggcttc ctgctgggcg ttcccttgtt 1456 
ggagggaata gagtgggggt gggactctgc aggggtgtcc ttgtccactc gcacccctcg 1516 
ccgcccacca gggccatgct ctgtgacttg ggctgatccc caccctttct gggcctacag 1576 
caccacaggc cgctgtaccc ccttagagct gcccctctct ggcctggccg gcaggcgtct 1636 
tcttaactcc tctgtcctct atattcagca tgttccttgt cagctgctgg gccggccctg 1696 

4 18 fl5SE# 2000-3062522 



#^ 11-19417 

ccttgcgcta gcagagcctc tcctggcagc ttctcaggtc tccctaatgg agacaccagg 1756 
ctactaggac actggctggg gccaccccct cctgcctaat gcctcacctt acagctgggg 1816 
aaactgaggc ctggaatggc ccagagtcac caaggcaaag ttggggctgg tcccagcctg 1876 
aggctccagc tgatgccctc agctcccaga gagggggtgc cccatctagc tgggtgcagg 1936 
ggtcactgct tgtcagctca gggccctgtg cccgcttgcc tgttccccta catctgtgcc 1996 
tgcacatcca gaactgcctc cttgccgctg cctccaggaa gcccaccttg agccagagtc 2056 
aagggctgca gcactgcccg atagaacacg cccgccctca ctgctgttct tgccttacag 2116 
ccaccatggg aaagctgcaa cctttctgtt ttatttaaag aaagcccaac attaaagggt 2176 
tttcattgc 2185 



<210> 96 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Met Leu Gly Leu Leu Val Ala Leu Leu Ala Leu Gly Leu Ala Val Phe 

15 10 15 

Ala Leu Leu Gly Val Trp Tyr Leu Val Arg Leu Pro Cys Ala Val Leu 

4 19 m$E# 2000-3062522 



11-194179 

e 

20 25 30 

Arg Ala Arg Leu Leu Gin Pro Arg Val Arg Asp Leu Leu Ala Glu Gin 

35 40 45 

Arg Phe Pro Gly Arg Val Leu Pro Ser Asp Leu Asp Leu Leu Leu His 

50 55 60 

Met Asn Asn Ala Arg Tyr Leu Arg Glu Ala Asp Phe Ala Arg Val Ala 

65 70 75 80 

His Leu Thr Arg Cys Gly Val Leu Gly Ala Leu Arg Glu Leu Arg Ala 

85 90 95 

His Thr Val Leu Ala Ala Ser Cys Ala Arg His Arg Arg Ser Leu Arg 
100 105 110 

Leu Leu Glu Pro Phe Glu Val Arg Thr Arg Leu Leu Gly Trp Asp Asp 

115 120 125 

Arg Ala Phe Tyr Leu Glu Ala jrg_J>he VaJLSer Le.u^ Arg^Asp^G.Ly-Ehe 
130 135 140 

Val Cys Ala Leu Leu Arg Phe Arg Gin His Leu Leu Gly Thr Ser Pro 

145 150 155 160 

Glu Arg Val Val Gin His Leu Cys Gin Arg Arg Val Glu Pro Pro Glu 

165 170 175 

4 2 0 miiE#2 0 0 0 - 3 0 6 2 5 2 2 



11-19 4 17 1^ 



Leu Pro Ala Asp Leu Gin His Trp He Ser Tyr Asn Glu Ala Ser Ser 

180 185 190 



Gin Leu Leu Arg Met Glu Ser Gly Leu Ser Asp Val Thr Lys Asp Gin 

195 200 205 



<210> 97 
<211> 1627 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (251).. (1300) 



<400> 97 

agctggcgct ggaggcttcg gcgtcacgtg ctggtctgga tttttctcga tgcactgggg 60 

aaagcggtgg actcttatcg tgggagggct cttgatctgt gatttataga taggcacagg 120 

gaacccaacg gcagacaggt cctagtgccc atcagatacc cgcggccggg actcggagct 180 

gtggggtgtg gggaggcgga ggcaccaact aagagcggcc tagcatcgca aagccgccct 240 

cggggcgctc atg gcg gga cgc etc ctg gga aag get ttg gee gcg gtg 289 
Met Ala Gly Arg Leu Leu Gly Lys Ala Leu Ala Ala Val 

1 5 10 



4 2 1 



ffi$E#2 000-3062522 



#¥11- 



19 4 17 9 



tct etc tct ctg gec ttg gec tct gtg act ate agg tec teg cgc tgc 337 
Ser Leu Ser Leu Ala Leu Ala Ser Val Thr He Arg Ser Ser Arg Cys 

15 20 25 

cgc ggc ate cag gcg ttc aga aac teg ttt tea tct tct tgg ttt cat 385 
Arg Gly lie Gin Ala Phe Arg Asn Ser Phe Ser Ser Ser Trp Phe His 

30 35 40 45 

ctt aat acc aac gtc atg tct ggt tct aat ggt tec aaa gaa aat tct 433 

Leu Asn ThT~AsiP?a l~MeT~SeF~G iy~SeTTsn Gly" Ser Lys Glu Asn Ser 
50 55 60 

cac aat aag get egg acg tct cct tac cca ggt tea aaa gtt gaa cga 481 
His Asn Lys Ala Arg Thr Ser Pro Tyr Pro Gly Ser Lys Val Glu Arg 

65 70 75 

age cag gtt cct aat gag aaa gtg ggc tgg ctt gtt gag tgg caa gac 529 
Ser Gin Val Pro Asn Glu Lys Val Gly Trp Leu Val Glu Trp Gin Asp 

80 85 90 

-^a£-saag^cc.t— g-t g-gaa-4; at^^KSk^eca-gic^et^ . . „ . . . ■ 

Tyr Lys Pro Val Glu Tyr Thr Ala Val Ser Val Leu Ala Gly Pro Arg 
95 100 105 

tgg gca gat cct cag ate agt gaa agt aat ttt tct ccc aag ttt aac 625 
Trp Ala Asp Pro Gin He Ser Glu Ser Asn Phe Ser Pro Lys Phe Asn 

110 115 120 125 

gaa aag gat ggg cat gtt gag aga aag age aag aat ggc ctg tat gag 673 

4 2 2 £!iE#2 0 0 0 - 3 0 6 2 5 2 2 



#3* 11 — 19417 



Glu Lys Asp Gly His Val Glu Arg Lys Ser Lys Asn Gly Leu Tyr Glu 

130 135 140 

att gaa aat gga aga ccg aga aat cct gca gga egg act gga ctg gtg 721 
He Glu Asn Gly Arg Pro Arg Asn Pro Ala Gly Arg Thr Gly Leu Val 

145 150 155 

ggc egg ggg ctt ttg ggg cga tgg ggc cca aat cac get gca gat ccc 769 
Gly Arg Gly Leu Leu Gly Arg Trp Gly Pro Asn His Ala Ala Asp Pro 
160 165 170 

att ata acc aga tgg aaa agg gat age agt gga aat aaa ate atg cat 817 
He He Thr Arg Trp Lys Arg Asp Ser Ser Gly Asn Lys He Met His 
175 180 185 

cct gtt tct ggg aag cat ate tta caa ttt gtt gca ata aaa agg aaa 865 
Pro Val Ser Gly Lys His He Leu Gin Phe Val Ala He Lys Arg Lys 

190 195 200 205 

gac tgt gga gaa tgg gca ate cca ggg ggg atg gtg gat cca gga gag 913 
Asp Cvs Gly Glu Trp Ala He Pro Gly Glv Met Val Asp Pro Gly Glu 

210 215 220 

aag att agt gee aca ctg aaa aga gaa ttt ggt gag gaa get etc aac 961 
Lys He Ser Ala Thr Leu Lys Arg Glu Phe Gly Glu Glu Ala Leu Asn 

225 230 235 

tec tta cag aaa acc agt get gag aag aga gaa ata gag gaa aag ttg 1009 
Ser Leu Gin Lys Thr Ser Ala Glu Lys Arg Glu He Glu Glu Lys Leu 

4 2 3 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 



11-19.4179 



240 245 250 

cac aaa etc ttc age caa gac cac eta gtg ata tat aag gga tat gtt 1057 
His Lys Leu Phe Ser Gin Asp His Leu Val He Tyr Lys Gly Tyr Val 

255 260 265 

gat gat cct cga aac act gat aat gca tgg atg gag aca gaa get gtg 1105 
Asp Asp Pro Arg Asn Thr Asp Asn Ala Trp Met Glu Thr Glu Ala Val 

270 275 280 285 

aac tac cat gac gaa aca ggt gtg ata atg gat aat ctt atg eta gaa 1153 
Asn Tyr His Asp Glu Thr Gly Val He Met Asp Asn Leu Met Leu Glu 

290 295 300 

get gga gat gat get gga aaa gtg aaa tgg gtg gac ate aat gat aaa 1201 
Ala Gly Asp Asp Ala Gly Lys Val Lys Trp Val Asp lie Asn Asp Lys 

305 310 315 

ctg aag ctt tat gee agt cac tct caa ttc ate aaa ctt gtg get gag 1249 
Leu Lys Leu Tyr Ala Ser His Ser Gin Phe He Lys Leu Val Ala Glu 

. 320 325 - 330 _ . , 



aaa cga gat gca cac tgg age gag gac tct gaa get gac tgc cat gcg 1297 
Lys Arg Asp Ala His Trp Ser Glu Asp Ser Glu Ala Asp Cys His Ala 

335 340 345 

ttg tagctgatgg tctccgtgta agecaaagge ccacagagga gcatatactg 1350 
Leu 

350 

4 2 4 ffillff 2000-3062522 



11-19417 



aaaagaaggc agtatcacag aatttatact ataaaaaggg cagggtaggc cacttggcct 1410 
atttactttc aaaacaactt gcatttagag tgtttcgcat cagaataaca tgagtaagat 1470 
gaactggaac acaaaatttt cagctctttg gtcaaaagga atataagtaa tcatattttg 1530 
tatgtattcg atttaagcat ggcttaaatt aaatttaaac aactaatgct ctttgaagaa 1590 
tcataatcag aataaagata aattcttgat cagctat 1627 



<210> 98 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Ala Gly Arg Leu Leu Gly Lys Ala Leu Ala Ala Val Ser Leu Ser 
15 10 15 

Leu Ala Leu Ala Ser Val Thr He Arg Ser Ser Arg Cys Arg Gly He 

20 25 30 

Gin Ala Phe Arg Asn Ser Phe Ser Ser Ser Trp Phe His Leu Asn Thr 

35 40 45 

Asn Val Met Ser Gly Ser Asn Gly Ser Lys Glu Asn Ser His Asn Lys 

50 55 60 

4 2 5 ffil£#2 0 0 0 - 3 0 6 2 5 2 2 



#^ 11-194179 



Ala Arg Thr Ser Pro Tyr Pro Gly Ser Lys Val Glu Arg Ser Gin Val 

65 70 75 80 

Pro Asn Glu Lys Val Gly Trp Leu Val Glu Trp Gin Asp Tyr Lys Pro 

85 90 95 

Val Glu Tyr Thr Ala Val Ser Val Leu Ala Gly Pro Arg Trp Ala Asp 
100 105 110 



Pro Gin He Ser Glu Ser Asn Phe Ser Pro Lys Phe Asn Glu Lys Asp 

115 120 125 



Gly His Val Glu Arg Lys Ser Lys Asn Gly Leu Tyr Glu He Glu Asn 

130 135 140 

Gly Arg Pro Arg Asn Pro Ala Gly Arg Thr Gly Leu Val Gly Arg Gly 

145 150 155 160 

Leu Leu Gly Arg Trp Gly Pro Asn His Ala Ala Asp Pro He He Thr 

■ ■-V----.-. 165 .170. _175— — 



Arg Trp Lys Arg Asp Ser Ser Gly Asn Lys He Met His Pro Val Ser 

180 185 190 

Gly Lys His lie Leu Gin Phe Val Ala He Lys Arg Lys Asp Cys Gly 

195 200 205 



Glu Trp Ala lie Pro Gly Gly Met Val Asp Pro Gly Glu Lys He Ser 



4 2 6 



miiE# 2000-3062522 



11 — 19417 



210 215 220 

Ala Thr Leu Lys Arg Glu Phe Gly Glu Glu Ala Leu Asn Ser Leu Gin 

225 230 235 240 

Lys Thr Ser Ala Glu Lys Arg Glu He Glu Glu Lys Leu His Lys Leu 

245 250 255 

Phe Ser Gin Asp His Leu Val He Tyr Lys Gly Tyr Val Asp Asp Pro 

260 265 270 

Arg Asn Thr Asp Asn Ala Trp Met Glu Thr Glu Ala Val Asn Tyr His 

275 280 285 

Asp Glu Thr Gly Val lie Met Asp Asn Leu Met Leu Glu Ala Gly Asp 

290 295 300 

Asp Ala Gly Lys Val Lys Trp Val Asp He Asn Asp Lys Leu Lys Leu 

305 310 315 320 

325 330 335 

Ala His Trp Ser Glu Asp Ser Glu Ala Asp Cys His Ala Leu 

340 345 350 



<210> 99 
<211> 1391 

4 2 7 m!I#2 0 0 0 - 3 0 6 2 5 2 2 




ff^ 2 11 — 194179 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (74).. (589) 

<400> 99 

gaactgtgtg gaccgtctgc tgggactccg gccctgcgtc cgctcagccc cgtggccccg 60 

cgcacctact gcc atg gag acg egg cct cgt etc ggg gee ace tgt ttg 109 
Met Glu Thr Arg Pro Arg Leu Gly Ala Thr Cys Leu 
1 5 10 

ctg ggc ttc agt ttc ctg etc etc gtc ate tct tct gat gga cat aat 157 
Leu Gly Phe Ser Phe Leu Leu Leu Val He Ser Ser Asp Gly His Asn 

15 20 25 

ggg ctt gga aag ggt ttt gga gat cat att cat tgg agg aca ctg gaa 205 
Gly Leu Gly Lys Gly Phe Gly Asp His lie His Trp Arg Thr Leu Glu 

3 te — -- ——^.35^, .-^-40- -•• 



gat ggg aag aaa gaa gca get gcc agt gga ctg ccc ctg atg gtg att 253 
Asp Gly Lys Lys Glu Ala Ala Ala Ser Gly Leu Pro Leu Met Val He 

45 50 55 60 

att cat aaa tec tgg tgt gga get tgc aaa get eta aag ccc aaa ttt 301 
He His Lys Ser Trp Cys Gly Ala Cys Lys Ala Leu Lys Pro Lys Phe 
65 70 75 



4 2 8 



ffi$E# 2000-3062522 



#3* 11 — 19417 



gca gaa tct acg gaa att tea gaa etc tec cat aat ttt gtt atg gta 349 
Ala Glu Ser Thr Glu He Ser Glu Leu Ser His Asn Phe Val Met Val 

80 85 90 

aat ctt gag gat gaa gag gaa ccc aaa gat gaa gat ttc age cct gac 397 
Asn Leu Glu Asp Glu Glu Glu Pro Lys Asp Glu Asp Phe Ser Pro Asp 

95 100 105 

see ggt tat att cca cga ate ctt ttt ctg gat ccc agt ggc aag gtg 445 
Gly Gly Tyr lie Pro Arg lie Leu Phe Leu Asp Pro Ser Gly Lys Val 
110 115 120 

cat cct gaa ate ate aat gag aat gga aac ccc age tac aag tat ttt 493 
His Pro Glu He He Asn Glu Asn Gly Asn Pro Ser Tyr Lys Tyr Phe 
125 130 135 140 

tat gtc agt gee gag caa gtt gtt cag ggg atg aag gaa get cag gaa 541 
Tyr Val Ser Ala Glu Gin Val Val Gin Gly Met Lys Glu Ala Gin Glu 

145 150 155 



agg ctg acg ggt gat gee ttc aga aag aaa cat ctt gaa gat gaa ttg 589 
Arg Leu Thr Gly Asp Ala Phe Arg Lys Lys His Leu Glu Asp Glu Leu 

160 165 170 

taacatgaat gtgccccttc tttcatcaga gttagtgttc tggaaggaaa gcagcaggga 649 
agggaatatt gaggaatcat ctagaacaat taagccgacc aggaaacctc attcctacct 709 
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acactggaag gagcgctctc actgtggaag agttctgcta acagaagctg gtctgcatgt 769 
ttgtggatcc agcggagagt ggcagacttt cttctccttt tccctctcac ctaaatgtca 829 
acttgtcatt gaatgtaaag aatgatacct tctgacacaa aacttgagcc acttggatgt 889 
ttactcctcg cacttaagta tttgagtctt ttcccatttc ctcccacttt actcacctta 949 
gtggtgaaag gagactagta gcatcttttc tacaacgtta aaattgcaga agtagcttat 1009 
cattaaaaaa caacaacaac aacaataaca ataaatccta agtgtaaatc agttattcta 1069 
ccccctacca aggatatcag cctgtttttt cccttttttc tcctgggaat aattgtgggc 1129 
ttcttcccaa atttctacag cctctttcct cttctcatgc ttgagcttcc ctgtttgcac 1189 
gcatgcgtgt gcaggactgg ctgtgtgctt ggactcggct ccaggtggaa gcatgctttc 1249 
ccttgttact gttggagaaa ctcaaacctt caagccctag gtgtagccat tttgtcaagt 1309 
^^^^^^^^^^^^^^^^^^^^^ ^^^^ ^^^^^^^^^^^^^^^^^^^^ 
actttaataa aactttaaaa gg 1391 

<210> 100 
<211> 172 
<212> PRT 

<213> Homo sapiens 
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m 



<400> 100 

Met Glu Thr Arg Pro Arg Leu Gly Ala Thr Cys Leu Leu Gly Phe Ser 

1 " 5 10 15 

Phe Leu Leu Leu Val He Ser Ser Asp Gly His Asn Gly Leu Gly Lys 

20 25 30 

Gly Phe Gly Asp His He His Trp Arg Thr Leu Glu Asp Gly Lys Lys 



35 " 40 45 

Glu Ala Ala Ala Ser Gly Leu Pro Leu Met Val He lie His Lys Ser 

50 55 60 

Trp Cys Gly Ala Cys Lys Ala Leu Lys Pro Lys Phe Ala Glu Ser Thr 

65 70 75 80 

Glu He Ser Glu Leu Ser His Asn Phe Val Met Val Asn Leu Glu Asp 

85 90 95 

-fJji-Glai-^lu ^ 

100 105 HO 

Pro Arg He Leu Phe Leu Asp Pro Ser Gly Lys Val His Pro Glu lie 

115 120 125 

lie Asn Glu Asn Gly Asn Pro Ser Tyr Lys Tyr Phe Tyr Val Ser Ala 
130 135 140 
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GIu Gin Val Val Gin Gly Met Lys Glu Ala Gin Glu Arg Leu Thr Gly 

145 150 155 160 

Asp Ala Phe Arg Lys Lys His Leu Glu Asp Glu Leu 

165 170 



<210> 101 
<211> 2547 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (166).. (939) 

<400> 101 

gcacagggag ccggctaaaa cagactactc ccccgtgcag tcgttccctc taccctaata 60 
aggctttggc gcctctccca gaactcggtc ctggggaatg ctctttgcct ggtccagccc 120 



cgacaaacgt ggtctgagaa cagcggagcg cggaaaccgc ggagc atg act cct ccg 177 

Met Thr Pro Pro 
1 

aag ctg cga gcg teg ctg teg ccg teg ctg ctg ctg ctg ctg agt ggt 225 
Lys Leu Arg Ala Ser Leu Ser Pro Ser Leu Leu Leu Leu Leu Ser Gly 

5 10 15 20 
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♦ 



tgc etc etc gcg get get egg agg gag aaa ggg gcg get age aac gtg 273 

Cys Leu Leu Ala Ala Ala Arg Arg Glu Lys Gly Ala Ala Ser Asn Val 

25 30 35 

gcg gag ccg gtc ccc ggg ccc act ggc ggc tec teg ggt cgc ttc etc 321 

Ala Glu Pro Val Pro Gly Pro Thr Gly Gly Ser Ser Gly Arg Phe Leu 

40 45 50 

age ccc gag cag cac gcg tgc age tgg cag etc ctg ctg ccc gee ccg 369 

Ser Pro Glu Gin His Ala Cys Ser Trp Gin Leu Leu Leu Pro Ala Pro 

55 60 65 

gag gee gca gcg ggc age gag ctg gcg ctg cgc tgc cag age ccg gac 417 

Glu Ala Ala Ala Gly Ser Glu Leu Ala Leu Arg Cys Gin Ser Pro Asp 

70 75 80 

ggg gcg cgc cac cag tgc gec tac cgc ggg cat ccg gag cgc tgc gca 465 

Gly Ala Arg His Gin Cys Ala Tyr Arg Gly His Pro Glu Arg Cys Ala 

85 90 95 100 



a?efe=;tafegfetet 



;^6afet-te^tgg-aag=6afeg:tg^tg— gga-ge 



Ala Tyr Ala Ala Arg Arg Ala His Phe Trp Lys Gin Val Leu Gly Gly 

105 110 115 

ctg cgc aag aag egg agg ccc tgt cac gac ccc gcg ccg etc cag gee 561 

Leu Arg Lys Lys Arg Arg Pro Cys His Asp Pro Ala Pro Leu Gin Ala 

120 125 130 



cgc ttg tgc gcg ggc aag aag ggc cac ggc gec gag ctg egg eta gtg 609 
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Arg Leu Cys Ala Gly Lys Lys Gly His Gly Ala Glu Leu Arg Leu Val 

135 140 145 

ccc cgc gcg tec ccg ccc gca cgc ccc acc gtc gcg gga ttc gcg ggg 657 
Pro Arg Ala Ser Pro Pro Ala Arg Pro Thr Val Ala Gly Phe Ala Gly 

150 155 160 

gag tec aag ccc egg gec egg aac egg ggg egg acc egg gag cgt gcg 705 
Glu Ser Lys Pro Arg Ala Arg Asn Arg Gly Arg Thr Arg Glu Arg Ala 
165 170 175 180 

tec ggc cca gee get ggg acc ccg cct ccc caa age gca ccg ccc aaa 753 
Ser Gly Pro Ala Ala Gly Thr Pro Pro Pro Gin Ser Ala Pro Pro Lys 

185 190 195 

gaa aac ccc tea gag agg aag acc aac gtg ggc aag agg aag gcg gec 801 
Glu Asn Pro Ser Glu Arg Lys Thr Asn Val Gly Lys Arg Lys Ala Ala 

200 205 210 

ttg gtc ccc aac gag gag cga ccc atg ggg acc ggg ccc gac ccc gac 849 

215 220 225 

ggg ctg gac ggg aac gcg gag etc acg gag acc tac tgc get gag aag 897 
Gly Leu Asp Gly Asn Ala Glu Leu Thr Glu Thr Tyr Cys Ala Glu Lys 

230 235 240 

tgg cac tec etc tgc aac ttc ttt gtc aat ttc tgg aac ggc 939 
Trp His Ser Leu Cys Asn Phe Phe Val Asn Phe Trp Asn Gly 
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245 



250 



255 



tgagactgcc tgccggctta gggagggttg atgggggagg cgtggggaag ggaaagctaa 999 



gggcgtctta gaccgggggg tactgtgata gagattgggg agaagtccag gttctcgaat 1059 



gggggtgggg gcaagggtaa gggtgagatg cttgggatga gagtgtaagg ggtatggaga 1119 



atctctggga tagcagagaa gttaaaaatt ttgaaaagtc tcagtcctga ttaagagcag 1179 



gaaaaataat ggaaacagaa ataggcgtac tttaaatgtg caaaaactgg agactgggga 1239 



gagaaatcga tgcagagaga ggctgagaat aagggggaga tagagtgact aaagtgatgt 1299 



gagtcccatg tggggagggg gatgcaatgt ttattgttta acatttctat taaatgcagc 1359 



catgagcaat tgccaacctg agccaggttg aatcaatgtc ttctcactta atcagctaac 1419 



aagactgcag actttttttc cgtttctgaa ttggtataaa cttggatgcg gcgtggtggg 1479 



gttttgcaga atgatttcct ttccattctt ttagaagagc tacctttttt tttttttttc 1599 



cctgacaggg tctggcttgc ccaggctgga gtgcggtggc tagtcacagg tgtaataata 1659 



ggcactgcag tctccaactc ctggcctcaa gggatcctca catcttagcc tccagaatag 1719 



ctaggagtag gagtagctgg gactacaagc atgcacagct gcacttggct tagaagtgct 1779 
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s 

actttatttt tatttttgag acagggtctt gtgtcatcca gactggagca gtggtgcaat 1839 
tatggctcac tgcggcctcg actttccagt ctcaagtgat cctctgcctc agcctccgga 1899 
gtagccagga ctacaggggt gtgccactag aagtgctact ttttaacgaa atggtgacta 1959 
atgttctgga actttcccat taaccttctg catttagaag gaattataga tgttgagtgc 2019 
tccagtaaac agtgattctc tttatatctg attttttttt tttaaacagc taaaatgtaa 2079 
gtatgtatct cagagtcatt ttgaccatta tggaagttat atctctctgt ttcatgtaac 2139 
taattattaa tatatttcat ttttagtgtg atgtaatgag agactgtgtg tgtatgttag 2199 
gtgctcaata aaaactgtat ggttagattt aaagaagtgg caaggcaatg gaaattctac 2259 
ctgcatttga tctacttcca agtacacctt gaattaagtt cttaaacaca tcttgaattg 2319 
ctgggaaaag acagaaacta agaagttgac ataaagcaag agtcacaaac tggcagccac 2379 
ctggccttat cattgttcta tttgatttgc accctggttc tctttctttt tcccttcctc 2439 
cccaccttcc tcccatccat tgttgaatct gtggatgcag agcccacgga tgtggagggg 2499 
caactatata tatgtttttc cattatatat ataaatgtgt gtgtatgt 2547 

<210> 102 
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<211> 258 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Thr Pro Pro Lys Leu Arg Ala Ser Leu Ser Pro Ser Leu Leu Leu 
15 10 15 

Leu Leu Ser Gly Cys Leu Leu Ala Ala Ala Arg Arg Glu Lys Gly Ala 

20 25 30 

Ala Ser Asn Val Ala Glu Pro Val Pro Gly Pro Thr Gly Gly Ser Ser 

35 40 45 

Gly Arg Phe Leu Ser Pro Glu Gin His Ala Cys Ser Trp Gin Leu Leu 

50 55 60 

Leu Pro Ala Pro Glu Ala Ala Ala Gly Ser Glu Leu Ala Leu Arg Cys 

65 70 75 80 




Glu Arg Cys Ala Ala Tyr Ala Ala Arg Arg Ala His Phe Trp Lys Gin 

100 105 110 



Val Leu Gly Gly Leu Arg Lys Lys Arg Arg Pro Cys His Asp Pro Ala 
115 120 125 
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Pro Leu Gin Ala Arg Leu Cys Ala Gly Lys Lys Gly His Gly Ala Glu 

130 135 140 

Leu Arg Leu Val Pro Arg Ala Ser Pro Pro Ala Arg Pro Thr Val Ala 

145 150 155 160 

Gly Phe Ala Gly Glu Ser Lys Pro Arg Ala Arg Asn Arg Gly Arg Thr 

165 170 175 

Arg Glu Arg Ala Ser Gly Pro Ala Ala Gly Thr Pro Pro Pro Gin Ser 

180 185 190 

Ala Pro Pro Lys Glu Asn Pro Ser Glu Arg Lys Thr Asn Val Gly Lys 

195 200 205 

Arg Lys Ala Ala Leu Val Pro Asn Glu Glu Arg Pro Met Gly Thr Gly 

210 215 220 

Pro Asp Pro Asp Gly Leu Asp Gly Asn Ala Glu Leu Thr Glu Thr Tyr 

225 230 235 240 



Cys Ala Glu Lys Trp His Ser Leu Cys Asn Phe Phe Val Asn Phe Trp 

245 250 255 

Asn Gly 



<210> 103 
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<211> 1430 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (80).. (1333) 
<400> 103 

gtgcgtttgt ggccgtccgg cctccctgac atgcagccct ctggaccccg aggttggacc 60 

ctactgtgac acacctacc atg egg aca etc ttc aac etc etc tgg ctt gee 112 

Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala 
1 5 10 

ctg gec tgc age cct gtt cac act acc ctg tea aag tea gat gee aaa 160 
Leu Ala Cys Ser Pro Val His Thr Thr Leu Ser Lys Ser Asp Ala Lys 

15 20 25 

aaa gec gec tea aag acg ctg ctg gag aag gtg aag ttt tgc tct tgt 208 

Lys. Ala Ala Ser. Lys Thr Leu Leu Glu Lys Val Lys Phe Cys Ser. Cys 

30 35 40 

tgc cca ggc tgg age gca atg gcg cga tct tgg etc acc gca acc tct 256 
Cys Pro Gly Trp Ser Ala Met Ala Arg Ser Trp Leu Thr Ala Thr Ser 

45 50 55 

gec acc cag agt cag ttt tea gat aag ccg gtg caa gac egg ggt ttg 304 
Ala Thr Gin Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg Gly Leu 

4 3 9 ffilESf 20 00-3062522 



4#¥ 11—194179 



60 



65 



70 



75 



gtg gtg acg gac etc aaa get gag agt gtg gtt ctt gag cat cgc age 352 
Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg Ser 

80 85 90 



tac tgc teg gca aag gee egg gac aga cac ttt get ggg gat gta ctg 400 
Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val Leu 

95 100 105 

ggc tat gtc act cca tgg aac age cat ggc tac gat gtc ace aag gtc 448 
Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys Val 

110 115 120 



ttt ggg age aag ttc aca cag ate tea ccc gtc tgg ctg cag ctg aag 496 

Phe Gly Ser Lys Phe Thr Gin He Ser Pro Val Trp Leu Gin Leu Lys 

125 130 135 

aga cgt ggc cgt gag atg ttt gag gtc acg ggc etc cac gac gtg gac 544 

Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp Val Asp 

140 145 150 155 

caa ggg tgg atg cga get gtc agg aag cat gee aag ggc ctg cac ata 592 

Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu His He 
160 165 170 



gtg cct egg etc ctg ttt gag gac tgg act tac gat gat ttc egg aac 640 
Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg Asn 

175 180 185 
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gtc tta gac agt gag gat gag ata gag gag ctg age aag acc gtg gtc 688 

Val Leu Asp Ser Glu Asp Glu He Glu Glu Leu Ser Lys Thr Val Val 

190 195 200 

cag gtg gca aag aac cag cat ttc gat ggc ttc gtg gtg gag gtc tgg 736 

Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu Val Trp 

205 210 215 

aac cag ctg eta age cag aag cgc gtg ggc etc ate cac atg etc acc 784 

Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Met Leu Thr 

220 225 230 235 



cac ttg gee gag get ctg cac cag gee egg ctg ctg gec etc ctg gtc 832 

His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu Leu Val 

240 245 250 

ate ccg cct gee ate acc ccc ggg acc gac cag ctg ggc atg ttc acg 880 

He Pro Pro Ala lie Thr Pro Gly Thr Asp Gin Leu Gly Met Phe Thr 

255 260 265 

cac aag gag ttt gag cag ctg gee ccc gtg ctg gat ggt ttc age etc 928 

His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe Ser Leu 

270 275 280 



atg acc tac gac tac tct aca gcg cat cag cct ggc cct aat gca ccc 976 
Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn Ala Pro 

285 290 295 
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ctg tec tgg gtt cga gec tgc gtc cag gtc ctg gac ccg aag tec aag 1024 

Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys Ser Lys 

300 305 310 315 

tgg cga age aaa ate etc ctg ggg etc aac ttc tat ggt atg gac tac 1072 
Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe Tyr Gly Met Asp Tyr 

320 325 330 

gcg ace tec aag gat gee cgt gag cct gtt gtc ggg gec agg tac ate 1120 
Ala Thr Ser Lys Asp Ala Arg Glu Pro Val Val Gly Ala Arg Tyr He 

335 340 345 

cag aca ctg aag gac cac agg ccc egg atg gtg tgg gac age cag gec 1168 
Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp Ser Gin Ala 

350 355 360 

tea gag cac ttc ttc gag tac aag aag age cgc agt ggg agg cac gtc 1216 
Ser Glu His Phe Phe Glu Tyr Lys Lys Ser Arg Ser Gly Arg His Val 

365 370 375 

gtc ttc tac cca acc ctg aag tec ctg cag gtg egg ctg gag ctg gee 1264 
Val Phe Tyr Pro Thr Leu Lys Ser Leu Gin Val Arg Leu Glu Leu Ala 

380 385 390 395 

egg gag ctg ggc gtt ggg gtc tct ate tgg gag ctg ggc cag ggc ctg 1312 
Arg Glu Leu Gly Val Gly Val Ser He Trp Glu Leu Gly Gin Gly Leu 

400 405 410 

gac tac ttc tac gac ctg etc taggtgggca ttgcggcctc cgcggtggac 1363 
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Asp Tyr Phe Tyr Asp Leu Leu 
415 

gtgttctttt ctaagccatg gagtgagtga gcaggtgtga aatacaggcc tccctccgtt 1423 
tgctgtg 1430 



<210> 104 
<211> 418 
<212> PRT 

<213> Homo sapiens 
<400> 104 

Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 

1 5 10 15 

Val His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys 

20 25 30 

Thr Leu Leu Glu Lys Val Lys Phe Cys Ser Cys Cys Pro Gly Trp Ser 
35 40 45 

Ala Met Ala Arg Ser Trp Leu Thr Ala Thr Ser Ala Thr Gin Ser Gin 

50 55 60 

Phe Ser Asp Lys Pro Val Gin Asp Arg Gly Leu Val Val Thr Asp Leu 

65 70 75 80 
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Lys Ala GIu Ser Val Val Leu Glu His Arg Ser Tyr Cys Ser Ala Lys 

85 90 95 

Ala Arg Asp Arg His Phe Ala Gly Asp Val Leu Gly Tyr Val Thr Pro 
100 105 110 



Trp Asn Ser His Gly Tyr Asp Val Thr Lys Val Phe Gly Ser Lys Phe 
115 120 125 

Thr Gin He Ser Pro Val Trp Leu Gin Leu Lys Arg Arg Gly Arg Glu 

130 135 140 

Met Phe Glu Val Thr Gly Leu His Asp Val Asp Gin Gly Trp Met Arg 

145 150 155 160 

Ala Val Arg Lys His Ala Lys Gly Leu His He Val Pro Arg Leu Leu 

165 170 175 

Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg Asn Val Leu Asp Ser Glu 

180 185 190 

Asp Glu He Glu Glu Leu Ser Lys Thr Val Val Gin Val Ala Lys Asn 

195 200 205 

Gin His Phe Asp Gly Phe Val Val Glu Val Trp Asn Gin Leu Leu Ser 

210 215 220 

Gin Lys Arg Val Gly Leu He His Met Leu Thr His Leu Ala Glu Ala 

225 230 235 240 
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Leu His Gin Ala Arg Leu Leu Ala Leu Leu Val He Pro Pro Ala He 

245 250 255 

Thr Pro Gly Thr Asp Gin Leu Gly Met Phe Thr His Lys Glu Phe Glu 

260 265 270 



Gin Leu Ala Pro Val Leu Asp Gly Phe Ser Leu Met Thr Tyr Asp Tyr 

275 280 285 

Ser Thr Ala His Gin Pro Gly Pro Asn Ala Pro Leu Ser Trp Val Arg 

290 295 300 

Ala Cys Val Gin Val Leu Asp Pro Lys Ser Lys Trp Arg Ser Lys He 

305 310 315 320 

Leu Leu Gly Leu Asn Phe Tyr Gly Met Asp Tyr Ala Thr Ser Lys Asp 

325 330 335 

Ala Arg Glu Pro Val Val Gly Ala Arg Tyr He Gin Thr Leu Lys Asp 

340 345 350 

His Arg Pro Arg Met Val Trp Asp Ser Gin Ala Ser Glu His Phe Phe 

355 360 365 

Glu Tyr Lys Lys Ser Arg Ser Gly Arg His Val Val Phe Tyr Pro Thr 

370 375 380 

Leu Lys Ser Leu Gin Val Arg Leu Glu Leu Ala Arg Glu Leu Gly Val 
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385 390 395 400 

Gly Val Ser He Trp Glu Leu Gly Gin Gly Leu Asp Tyr Phe Tyr Asp 
405 410 415 

Leu Leu 



<210> 105 
<211> 2506 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (24).. (1505) 

<400> 105 

gtgctgcccg ctcaccgccc gcc atg gcc cgc gca ccc ccg ctg etc gec gcg 53 

Met Ala Arg Ala Pro Pro Leu Leu Ala Ala 

1 5 10 

ttg acc gcg etc etc gcc gcc gcc get get ggc gga gat gcc ccg ccg 101 
Leu Thr Ala Leu Leu Ala Ala Ala Ala Ala Gly Gly Asp Ala Pro Pro 

15 20 25 

ggc aaa ate gcg gtg gtt ggg get ggg att ggg ggc tct get gtg gcc 149 
Gly Lys He Ala Val Val Gly Ala Gly He Gly Gly Ser Ala Val Ala 
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30 35 40 

cat ttt etc cag cag cac ttc gga cct egg gtg cag ate gac gtg tac 197 

His Phe Leu Gin Gin His Phe Gly Pro Arg Val Gin He Asp Val Tyr 

45 50 55 



gag aag gga acc gtg ggt ggc cgc ttg gee ace ate tea gtc aac aag 245 

Glu Lys Gly Thr Val Gly Gly Arg Leu Ala Thr He Ser Val Asn Lys 

60 65 70 

cag cac tat gag age ggg get gee tec ttc cac tec ctg age ctg cac 293 

Gin His Tyr Glu Ser Gly Ala Ala Ser Phe His Ser Leu Ser Leu His 

75 80 85 90 

atg cag gac ttc gtc aag ctg ctg ggg ctg agg cac egg cgc gag gtg 341 

Met Gin Asp Phe Val Lys Leu Leu Gly Leu Arg His Arg Arg Glu Val 

95 100 105 

gtg ggc agg age gee ate ttc ggc ggg gag cac ttc atg ctg gag gag 389 

Val Gly Arg Ser Ala He Phe Gly Gly Glu His Phe Met Leu Glu Glu 
110 115 120 

act gac tgg tac ctg ctg aac etc ttc cgc etc tgg tgg cac tat ggc 437 

Thr Asp Trp Tyr Leu Leu Asn Leu Phe Arg Leu Trp Trp His Tyr Gly 

125 130 135 

ate age ttc ctg agg ctg cag atg tgg gtg gag gag gtc atg gag aag 485 

He Ser Phe Leu Arg Leu Gin Met Trp Val Glu Glu Val Met Glu Lys 

140 145 150 
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ttc atg agg ate tat aag tac cag gec cac ggc tat gec ttc teg ggt 533 
Phe Met Arg He Tyr Lys Tyr Gin Ala His Gly Tyr Ala Phe Ser Gly 
155 160 165 170 

gtg gag gag ctg etc tac tea ctg ggg gag tec ace ttt gtt aac atg 581 
Val Glu Glu Leu Leu Tyr Ser Leu Gly Glu Ser Thr Phe Val Asn Met 

175 180 185 

ace cag cac tct gtg get gag tec ctg ctg cag gtg ggc gtc acg cag 629 
Thr Gin His Ser Val Ala Glu Ser Leu Leu Gin Val Gly Val Thr Gin 

190 195 200 

cgc ttt att gat gat gtc gtt tct get gtc ctg egg gec age tat ggc 677 
Arg Phe He Asp Asp Val Val Ser Ala Val Leu Arg Ala Ser Tyr Gly 
205 210 215 

cag tea gca gcg atg ccc gee ttt gca gga gee atg tea eta gec ggg 725 
Gin Ser Ala Ala Met Pro Ala Phe Ala Gly Ala Met Ser Leu Ala Gly 

220 225 230 

gee caa ggc age ctg tgg tct gtg gaa gga ggc aat aag ctg gtt tgt 773 
Ala Gin Gly Ser Leu Trp Ser Val Glu Gly Gly Asn Lys Leu Val Cys 

235 240 245 250 

tec ggt ttg ctg aag etc acc aag gec aat gtg ate cat gee aca gtg 821 
Ser Gly Leu Leu Lys Leu Thr Lys Ala Asn Val He His Ala Thr Val 

255 260 265 
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acc tct gtg acc ctg cac age aca gag ggg aaa gec ctg tac cag gtg 869 
Thr Ser Val Thr Leu His Ser Thr Glu Gly Lys Ala Leu Tyr Gin Val 

270 275 280 

gcg tat gag aat gag gta ggc aac age tct gac ttc tat gac ate gtg 917 
Ala Tyr Glu Asn Glu Val Gly Asn Ser Ser Asp Phe Tyr Asp lie Val 

285 290 295 

gtc ate gee acc ccc ctg cac ctg gac aac age age age aac tta acc 965 
Val He Ala Thr Pro Leu His Leu Asp Asn Ser Ser Ser Asn Leu Thr 

300 305 310 

ttt gca ggc ttc cac ccg ccc att gat gac gtg cag ggc tct ttc cag 1013 
Phe Ala Gly Phe His Pro Pro He Asp Asp Val Gin Gly Ser Phe Gin 

315 320 325 330 

ccc acc gtc gtc tec ttg gtc cac ggc tac etc aac teg tec tac ttc 1061 
Pro Thr Val Val Ser Leu Val His Gly Tyr Leu Asn Ser Ser Tyr Phe 

335 340 345 

ggt ttc cca gac cct aag ctt ttc ccc ttt gee aac ate ctt acc aca 1109 
Gly Phe Pro Asp Pro Lys Leu Phe Pro Phe Ala Asn He Leu Thr Thr 

350 355 360 

gat ttc ccc age ttc ttc tgc act ctg gac aac ate tgc cct gtc aac 1157 
Asp Phe Pro Ser Phe Phe Cys Thr Leu Asp Asn He Cys Pro Val Asn 

365 370 375 

ate tct gee age ttc egg cga aag cag ccc cag gag gca get gtt tgg 1205 
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He Ser Ala Ser Phe Arg Arg Lys Gin Pro Gin Glu Ala Ala Val Trp 

380 385 390 

cga gtc cag tec ccc aag ccc etc ttt egg acc cag eta aag acc ctg 1253 

Arg Val Gin Ser Pro Lys Pro Leu Phe Arg Thr Gin Leu Lys Thr Leu 

395 400 405 410 



ttc cgt tec tat tac tea gtg cag aca get gag tgg cag gee cat ccc 1301 
Phe Arg Ser Tyr Tyr Ser Val Gin Thr Ala Glu Trp Gin Ala His Pro 

415 420 425 

etc tat ggc tec cgc ccc acg etc ccg agg ttt gca etc cat gac eag 1349 
Leu Tyr Gly Ser Arg Pro Thr Leu Pro Arg Phe Ala Leu His Asp Gin 

430 435 440 

etc ttc tac etc aat gee ctg gag tgg gcg gee age tec gtg gag gtg 1397 
Leu Phe Tyr Leu Asn Ala Leu Glu Trp Ala Ala Ser Ser Val Glu Val 

445 450 455 

atg gee gtg get gee aag aat gtg gee ttg ctg get tac aac cgc tgg 1445 
Met Ala Val Ala Ala Lys Asn Val Ala Leu Leu Ala Tyr Asn Arg Trp 

460 465 470 

tac cag gac eta gac aag att gat caa aaa gat ttg atg cac aag gtc 1493 
Tyr Gin Asp Leu Asp Lys lie Asp Gin Lys Asp Leu Met His Lys Val 

475 480 485 490 

aag act gaa ctg tgagggctct agggagagee tgggaacttt catcccccac 1545 
Lys Thr Glu Leu 

4 5 0 2000-3062522 



11-19417 




tgaagatgga tcatcccaca gcagcccagg actgaataag ccatgctcgc ccaccaggct 1605 



tctttctgac ccctcatgta tcaagcatct ccaggtgacc tactgtctgc ctatattaag 1665 



ggtccacacg gcggctgctg ctttttttta agggggaaag taagaaaaga gaaggaaatc 1725 



caagccagta tatttgtttt atttattttt tttaagaaga aaaaagttca tcttcacaag 1785 



gtgcttcaga cttggtttct tagctagaaa ccagaagact acgggaggga atataaggca 1845 



gagaactatg agtcttattt tattactgtt tttcactacc tactcccaca atggacaatc 1905 



aattgaggca acctacaaga aaacatttac aaccagatgg ttacaaataa agtagaaggg 1965 



aagatcagaa aacctaagaa atgatcatag ctcctggtta ctgtggactt gatagatttg 2025 



aggtacctag ttcagaactc cctagtcacc atctccaagc ctgtcaacat cactgcatat 2085 



tggaggagat gactgtggta ggacccaagg aagagatgtg tgcctgaata gtcgtcacca 2145 
tatctccaag cttcctggca accagtggga aaagaaacat gcgaggctgt aggaagaggg 2205 



aagctcttcc ttggcaccta gaggaattag ccattctctt ccttatgcaa agattgagga 2265 



atgcaacaat ataaagaaga gaagtcccca gatggtagag agcagtcata tcttacccct 2325 



agatgttcat cccagcagaa gaaagaagaa ggtgttgggg taggattctt cagaggttag 2385 



4 5 1 2000-3062522 




11-194179 



cctggtactt tctcatcgga cactagcttg aagtaagagg agaattatgc ttttctttgc 2445 
tttttctaca aacccttaaa aatcacttgt tttaaaaaga aagtaaaagc ccttttcatt 2505 
c 2506 



<210> 106 
<211> 494 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Ala Arg Ala Pro Pro Leu Leu Ala Ala Leu Thr Ala Leu Leu Ala 

15 10 15 

Ala Ala Ala Ala Gly Gly Asp Ala Pro Pro Gly Lys lie Ala Val Val 

20 25 30 

Gly Ala Gly He Gly Gly Ser Ala Val Ala His Phe Leu Gin Gin His 

35 40 45 

Phe Gly Pro Arg Val Gin lie Asp Val Tyr Glu Lys Gly Thr Val Gly 

50 55 60 

Gly Arg Leu Ala Thr He Ser Val Asn Lys Gin His Tyr Glu Ser Gly 

65 70 75 80 

Ala Ala Ser Phe His Ser Leu Ser Leu His Met Gin Asp Phe Val Lys 



4 5 2 



ffil£# 2000-3062522 



85 



11-19 4 17 



90 



95 



Leu Leu Gly Leu Arg His Arg Arg Glu Val Val Gly Arg Ser Ala He 
100 105 110 



Phe Gly Gly Glu His Phe Met Leu Glu Glu Thr Asp Trp Tyr Leu Leu 



115 



120 



125 



Asn Leu Phe Arg Leu Trp Trp His Tyr Gly He Ser Phe Leu Arg Leu 

130 135 140 

Gin Met Trp Val Glu Glu Val Met Glu Lys Phe Met Arg lie Tyr Lys 

145 150 155 160 

Tyr Gin Ala His Gly Tyr Ala Phe Ser Gly Val Glu Glu Leu Leu Tyr 

165 170 175 

Ser Leu Gly Glu Ser Thr Phe Val Asn Met Thr Gin His Ser Val Ala 

180 185 190 

Glu Ser Leu Leu Gin Val Gly Val Thr Gin Arg Phe lie Asp Asp Val 

195 200 205 

Val Ser Ala Val Leu Arg Ala Ser Tyr Gly Gin Ser Ala Ala Met Pro 

210 215 220 



Ala Phe Ala Gly Ala Met Ser Leu Ala Gly Ala Gin Gly Ser Leu Trp 

225 230 235 240 



4 5 3 



ffl£E#2 000-3062522 



11 — 194179 

Ser Val Glu Gly Gly Asn Lys Leu Val Cys Ser Gly Leu Leu Lys Leu 

245 250 255 

Thr Lys Ala Asn Val lie His Ala Thr Val Thr Ser Val Thr Leu His 

260 265 270 



Ser Thr Glu Gly Lys Ala Leu Tyr Gin Val Ala Tyr Glu Asn Glu Val 

275 280 285 

Gly Asn Ser Ser Asp Phe Tyr Asp He Val Val He Ala Thr Pro Leu 

290 295 300 

His Leu Asp Asn Ser Ser Ser Asn Leu Thr Phe Ala Gly Phe His Pro 

305 310 315 320 

Pro He Asp Asp Val Gin Gly Ser Phe Gin Pro Thr Val Val Ser Leu 

325 330 335 

Val His Gly Tyr Leu Asn Ser Ser Tyr Phe Gly Phe Pro Asp Pro Lys 

340 345 350 

Leu Phe Pro Phe Ala Asn He Leu Thr Thr Asp Phe Pro Ser Phe Phe 

355 360 365 

Cys Thr Leu Asp Asn He Cys Pro Val Asn He Ser Ala Ser Phe Arg 

370 375 380 

Arg Lys Gin Pro Gin Glu Ala Ala Val Trp Arg Val Gin Ser Pro Lys 

385 390 395 400 



4 5 4 



£BIE#2 000-3062522 



11-19 4 17 




Pro Leu Phe Arg Thr Gin Leu Lys Thr Leu Phe Arg Ser Tyr Tyr Ser 

405 410 415 

Val Gin Thr Ala Glu Trp Gin Ala His Pro Leu Tyr Gly Ser Arg Pro 

420 425 430 



Thr Leu Pro Arg Phe Ala Leu His Asp Gin Leu Phe Tyr Leu Asn Ala 

435 440 445 

Leu Glu Trp Ala Ala Ser Ser Val Glu Val Met Ala Val Ala Ala Lys 

450 455 460 

Asn Val Ala Leu Leu Ala Tyr Asn Arg Trp Tyr Gin Asp Leu Asp Lys 

465 470 475 480 

He Asp Gin Lys Asp Leu Met His Lys Val Lys Thr Glu Leu 

485 490 



<210> 107 
<211> 2465 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (457) .. (1434) 



4 5 5 



2000-3062522 



11-19 4 17 9 

<400> 107 

agccagggaa gcctccgcgg tggtgcaagt ggaacccaag ccttgaggtt tcagtgagta 60 
gggggccgac gtgagcttta gcgtccccct ttagcctccc tcttcgattc cttgaagacc 120 
ctggtgcagc ttagcaagag ggcccaggat ttttggatcc ccagccctgt gacaagggtt 180 



cctgtccagt ttccccctcc caggatttcg actcagttca gcgaagtcac cgccccgtct 240 

gagaaatgag gacaccaagg cttagagcac agccccgagg cgccgtctac caggccccgt 300 

cccctccccc ggctcctgtc ggtcagcact gaaaccccgt ccctgctcca ggcctccttc 360 

tctggggtcc aaggtcccat acaggcctct gcctcggccg caggcccttc agtcaccgtc 420 

gcctcgtctc cctgactgtc cgcaggcctg ggcagc atg gcc gta ttc egg teg 474 

Met Ala Val Phe Arg Ser 

1 5 

ggt etc ctg gtg ctg acg acg ccg ctg gcc tec eta gcc cct cgc ctg 522 
Gly Leu Leu Val Leu Thr Thr Pro Leu Ala Ser Leu Ala Pro Arg Leu 

10 15 20 

gcc tec ate ctg ace teg gcg gcc egg ctg gtg aat cac aca etc tat 570 
Ala Ser He Leu Thr Ser Ala Ala Arg Leu Val Asn His Thr Leu Tyr 

25 30 35 

gtt cac ctg cag ccg ggc atg age ctg gag ggc ccg get cag ccc cag 618 
Val His Leu Gin Pro Gly Met Ser Leu Glu Gly Pro Ala Gin Pro Gin 



4 5 6 



ajfE# 2000-3062522 



#^ 11-19417 



40 45 50 

tac age ccc gtg cag gec acg ttt gag gtt ctt gat ttc ate acg cac 666 

Tyr Ser Pro Val Gin Ala Thr Phe Glu Val Leu Asp Phe He Thr His 
55 60 65 70 



etc tat get ggc gee gac gtc cac agg cac ttg gac gtc aga ate eta 714 
Leu Tyr Ala Gly Ala Asp Val His Arg His Leu Asp Val Arg lie Leu 

75 80 85 

ctg acc aat ate cga acc aag age ace ttt etc cct ccc ctg ccc ace 762 
Leu Thr Asn He Arg Thr Lys Ser Thr Phe Leu Pro Pro Leu Pro Thr 
90 95 100 

tea gtc cag aat etc gee cac ccg cca gaa gtc gtg ttg aca gat ttc 810 
Ser Val Gin Asn Leu Ala His Pro Pro Glu Val Val Leu Thr Asp Phe 

105 110 115 

cag acc ctg gat gga age cag tac aac ccg gtc aaa cag cag eta gtg 858 
Gin Thr Leu Asp Gly Ser Gin Tyr Asn Pro Val Lys Gin Gin Leu Val 

120 125 130 

cgt tac gee acc age tgt tac age tgt tgt ccg cga ctg gee teg gtg 906 
Arg Tyr Ala Thr Ser Cys Tyr Ser Cys Cys Pro Arg Leu Ala Ser Val 
135 140 145 150 

ctg eta tac tec gat tat ggg ata gga gaa gtg ccc gtg gag ccc ctg 954 
Leu Leu Tyr Ser Asp Tyr Gly He Gly Glu Val Pro Val Glu Pro Leu 

155 160 165 

4 5 7 ffifE#2 0 0 0 - 3 0 6 2 5 2 2 



#5£ 11-194179 



gat gtc ccc tta ccc tec acg ate agg cca get tec ccc gtg gee ggg 1002 
Asp Val Pro Leu Pro Ser Thr He Arg Pro Ala Ser Pro Val Ala Gly 
170 175 180 

tct cca aag cag ccg gtg cgt ggc tac tac cgt ggc get gtc ggt ggc 1050 
Ser Pro Lys Gin Pro Val Arg Gly Tyr Tyr Arg Gly Ala Val Gly Gly 

185 190 195 

acg ttt gac cgc ctg cac aac gee cac aag gtg ttg etc agt gtc gcg 1098 
Thr Phe Asp Arg Leu His Asn Ala His Lys Val Leu Leu Ser Val Ala 

200 205 210 

tgc ate ctg gec cag gag cag ctt gtg gtg gga gta gca gac aaa gat 1146 
Cys He Leu Ala Gin Glu Gin Leu Val Val Gly Val Ala Asp Lys Asp 

215 220 225 230 

ctg ttg aag age aag ttg etc cct gag ctg etc caa cct tat aca gaa 1194 
Leu Leu Lys Ser Lys Leu Leu Pro Glu Leu Leu Gin Pro Tyr Thr Glu 

235 240 245 

cgt gtg gaa cat ctg agt gaa ttc ctg gtg gac ate aag ccc tec ttg 1242 
Arg Val Glu His Leu Ser Glu Phe Leu Val Asp He Lys Pro Ser Leu 

250 255 260 

act ttt gat gtc ate ccc ctg ctg gac ccc tat ggg ccc get ggc tct 1290 
Thr Phe Asp Val He Pro Leu Leu Asp Pro Tyr Gly Pro Ala Gly Ser 

265 270 275 

4 5 8 2000-3062522 



11 — 19417 



gac ccc tec ctg gag ttc ctg gtg gtc age gag gag ace tat cgt ggg 1338 
Asp Pro Ser Leu Glu Phe Leu Val Val Ser Glu Glu Thr Tyr Arg Gly 

280 285 290 

ggg atg gee ate aac cgc ttc cgc ctt gag aat gac ctg gag gaa ctt 1386 
Gly Met Ala lie Asn Arg Phe Arg Leu Glu Asn Asp Leu Glu Glu Leu 

295 300 305 310 

get ttg tac caa gat cca get get gaa gga cct cag aca tac gga gaa 1434 
Ala Leu Tyr Gin Asp Pro Ala Ala Glu Gly Pro Gin Thr Tyr Gly Glu 

315 320 325 

tgaagaggac aaagtcagct cctccagctt ccgccagcga atgttgggga acctgcttcg 1494 

gcctccatat gaaaggccag agctccccac atgtctctat gtaattgggc tgactggcat 1554 

cagtggctct gggaagagct caatagctca gcgactgaag ggcctggggg cgtttgtcat 1614 

tgacagtgac cacctgggtc ategggecta tgccccaggt ggccctgcct accagcctgt 1674 

ggtggaggcc tttggaacag atattctcca taaagatggc atcatcaaca ggaaggtcct 1734 

aggcagcegg gtgtttggga ataagaagca gctgaagata ctcacggaca ttatgtggcc 1794 

aattatcgea aagctggccc gagaggagat ggateggget gtggctgagg gaaagcgtgt 1854 

gtgtgtgatt gatgeegctg tgttgcttga ageeggctgg cagaacctgg tccatgaggt 1914 

gtggactgct gtcatcccag agactgaggc tgtaagaege attgtggaga gggatggcct 1974 

4 5 9 2000-3062522 



#a£ 11-194179 



cagtgaagcc gcggctcaaa gccggctgca gagccagatg agcgggcagc agcttgtgga 2034 
acagagccac gtggtgctca gcaccttgtg ggagccgcat atcacccaac gccaggtgga 2094 
gaaagcctgg gccctcttgc agaagcgcat tcccaagact catcaggccc tcgactgaaa 2154 



agttctcagt ggggccagac tggctcctgg agctgacaag cgaccccgtg gtgaggagaa 2214 

atgggggcct tgatgctcac cctggttcag gcccagaggt ccaagctata ctgtgcagga 2274 

catggccagg cctggtggac acaggaagcc tacccaacac gctggtattt ggccaacact 2334 

gaggatgtgg ttcatggggg agcagtcccc tccccactct tgcccatggg tgactcttac 2394 

ccacagctga ctagggccag cgcaaatact ggaacctgta acagaattaa aggtgaatgt 2454 

tctgaaaaaa g 2465 



<210> 108 
<211> 326 
<212> PRT 

<213> Homo sapiens 
<400> 108 

Met Ala Val Phe Arg Ser Gly Leu Leu Val Leu Thr Thr Pro Leu Ala 

15 10 15 



4 6 0 



OiiiE# 2000-3062522 



#^ 11 — 19417 




Ser Leu Ala Pro Arg Leu Ala Ser He Leu Thr Ser Ala Ala Arg Leu 

20 25 30 

Val Asn His Thr Leu Tyr Val His Leu Gin Pro Gly Met Ser Leu Glu 

35 40 45 



Gly Pro Ala Gin Pro Gin Tyr Ser Pro Val Gin Ala Thr Phe Glu Val 

50 55 60 

Leu Asp Phe lie Thr His Leu Tyr Ala Gly Ala Asp Val His Arg His 

65 70 75 80 

Leu Asp Val Arg He Leu Leu Thr Asn He Arg Thr Lys Ser Thr Phe 

85 90 95 

Leu Pro Pro Leu Pro Thr Ser Val Gin Asn Leu Ala His Pro Pro Glu 

100 105 110 

Val Val Leu Thr Asp Phe Gin Thr Leu Asp Gly Ser Gin Tyr Asn Pro 

115 120 125 

Val Lys Gin Gin Leu Val Arg Tyr Ala Thr Ser Cys Tyr Ser Cys Cys 
130 135 140 

Pro Arg Leu Ala Ser Val Leu Leu Tyr Ser Asp Tyr Gly He Gly Glu 

145 150 155 160 

Val Pro Val Glu Pro Leu Asp Val Pro Leu Pro Ser Thr He Arg Pro 

165 170 175 



4 6 1 



ffifIE# 2000-3062522 



1 1 — 194179 



Ala Ser Pro Val Ala Gly Ser Pro Lys Gin Pro Val Arg Gly Tyr Tyr 

180 185 190 

Arg Gly Ala Val Gly Gly Thr Phe Asp Arg Leu His Asn Ala His Lys 

195 200 205 



Val Leu Leu Ser Val Ala Cys He Leu Ala Gin Glu Gin Leu Val Val 

210 215 220 

Gly Val Ala Asp Lys Asp Leu Leu Lys Ser Lys Leu Leu Pro Glu Leu 

225 230 235 240 

Leu Gin Pro Tyr Thr Glu Arg Val Glu His Leu Ser Glu Phe Leu Val 

245 250 255 

Asp He Lys Pro Ser Leu Thr Phe Asp Val He Pro Leu Leu Asp Pro 

260 265 270 

Tyr Gly Pro Ala Gly Ser Asp Pro Ser Leu Glu Phe Leu Val Val Ser 

275 280 285 

Glu Glu Thr Tyr Arg Gly Gly Met Ala He Asn Arg Phe Arg Leu Glu 

290 295 300 

Asn Asp Leu Glu Glu Leu Ala Leu Tyr Gin Asp Pro Ala Ala Glu Gly 

305 310 315 320 

Pro Gin Thr Tyr Gly Glu 



4 6 2 



ttiiiE# 2000-3062522 



11-19 4 17 



325 



<210> 109 
<211> 2557 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (101).. (490) 

<400> 109 

gctaatatgc tccctctccc acaaggcagc gcgccggctc ggacgcggcc ggctaccgag 60 

ccctttgtga gagctgtgag ctgcgcctga cggtggcacc atg age age tea ggt 115 

Met Ser Ser Ser Gly 
1 5 



ggg gcg ccc ggg gcg tec gee age tct gcg ccg ccc gcg cag gaa gag 163 
Gly Ala Pro Gly Ala Ser Ala Ser Ser Ala Pro Pro Ala Gin Glu Glu 

10 15 20 



ggc atg acg tgg tgg tac cgc tgg ctg tgt cgc ctg tct ggg gtg ctg 211 
Gly Met Thr Trp Trp Tyr Arg Trp Leu Cys Arg Leu Ser Gly Val Leu 

25 30 35 



ggg gca gtc tct tgc gcg ate tct ggc etc ttc aac tgc ate acc ate 259 
Gly Ala Val Ser Cys Ala He Ser Gly Leu Phe Asn Cys lie Thr He 



4 6 3 



ffiSE# 2000-3062522 



11-194179 



40 45 50 

cac cct ctg aac ate gcg gec ggc gtg tgg atg atg atg gcg gtc gtt 307 

His Pro Leu Asn He Ala Ala Gly Val Trp Met Met Met Ala Val Val 

55 60 65 



ccc ate gtc ate age ctg acc ctg acc acg ctg ctg ggc aac gec ate 355 
Pro He Val He Ser Leu Thr Leu Thr Thr Leu Leu Gly Asn Ala He 

70 75 80 85 

gec ttt get acg ggg gtg ctg tac gga etc tct get ctg ggc aaa aag 403 
Ala Phe Ala Thr Gly Val Leu Tyr Gly Leu Ser Ala Leu Gly Lys Lys 

90 95 100 

ggc gat gcg ate tec tat gec agg ate cag cag cag agg cag cag gcg 451 
Gly Asp Ala He Ser Tyr Ala Arg lie Gin Gin Gin Arg Gin Gin Ala 

105 110 115 

gat gag gag aag etc gcg gag acc ctg gag ggg gag ctg tgaagggctg 500 
Asp Glu Glu Lys Leu Ala Glu Thr Leu Glu Gly Glu Leu 

120 125 130 

ggcgcccctc cctccctgtc ccctcttctg gctctgtgtg ggtccaagtg aggectggae 560 
tgtccacgct gaggcacagc ctggagaggg gcctttgcac gtgtccctac acctggagtc 620 
ctctgctcct ttctccagac tggcttaagc caggagccac tggctgctgg tgtgagggtc 680 
tgggctgctg gacttgaggc agagectgea gcagctgtgt ggacactacc cagccctact 740 



4 6 4 



ttiliE# 2 000-3062522 



#3P 11-19417 



cctctgctgg gtgggtctgc agatctcaca ccacagacag ggctgcctgt gacctgctgt 800 
gacctgggag cagcttcccc tggagatgct ggtcctggct tgaggggagg ggcaagtggg 860 
accctgccac ctgggcactg agcagaggga cctcccccag ctctcttagc aggtggagcc 920 



ccagggcctg ggacagcctg ccgctgccag caacctccca ctgctgccta gggtgcagcg 980 
cccactgtca ccctgccttc tgaagaagcc cacagggctc ctaaggtgca ccccggtacc 1040 
tggaactgca gccttggcag tgactggaca gctgggtggg ggatgctccc tgctggccct 1100 
gggaaccttg gacaggccac ctcaaggccc ctcggctgcc cctcctccct gggcctgctg 1160 
gggcccctag gttctgccca tcaccccccg cccctgctgg ccttggtgct aaggaagtgg 1220 
ggagagcagg ctctccctgg caccgagggt gcccaccctc tccctggtgt ggccccgtca 1280 
acatcagcca cagcccagcc ccattagtgg gttagtgggt ctgacctcag ccccactcag 1340 
gtgctcctgc tggcctgccc aagccctgcc ctcagggagc ttctgccttt taagaactgg 1400 
gcagaggcca cagtcacctc cccacacaga gctgtcccca ctgccctggg tgccaggctg 1460 
tccggagcca ggcctaccca gggaggatgc agagagctgg tgcccaggat gtgcaccccc 1520 
atattccctc tgccctgtgg cctcagcccg ctggcctctc tgaccgtgag gctggctctc 1580 



4 6 5 ffiIE# 2000-3062522 



11-194179 

agccatcggg caggtgcctg gtcgggcctg gcttagccca ggtggggctt ggcagaagcg 1640 

ggcgggtgtg gaagatattc catctggggc caaccccagg ctgggcctgc gctgagcttc 1700 

tggagcgcag gtactgggtc ttgctaagtg aactgtttcc caggaacacc tctcgggccc 1760 

atctgcgtct gaggctggga gtggcatctg aggccgggag tggcatctga ggccaggagt 1820 

ggcaggctgg tgggctgggc gtggggtttt ctgggccctg cccagtactg ccctggggac 1880 

ttggtgggct cctgggtcag cagcatccca cccctgggag tctggccagc tgagccccag 1940 

ggtggcaggg gcattatagc ctggtggact gtgccttcag ggttcctccg gggccacctt 2000 

cctcaggcca gtgctgggtt caaagggctg tgtgtgtgtg tgtgtgtgtg tgtgtatgta 2060 

tatgtgtgtg ggtgcacaca tctgtcccat gtatgcagtg agacctgtct acctcccaca 2120 

aggagcaagg gctctgcccg ccctctgctc attcctaccc aggtagtggg accccgggcc 2180 

cccttctgcc tggcttgcct gcttctgccc tttccagagg ggtctcactg acagccagag 2240 

acagcaggag aagggttggc tgtggatcaa ggaaggctgc ccctgtaccc tgtggggaaa 2300 

tggtgggtgc atggctggat gcagaggtgg aaggccctgg gccacaggcg agagtgggcg 2360 

tgtcacctgt cccaggttcc cagcaagtct gcagctgtgc agtcctgggg tccctgaccc 2420 

tgtcgcccag ggggcgtgct gtccagcagg ggccctgcct tgcaaggaac gtctcttccg 2480 

4 6 6 £BfiE# 2000-3062522 



#^ 11-19417 




gcggctgggc cgctcctgcc tggtctgggc tgtgtgtggc gccctttcct ccttgtttgt 2540 
tcctctgctc ccttctg 2557 



<210> 110 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 110 

Met Ser Ser Ser Gly Gly Ala Pro Gly Ala Ser Ala Ser Ser Ala Pro 

15 10 15 

Pro Ala Gin Glu Glu Gly Met Thr Trp Trp Tyr Arg Trp Leu Cys Arg 

20 25 30 

Leu Ser Gly Val Leu Gly Ala Val Ser Cys Ala He Ser Gly Leu Phe 

35 40 45 

Asn Cys He Thr He His Pro Leu Asn He Ala Ala Gly Val Trp Met 

50 55 60 

Met Met Ala Val Val Pro He Val He Ser Leu Thr Leu Thr Thr Leu 

65 70 75 80 

Leu Gly Asn Ala He Ala Phe Ala Thr Gly Val Leu Tyr Gly Leu Ser 

85 90 95 

4 6 7 ffilE#2 0 0 0 - 3 0 6 2 5 2 2 



11-19 4 17 9 



Ala Leu Gly Lys Lys Gly Asp Ala He Ser Tyr Ala Arg He Gin Gin 

100 105 110 

Gin Arg Gin Gin Ala Asp Glu Glu Lys Leu Ala Glu Thr Leu Glu Gly 

115 120 125 



Glu Leu 

130 



<210> 111 

<211> 3099 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (118).. (918) 

<400> 111 

ttcaccaacg accagtacta cgtgtacttc ggcaccgtcc gcgactgcta tgaggccttg 60 

gtcatctata atttcctgag cctgtgctat gagtacctag gaggagaaag ttccatc 117 

atg teg gag ate aga gga aaa ccc att gag tec age tgt atg tat ggc 165 
Met Ser Glu He Arg Gly Lys Pro lie Glu Ser Ser Cys Met Tyr Gly 
15 10 15 



4 6 8 



ffial# 2000-3062522 



#^ 11-19417 



acc tgc tgc etc tgg gga aag act tat tec ate gga ttt ctg agg ttc 213 
Thr Cys Cys Leu Trp Gly Lys Thr Tyr Ser lie Gly Phe Leu Arg Phe 

20 25 30 

tgc aaa cag gec acc ctg cag ttc tgt gtg gtg aag cca etc atg gcg 261 
Cys Lys Gin Ala Thr Leu Gin Phe Cys Val Val Lys Pro Leu Met Ala 

35 40 ~~ " 45 ~~ — - 

gtc age act gtg gtc etc cag gee ttc ggc aag tac egg gat ggg gac 309 
Val Ser Thr Val Val Leu Gin Ala Phe Gly Lys Tyr Arg Asp Gly Asp 

50 55 60 

ttt gac gtc acc agt ggc tac etc tac gtg acc ate ate tgc aac ate 357 
Phe Asp Val Thr Ser Gly Tyr Leu Tyr Val Thr He He Cys Asn He 

65 70 75 80 

tec gtc age ctg gec etc tac gee etc ttc etc ttc tac ttc gee acc 405 
Ser Val Ser Leu Ala Leu Tyr Ala Leu Phe Leu Phe Tyr Phe Ala Thr 

85 90 95 

egg gag ctg etc age ccc tac age ccc gtc etc aag ttc ttc atg gtc 453 
Arg Glu Leu Leu Ser Pro Tyr Ser Pro Val Leu Lys Phe Phe Met Val 
100 105 110 

aag tec gtc ate ttt ctt tec ttc tgg caa ggc atg etc ctg gec ate 501 
Lys Ser Val He Phe Leu Ser Phe Trp Gin Gly Met Leu Leu Ala lie 

115 120 125 

ctg gag aag tgt ggg gee ate ccc aaa ate cac teg gec cgc gtg teg 549 

4 6 9 ffifiE^ 2000-3062522 



11-194179 



Leu Glu Lys Cys Gly Ala lie Pro Lys He His Ser Ala Arg Val Ser 

130 135 140 

gtg ggc gag ggc acc gtg get gec ggc tac cag gac ttc ate ate tgt 597 
Val Gly Glu Gly Thr Val Ala Ala Gly Tyr Gin Asp Phe He He Cys 
145 150 155 160 



gtg gag atg ttc ttt gca gee ctg gee ctg egg cac gee ttc acc tac 645 
Val Glu Met Phe Phe Ala Ala Leu Ala Leu Arg His Ala Phe Thr Tyr 

165 170 175 

aag gtc tat get gac aag agg ctg gac gca caa ggc cgc tgt gec ccc 693 
Lys Val Tyr Ala Asp Lys Arg Leu Asp Ala Gin Gly Arg Cys Ala Pro 

180 185 190 

atg aag age ate tec age age etc aag gag acc atg aac ccg cac gac 741 
Met Lys Ser He Ser Ser Ser Leu Lys Glu Thr Met Asn Pro His Asp 

195 200 205 

ate gtg cag gac gee ate cac aac ttc tea cct gec tac cag cag tac 789 
He Val Gin Asp Ala He His Asn Phe Ser Pro Ala Tyr Gin Gin Tyr 

210 215 220 

acg ctg cag tec acc ctg gag cct ggg ccc acc tgg cgt ggt ggc gee 837 
Thr Leu Gin Ser Thr Leu Glu Pro Gly Pro Thr Trp Arg Gly Gly Ala 

225 230 235 240 

cac ggc etc tec cgc tec cac age etc agt ggc gee cgc gac aac gag 885 
His Gly Leu Ser Arg Ser His Ser Leu Ser Gly Ala Arg Asp Asn Glu 
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245 



250 



255 



aag act etc ctg etc age tct gat gat gaa ttc taggtgcggg ctgcagtggc 938 
Lys Thr Leu Leu Leu Ser Ser Asp Asp Glu Phe 



ggaagtgctg gcgccatagc caeggtcagg ctgtgcccca cctccagcct caccaccagg 998 
ccaggaggca gctggcacag tgctcacgcc gectttattt attggaccag aaacactcac 1058 
atgtcacttc cagaggaacg ggggacagee aggctcgccc atgggccttc aggaatattt 1118 
atacatggee cagcctgcac tgcccgggcg agggcagagg acactgggag caaggcttat 1178 
gcccctgctg cccgtcctgt gctgggggca tgctgggacc agccgcaccc aggccccaat 1238 
gcttgtgtgt ggaccagegg ctgcagcctt ctagcccctc ctccccgcga gactctcagg 1298 
ctgaggtegg caagccgtgg ctcccccaca caccgtgcaa taccctgtct gacctgggct 1358 
cttcccgcct gcatccctcc cctgtccacc tttgtccagt gctagattca cctcaccccg 1418 
ggcaggagtg gggatgtggg cgctctgtgg tcctcccctc ctgacccagg cctctgtggc 1478 
atgctgcaag gatcagagee agacaccagg agtcacaggc cccacccagg aagggcattc 1538 
agggcccctg ggcaccgctt ctgttgaagc aggggcttct gggcccctgg gtatccccac 1598 
ctgtcgtggc cacacctctg cctgcctcat gccccttccc cctggcctac caaggacagc 1658 



260 



265 
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ccacagcccg cactgccggc tcacttgggt ccttcctcga tagctttggg cagagccctt 1718 



gcttcctggc tgcttcaggg ctcaggggct cccagccctc cttcccaggc tgatgctggg 1778 



tcctctctct ctttggggct tctccctccc gtttcagggg aaaggtctga gtctccacgt 1838 



ttcagaccag cttctggggg aaggcagtcc ggcagggaga ccgggagggg tggccacaca 1898 



gtggggagct gggaggtggg gggaatggtc ccagactcct ctcggggccc ctatccacac 1958 



agggcctggt gttctacccc atctggcccc tggcccatct cttctgtgcc ttagtcacat 2018 



atgaaagcgc ccctccctgg ctccccatct gtcccacacg ctccctgggg ctcttagttc 2078 



agctgctggc actcgcagga tcctgcagtg ctgggcccag agcccttgga caggcctcag 2138 



gagtggtcag gaccaccaag cccctcctct ccccctccac acctctagac ctggggcctc 2198 



cggaaccccc agcaggctgg gcttatacta gctcctgact taggaagagc ctcgtgtcac 2258 



aacacgtgtc cctacaggca aagtgtcctg gcatttaaaa cccagattat ccctgggttt 2318 



gggctgcagt cacctggaga agctggtagg gtaagggaga gggaccctgc cggtgttcac 2378 



tggggattct ttcttttggt ccttcctgga atgaacaggt tccctccctg ccacctgtga 2438 



ggagagttgg ggcccagccg tcttcctggc ctccttcctt tcctcgtggc agaggcctgc 2498 
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atgtgggtgc cagaggccag ctctccccct ccatcttggg ggggcggagc agttgggccc 2558 
aagctgcccg ggagggtggg tgcagacaca ggctgaggac cagccctggc cctgccccgc 2618 
catctgcttt caccaagctg tctctccacc gtggcttccc ttctccctcc aggccaaagt 2678 
gctgctgatt cccactccct tggttttcgc ctgcccagcg ttgctgtttg cgtggagggt 2738 
ggggggagct cagtggcagg gaatcagcgg tccgtggggt cgtggggacg ggaacatgtg 2798 
cccgaccgct ccatcccctc ctcctcctta ggatgcataa cctaccttgt cttttttttt 2858 
ttaaattttc tttccaggta gagtagctct ttgtacataa agaatacttg aaaaattaat 2918 
tgtatgatgt atgagaagac agagtctcct agttttgtat cttgttgtat gactgccatg 2978 
agttccacca gaaagccact ctattttggt ctctgtgaca ttttaaatgc gtgacagaag 3038 
tgagcaaata aagtgaggaa gaaatctata tatgagataa tatagattgt attgaaatct 3098 
c 3099 



<210> 112 
<211> 267 
<212> PRT 

<213> Homo sapiens 
<400> 112 
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11-194179 



Met Ser Glu He Arg Gly Lys Pro He Glu Ser Ser Cys Met Tyr Gly 

15 10 15 

Thr Cys Cys Leu Trp Gly Lys Thr Tyr Ser He Gly Phe Leu Arg Phe 

20 25 30 



Cys Lys Gin Ala Thr Leu Gin Phe Cys Val Val Lys Pro Leu Met Ala 

35 40 45 

Val Ser Thr Val Val Leu Gin Ala Phe Gly Lys Tyr Arg Asp Gly Asp 

50 55 60 

Phe Asp Val Thr Ser Gly Tyr Leu Tyr Val Thr He lie Cys Asn He 

65 70 75 80 

Ser Val Ser Leu Ala Leu Tyr Ala Leu Phe Leu Phe Tyr Phe Ala Thr 

85 90 95 

Arg Glu Leu Leu Ser Pro Tyr Ser Pro Val Leu Lys Phe Phe Met Val 
100 105 110 

Lys Ser Val He Phe Leu Ser Phe Trp Gin Gly Met Leu Leu Ala lie 

115 120 125 

Leu Glu Lys Cys Gly Ala He Pro Lys He His Ser Ala Arg Val Ser 

130 135 140 

Val Gly Glu Gly Thr Val Ala Ala Gly Tyr Gin Asp Phe He lie Cys 
145 150 155 160 
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Val Glu Met Phe Phe Ala Ala Leu Ala Leu Arg His Ala Phe Thr Tyr 

165 170 175 

Lys Val Tyr Ala Asp Lys Arg Leu Asp Ala Gin Gly Arg Cys Ala Pro 
180 185 190 



Met Lys Ser He Ser Ser Ser Leu Lys Glu Thr Met Asn Pro His Asp 

195 200 205 

He Val Gin Asp Ala He His Asn Phe Ser Pro Ala Tyr Gin Gin Tyr 

210 215 220 

Thr Leu Gin Ser Thr Leu Glu Pro Gly Pro Thr Trp Arg Gly Gly Ala 

225 230 235 240 

His Gly Leu Ser Arg Ser His Ser Leu Ser Gly Ala Arg Asp Asn Glu 

245 250 255 

Lys Thr Leu Leu Leu Ser Ser Asp Asp Glu Phe 

260 265 

<210> 113 

<211> 2563 

<212> DNA 

<213> Homo sapiens 

<220> 

4 7 5 ffi|E#2 0 0 0 - 3 0 6 2 5 2 2 
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<221> CDS 

<222> (31).. (2238) 

<400> 113 

gctggcggtt ccgttaggtc tgagggagcg atg gcg gta cgc gcg ttg aag ctg 54 

Met Ala Val Arg Ala Leu Lys Leu 
_ ■ — 1 5 " — — 

ctg acc aca ctg ctg get gtc gtg gec get gec tec caa gec gag gtc 102 
Leu Thr Thr Leu Leu Ala Val Val Ala Ala Ala Ser Gin Ala Glu Val 

10 15 20 

gag tec gag gca gga tgg ggc atg gtg acg cct gat ctg etc ttc gec 150 
Glu Ser Glu Ala Gly Trp Gly Met Val Thr Pro Asp Leu Leu Phe Ala 

25 30 35 40 

gag ggg acc gca gee tac gcg cgc ggg gac tgg ccc ggg gtg gtc ctg 198 
Glu Gly Thr Ala Ala Tyr Ala Arg Gly Asp Trp Pro Gly Val Val Leu 

45 50 55 

age atg gaa egg gcg ctg cgc tec egg gca gee etc cgc gee ctt cgc 246 
Ser Met Glu Arg Ala Leu Arg Ser Arg Ala Ala Leu Arg Ala Leu Arg 

60 65 70 

ctg cgc tgc cgc acc cag tgt gee gec gac ttc ccg tgg gag ctg gac 294 
Leu Arg Cys Arg Thr Gin Cys Ala Ala Asp Phe Pro Trp Glu Leu Asp 

75 80 85 

ccc gac tgg tec ccc age ccg gee cag gec teg ggc gee gec gee ctg 342 

4 7 6 2000-3062522 



11-19 4 17 



Pro Asp Trp Ser Pro Ser Pro Ala Gin Ala Ser Gly Ala Ala Ala Leu 

90 95 100 

cgc gac ctg age ttc ttc ggg ggc ctt ctg cgt cgc get gee tgc ctg 390 
Arg Asp Leu Ser Phe Phe Gly Gly Leu Leu Arg Arg Ala Ala Cys Leu 
105 110 115 120 



cgc cgc tgc etc ggg ccg ccg gee gec cac teg etc age gaa gag atg 438 
Arg Arg Cys Leu Gly Pro Pro Ala Ala His Ser Leu Ser Glu Glu Met 

125 130 135 

gag ctg gag ttc cgc aag egg age ccc tac aac tac ctg cag gtc gee 486 
Glu Leu Glu Phe Arg Lys Arg Ser Pro Tyr Asn Tyr Leu Gin Val Ala 

140 145 150 

tac ttc aag ate aac aag ttg gag aaa get gtt get gca gca cac ace 534 
Tyr Phe Lys He Asn Lys Leu Glu Lys Ala Val Ala Ala Ala His Thr 

155 160 165 

ttc ttc gtg ggc aat cct gag cac atg gaa atg cag cag aac eta gac 582 
Phe Phe Val Gly Asn Pro Glu His Met Glu Met Gin Gin Asn Leu Asp 
170 175 180 

tat tac caa acc atg tct gga gtg aag gag gee gac ttc aag gat ctt 630 
Tyr Tyr Gin Thr Met Ser Gly Val Lys Glu Ala Asp Phe Lys Asp Leu 

185 190 195 200 

gag act caa ccc cat atg caa gaa ttt cga ctg gga gtg cga etc tac 678 
Glu Thr Gin Pro His Met Gin Glu Phe Arg Leu Gly Val Arg Leu Tyr 
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205 



210 



215 



tea gag gaa cag cca cag gaa get gtg ccc cac eta gag gcg gcg ctg 726 
Ser Glu Glu Gin Pro Gin Glu Ala Val Pro His Leu Glu Ala Ala Leu 

220 225 230 



caa gaa tac ttt gtg gec tat gag gag tgc cgt gec etc tgc gaa ggg 774 
Gin Glu Tyr Phe Val Ala Tyr Glu Glu Cys Arg Ala Leu Cys Glu Gly 

235 240 245 

ccc tat gac tac gat ggc tac aac tac ctt gag tac aac get gac etc 822 
Pro Tyr Asp Tyr Asp Gly Tyr Asn Tyr Leu Glu Tyr Asn Ala Asp Leu 

250 255 260 

ttc cag gee ate aca gat cat tac ate cag gtc etc aac tgt aag cag 870 
Phe Gin Ala He Thr Asp His Tyr He Gin Val Leu Asn Cys Lys Gin 

265 270 275 280 

aac tgt gtc acg gag ctt get tec cac cca agt cga gag aag ccc ttt 918 
Asn Cys Val Thr Glu Leu Ala Ser His Pro Ser Arg Glu Lys Pro Phe 

285 290 295 

gaa gac ttc etc cca teg cat tat aat tat ctg cag ttt gec tac tat 966 
Glu Asp Phe Leu Pro Ser His Tyr Asn Tyr Leu Gin Phe Ala Tyr Tyr 

300 305 310 

aac att ggg aat tat aca cag get gtt gaa tgt gee aag ace tat ctt 1014 
Asn He Gly Asn Tyr Thr Gin Ala Val Glu Cys Ala Lys Thr Tyr Leu 

315 320 325 
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etc ttc ttc ccc aat gac gag gtg atg aac caa aat ttg gec tat tat 1062 
Leu Phe Phe Pro Asn Asp Glu Val Met Asn Gin Asn Leu Ala Tyr Tyr 

330 335 340 

gca get atg ctt gga gaa gaa cac acc aga tec ate ggc ccc cgt gag 1110 
Ala Ala Met Leu Gly Glu Glu His Thr Arg Ser He Gly Pro Arg Glu 

345 350 355 360 

agt gec aag gag tac cga cag cga age eta ctg gaa aaa gaa ctg ctt 1158 
Ser Ala Lys Glu Tyr Arg Gin Arg Ser Leu Leu Glu Lys Glu Leu Leu 

365 370 375 

ttc ttc get tat gat gtt ttt gga att ccc ttt gtg gat ccg gat tea 1206 
Phe Phe Ala Tyr Asp Val Phe Gly He Pro Phe Val Asp Pro Asp Ser 

380 385 390 

tgg act cca gaa gaa gtg att ccc aag aga ttg caa gag aaa cag aag 1254 
Trp Thr Pro Glu Glu Val He Pro Lys Arg Leu Gin Glu Lys Gin Lys 

395 400 405 

tea gaa egg gaa aca gec gta cgc ate tec cag gag att ggg aac ctt 1302 
Ser Glu Arg Glu Thr Ala Val Arg He Ser Gin Glu He Gly Asn Leu 

410 415 420 

atg aag gaa ate gag acc ctt gtg gaa gag aag acc aag gag tea ctg 1350 
Met Lys Glu He Glu Thr Leu Val Glu Glu Lys Thr Lys Glu Ser Leu 

425 430 435 440 
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gat gtg age aga ctg acc egg gaa ggt ggc ccc ctg ctg tat gaa ggc 1398 
Asp Val Ser Arg Leu Thr Arg Glu Gly Gly Pro Leu Leu Tyr Glu Gly 

445 450 455 

ate agt etc acc atg aac tec aaa etc ctg aat ggt tec cag egg gtg 1446 
lie Ser Leu Thr Met Asn Ser Lys Leu Leu Asn Gly Ser Gin Arg Val 

— 465 _ " 470 ~ — — 

gtg atg gac ggc gta ate tct gac cac gag tgt cag gag ctg cag aga 1494 
Val Met Asp Gly Val He Ser Asp His Glu Cys Gin Glu Leu Gin Arg 

475 480 485 

ctg acc aat gtg gca gca acc tea gga gat ggc tac egg ggt cag acc 1542 
Leu Thr Asn Val Ala Ala Thr Ser Gly Asp Gly Tyr Arg Gly Gin Thr 

490 495 500 

tec cca cat act ccc aat gaa aag ttc tat ggt gtc act gtc ttc aaa 1590 
Ser Pro His Thr Pro Asn Glu Lys Phe Tyr Gly Val Thr Val Phe Lys 

505 510 515 520 

gee etc aag ctg ggg caa gaa ggc aaa gtt cct ctg cag agt gee cac 1638 
Ala Leu Lys Leu Gly Gin Glu Gly Lys Val Pro Leu Gin Ser Ala His 

525 530 535 

ctg tac tac aac gtg acg gag aag gtg egg cgc ate atg gag tec tac 1686 
Leu Tyr Tyr Asn Val Thr Glu Lys Val Arg Arg He Met Glu Ser Tyr 

540 545 550 

ttc cgc ctg gat acg ccc etc tac ttt tec tac tct cat ctg gtg tgc 1734 

4 8 0 ffisiE# 2000-3062522 
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Phe Arg Leu Asp Thr Pro Leu Tyr Phe Ser Tyr Ser His Leu Val Cys 

555 560 565 

cgc act gcc ate gaa gag gtc cag gca gag agg aag gat gat agt cat 1782 
Arg Thr Ala He Glu Glu Val Gin Ala Glu Arg Lys Asp Asp Ser His 

570 575 580 



cca gtc cac gtg gac aac tgc ate ctg aat gcc gag ace etc gtg tgt 1830 
Pro Val His Val Asp Asn Cys He Leu Asn Ala Glu Thr Leu Val Cys 

585 590 595 600 

gtc aaa gag ccc cca gcc tac acc ttc cgc gac tac age gcc ate ctt 1878 
Val Lys Glu Pro Pro Ala Tyr Thr Phe Arg Asp Tyr Ser Ala He Leu 

605 610 615 

tac eta aat ggg gac ttc gat ggc gga aac ttt tat ttc act gaa ctg 1926 
Tyr Leu Asn Gly Asp Phe Asp Gly Gly Asn Phe Tyr Phe Thr Glu Leu 

620 625 630 

gat gcc aag acc gtg acg gca gag gtg cag cct cag tgt gga aga gcc 1974 
Asp Ala Lys Thr Val Thr Ala Glu Val Gin Pro Gin Cys Gly Arg Ala 

635 640 645 

gtg gga ttc tct tea ggc act gaa aac cca cat gga gtg aag get gtc 2022 
Val Gly Phe Ser Ser Gly Thr Glu Asn Pro His Gly Val Lys Ala Val 

650 655 660 

acc agg ggg cag cgc tgt gcc ate gcc ctg tgg ttc acc ctg gac cct 2070 
Thr Arg Gly Gin Arg Cys Ala He Ala Leu Trp Phe Thr Leu Asp Pro 
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665 



670 



675 



680 



cga cac age gag egg gac agg gtg cag gca gat gac ctg gtg aag atg 2118 
Arg His Ser Glu Arg Asp Arg Val Gin Ala Asp Asp Leu Val Lys Met 

685 690 695 



etc ttc age cca gaa gag atg gac etc tec cag gag cag ccc ctg gat 2166 
Leu Phe Ser Pro Glu Glu Met Asp Leu Ser Gin Glu Gin Pro Leu Asp 

700 705 710 

gee cag cag ggc ccc ccc gaa cct gca caa gag tct etc tea ggc agt 2214 
Ala Gin Gin Gly Pro Pro Glu Pro Ala Gin Glu Ser Leu Ser Gly Ser 

715 720 725 

gaa teg aag ccc aag gat gag eta tgacagcgtc caggtcagac ggatgggtga 2268 
Glu Ser Lys Pro Lys Asp Glu Leu 

730 735 

ctagacccat ggagaggaac tcttctgcac tctgagctgg ccagcccctc ggggctgcag 2328 

agcagtgagc ctacatctgc cactcagccg aggggaccct gctcacagcc ttctacatgg 2388 

tgetactget cttggagtgg acatgaccag acaccgcacc ccctggatct ggctgagggc 2448 

tcaggacaca ggcccagcca cccccagggg cctccacagg ccgctgcata acagegatae 2508 

agtacttaag tgtctgtgta gacaaccaaa gaataaatga ttcatggttt ttttt 2563 
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<210> 114 
<211> 736 
<212> PRT 

<213> Homo sapiens 
<400> 114 

Met Ala Val Arg Ala Leu Lys Leu Leu Thr Thr Leu Leu Ala Val Val 

15 10 15 

Ala Ala Ala Ser Gin Ala Glu Val Glu Ser Glu Ala Gly Trp Gly Met 

20 25 30 

Val Thr Pro Asp Leu Leu Phe Ala Glu Gly Thr Ala Ala Tyr Ala Arg 

35 40 45 

Gly Asp Trp Pro Gly Val Val Leu Ser Met Glu Arg Ala Leu Arg Ser 

50 55 60 

Arg Ala Ala Leu Arg Ala Leu Arg Leu Arg Cys Arg Thr Gin Cys Ala 

65 70 75 80 

Ala Asp Phe Pro Trp Glu Leu Asp Pro Asp Trp Ser Pro Ser Pro Ala 

85 90 95 

Gin Ala Ser Gly Ala Ala Ala Leu Arg Asp Leu Ser Phe Phe Gly Gly 

100 105 110 

Leu Leu Arg Arg Ala Ala Cys Leu Arg Arg Cys Leu Gly Pro Pro Ala 

115 120 125 
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Ala His Ser Leu Ser Glu Glu Met Glu Leu Glu Phe Arg Lys Arg Ser 

130 135 140 

Pro Tyr Asn Tyr Leu Gin Val Ala Tyr Phe Lys He Asn Lys Leu Glu 

145 150 155 160 



Lys Ala Val Ala Ala Ala His Thr Phe Phe Val Gly Asn Pro Glu His 

165 170 175 

Met Glu Met Gin Gin Asn Leu Asp Tyr Tyr Gin Thr Met Ser Gly Val 
180 185 190 

Lys Glu Ala Asp Phe Lys Asp Leu Glu Thr Gin Pro His Met Gin Glu 

195 200 205 

Phe Arg Leu Gly Val Arg Leu Tyr Ser Glu Glu Gin Pro Gin Glu Ala 

210 215 220 

Val Pro His Leu Glu Ala Ala Leu Gin Glu Tyr Phe Val Ala Tyr Glu 

225 230 235 240 

Glu Cys Arg Ala Leu Cys Glu Gly Pro Tyr Asp Tyr Asp Gly Tyr Asn 

245 250 255 

Tyr Leu Glu Tyr Asn Ala Asp Leu Phe Gin Ala He Thr Asp His Tyr 

260 265 270 

He Gin Val Leu Asn Cys Lys Gin Asn Cys Val Thr Glu Leu Ala Ser 
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275 280 285 

His Pro Ser Arg Glu Lys Pro Phe Glu Asp Phe Leu Pro Ser His Tyr 

290 295 300 

Asn Tyr Leu Gin Phe Ala Tyr Tyr Asn He Gly Asn Tyr Thr Gin Ala 
305 310 ~~ 315 ~~ 320 

Val Glu Cys Ala Lys Thr Tyr Leu Leu Phe Phe Pro Asn Asp Glu Val 

325 330 335 

Met Asn Gin Asn Leu Ala Tyr Tyr Ala Ala Met Leu Gly Glu Glu His 

340 345 350 

Thr Arg Ser He Gly Pro Arg Glu Ser Ala Lys Glu Tyr Arg Gin Arg 

355 360 365 

Ser Leu Leu Glu Lys Glu Leu Leu Phe Phe Ala Tyr Asp Val Phe Gly 

370 375 380 

He Pro Phe Val Asp Pro Asp Ser Trp Thr Pro Glu Glu Val He Pro 

385 390 395 400 

Lys Arg Leu Gin Glu Lys Gin Lys Ser Glu Arg Glu Thr Ala Val Arg 

405 410 415 

He Ser Gin Glu He Gly Asn Leu Met Lys Glu He Glu Thr Leu Val 

420 425 430 
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Glu Glu Lys Thr Lys Glu Ser Leu Asp Val Ser Arg Leu Thr Arg Glu 

435 440 445 

Gly Gly Pro Leu Leu Tyr Glu Gly He Ser Leu Thr Met Asn Ser Lys 
450 455 460 



Leu Leu Asn Gly Ser Gin Arg Val Val Met Asp Gly Val He Ser Asp 

465 470 475 480 

His Glu Cys Gin Glu Leu Gin Arg Leu Thr Asn Val Ala Ala Thr Ser 

485 490 495 

Gly Asp Gly Tyr Arg Gly Gin Thr Ser Pro His Thr Pro Asn Glu Lys 

500 505 510 

Phe Tyr Gly Val Thr Val Phe Lys Ala Leu Lys Leu Gly Gin Glu Gly 

515 520 525 

Lys Val Pro Leu Gin Ser Ala His Leu Tyr Tyr Asn Val Thr Glu Lys 

530 535 540 

Val Arg Arg He Met Glu Ser Tyr Phe Arg Leu Asp Thr Pro Leu Tyr 

545 550 555 560 

Phe Ser Tyr Ser His Leu Val Cys Arg Thr Ala He Glu Glu Val Gin 

565 570 575 

Ala Glu Arg Lys Asp Asp Ser His Pro Val His Val Asp Asn Cys He 

580 585 590 
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Leu Asn Ala Glu Thr Leu Val Cys Val Lys Glu Pro Pro Ala Tyr Thr 

595 600 605 

Phe Arg Asp Tyr Ser Ala He Leu Tyr Leu Asn Gly Asp Phe Asp Gly 

610 615 620 



Gly Asn Phe Tyr Phe Thr Glu Leu Asp Ala Lys Thr Val Thr Ala Glu 

625 630 635 640 

Val Gin Pro Gin Cys Gly Arg Ala Val Gly Phe Ser Ser Gly Thr Glu 

645 650 655 

Asn Pro His Gly Val Lys Ala Val Thr Arg Gly Gin Arg Cys Ala He 

660 665 670 

Ala Leu Trp Phe Thr Leu Asp Pro Arg His Ser Glu Arg Asp Arg Val 

675 680 685 

Gin Ala Asp Asp Leu Val Lys Met Leu Phe Ser Pro Glu Glu Met Asp 

690 695 700 

Leu Ser Gin Glu Gin Pro Leu Asp Ala Gin Gin Gly Pro Pro Glu Pro 

705 710 715 720 

Ala Gin Glu Ser Leu Ser Gly Ser Glu Ser Lys Pro Lys Asp Glu Leu 

725 730 735 
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© 

<210> 115 
<211> 2179 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> CDS — 
<222> (56).. (1087) 

<400> 115 

gcacttcagc ttcccccccc ccggcgccct ctggggctcc gagcccggcg ggacc atg 58 

Met 

1 

ttc acc age acc ggc tec agt ggg etc tac aag gcg cct ctg teg aag 106 
Phe Thr Ser Thr Gly Ser Ser Gly Leu Tyr Lys Ala Pro Leu Ser Lys 
5 10 15 

age ctt ctg ctg gtc ccc agt gee etc tec etc ctg etc gec etc etc 154 
Ser Leu Leu Leu Val Pro Ser Ala Leu Ser Leu Leu Leu Ala Leu Leu 

20 25 30 

ctg cct cac tgc cag aag etc ttt gtg tat gac ctt cac gca gtc aag 202 
Leu Pro His Cys Gin Lys Leu Phe Val Tyr Asp Leu His Ala Val Lys 

35 40 45 

aac gac ttc cag att tgg agg ttg ata tgt gga aga ata att tgc ctt 250 
Asn Asp Phe Gin lie Trp Arg Leu He Cys Gly Arg He He Cys Leu 

50 55 60 65 
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gat ttg aaa gat act ttc tgc agt agt ctg ctt att tat aat ttt agg 298 

Asp Leu Lys Asp Thr Phe Cys Ser Ser Leu Leu lie Tyr Asn Phe Arg 

70 75 80 

ata ttt gaa aga aga tat gga age aga aaa ttt gca tec ttt ttg ctg 346 

lie Phe Glu Arg Arg Tyr Gly Ser Arg Lys Phe Ala Ser Phe Leu Leu 

85 90 95 

ggt tec tgg gtt ttg tea gec tta ttt gac ttt etc etc att gaa get 394 

Gly Ser Trp Val Leu Ser Ala Leu Phe Asp Phe Leu Leu He Glu Ala 

100 105 110 

atg cag tat ttc ttt ggc ate act gca get agt aat ttg cct tct gga 442 

Met Gin Tyr Phe Phe Gly He Thr Ala Ala Ser Asn Leu Pro Ser Gly 

115 120 125 

ttc ctg gca cct gtg ttt get ctg ttt gta cca ttt tac tgc tec ata 490 

Phe Leu Ala Pro Val Phe Ala Leu Phe Val Pro Phe Tyr Cys Ser He 

130 135 140 145 

cca aga gtc caa gtg gca caa att ctg ggt ccg ttg tec ate aca aac 538 

Pro Arg Val Gin Val Ala Gin He Leu Gly Pro Leu Ser He Thr Asn 

150 155 160 

aag aca ttg att tat ata ttg gga ctg cag ctt ttc acc tct ggt tec 586 

Lys Thr Leu He Tyr lie Leu Gly Leu Gin Leu Phe Thr Ser Gly Ser 

165 170 175 
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tac ate tgg att gta gec ata agt gga ctt atg tec ggt ctg tgc tac 634 
Tyr He Trp He Val Ala lie Ser Gly Leu Met Ser Gly Leu Cys Tyr 
180 185 190 

gac age aaa atg ttc cag gtg cat cag gtg etc tgc ate ccc age tgg 682 
Asp Ser Lys Met Phe Gin Val His Gin Val Leu Cys He Pro Ser Trp 

195 200 205 

atg gca aaa ttc ttt tct tgg aca ctt gaa ccc ate ttc tct tct tea 730 
Met Ala Lys Phe Phe Ser Trp Thr Leu Glu Pro He Phe Ser Ser Ser 

210 215 220 225 

gaa ccc acc age gaa gee aga att ggg atg gga gee acg ctg gac ate 778 
Glu Pro Thr Ser Glu Ala Arg He Gly Met Gly Ala Thr Leu Asp He 

230 235 240 

cag aga cag cag aga atg gag ctg ctg gac egg cag ctg atg ttc tct 826 
Gin Arg Gin Gin Arg Met Glu Leu Leu Asp Arg Gin Leu Met Phe Ser 

245 250 255 

cag ttt gca caa ggg agg cga cag aga cag cag cag gga gga atg ate 874 
Gin Phe Ala Gin Gly Arg Arg Gin Arg Gin Gin Gin Gly Gly Met He 

260 265 270 

aat tgg aat cgt ctt ttt cct cct tta cgt cag cga caa aac gta aac 922 
Asn Trp Asn Arg Leu Phe Pro Pro Leu Arg Gin Arg Gin Asn Val Asn 

275 280 285 

tat cag ggc ggt egg cag tct gag cca gca gcg ccc cct eta gaa gtt 970 

4 9 0 ajfl$§ 2000-3062522 



#^ 11-19417 



Tyr Gin Gly Gly Arg Gin Ser Glu Pro Ala Ala Pro Pro Leu Glu Val 

290 295 300 305 

tct gag gaa cag gtc gcc egg etc atg gag atg gga ttt tec aga ggt 1018 

Ser Glu Glu Gin Val Ala Arg Leu Met Glu Met Gly Phe Ser Arg Gly 

310 315 320 



gat get ttg gaa gcc ctg aga get tea aac aat gac etc aat gtc gcc 1066 
Asp Ala Leu Glu Ala Leu Arg Ala Ser Asn Asn Asp Leu Asn Val Ala 

325 330 335 

acc aac ttc ctg ctg cag cac tgatagtccc aggccaacac tgggaccgga 1117 
Thr Asn Phe Leu Leu Gin His 

340 

ccggcagccg agtgacagtg cgtggtcccc accatcagat cagcccgggg accgagcatc 1177 
tctggtgctg atgttcttgt gggaagaggg aggttccacc gcacccctgc cctcaaccgc 1237 
aagactgttg ccgttttagt gtggagataa gtttgecatt acattagcat gtattttcta 1297 
tctatatttt ttattgggca ttttccctag gttggagagt cagcactcgt tttgaatgtg 1357 
tttaaaatgc attaaaatgg aagatttctg caggcagttg aatggcactc cagatgggga 1417 
attgctgtaa ccctcttact gtaacatgtc atctcctgcg tcgtgatggg gagagggtaa 1477 
tgttacttca caaaggacat gtcagatcct tcttcatgga cttttttagt tactgttttt 1537 

4 9 1 tfil£4# 2000-3062522 
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tctctcaaac ttgttttcga atctcctggg agtgagggag aaacagggag ctgaatcctc 1597 

ccccaagctg ttccaggcca gaggactctg cagtaccttc tcctacatct agtaacaaag 1657 

aatggtgata accatgcact ggttcaaggt tctggagttc tccatgaaac ttgggttaat 1717 

tttgctcaga gtatccggag ttagccacta ggctgcgggt gaaatgggat ggagtagaac 1777 

aacagcaggc ttcctggagc cacatgggct gactagggca ctctgtggct ggcctggcac 1837 

gggctcagcc caggaagagg agaaacgatc ccttgcctgc ccctccctgt ggcagggcta 1897 

actgcctggc cctcctggct cgcagccagc cagccccctg gcagcaggtt ctcctcaggg 1957 

cttgggtctt caacctgtgg cgacaggagg cagggcagac tgtggaggac aggatgcagg 2017 

tcagggagag ggaaggcagg ggtggaccgc catgagcatg aaaagacccg aagcaagttg 2077 

actcttgcaa tgtgcaactg ttatgttctg caaaatgagc aacgatgtat caaattgatg 2137 

caaatttaga tgttgatact tacaataaag tttttaatgt gt 2179 



<210> 116 
<211> 344 
<212> PRT 

<213> Homo sapiens 
<400> 116 



4 9 2 fflKE# 2000-3062522 



11-19417 




Met Phe Thr Ser Thr Gly Ser Ser Gly Leu Tyr Lys Ala Pro Leu Ser 

1 5 10 ' 15 

Lys Ser Leu Leu Leu Val Pro Ser Ala Leu Ser Leu Leu Leu Ala Leu 

20 25 30 

Leu Leu Pro His Cys Gin Lys Leu Phe Val Tyr Asp Leu His Ala Val 

35 40 45 

Lys Asn Asp Phe Gin lie Trp Arg Leu He Cys Gly Arg lie He Cys 

50 55 60 

Leu Asp Leu Lys Asp Thr Phe Cys Ser Ser Leu Leu He Tyr Asn Phe 

65 70 75 80 

Arg He Phe Glu Arg Arg Tyr Gly Ser Arg Lys Phe Ala Ser Phe Leu 

85 90 95 

Leu Gly Ser Trp Val Leu Ser Ala Leu Phe Asp Phe Leu Leu He Glu 

100 105 110 

Ala Met Gin Tyr Phe Phe Gly He Thr Ala Ala Ser Asn Leu Pro Ser 

115 120 125 



Gly Phe Leu Ala Pro Val Phe Ala Leu Phe Val Pro Phe Tyr Cys Ser 

130 135 140 

He Pro Arg Val Gin Val Ala Gin He Leu Gly Pro Leu Ser He Thr 

145 150 155 160 



4 9 3 
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i 

Asn Lys Thr Leu He Tyr He Leu Gly Leu Gin Leu Phe Thr Ser Gly 

165 170 175 

Ser Tyr He Trp He Val Ala lie Ser Gly Leu Met Ser Gly Leu Cys 
180 185 190 



Tyr Asp Ser Lys Met Phe Gin Val His Gin Val Leu Cys He Pro Ser 

195 200 205 

Trp Met Ala Lys Phe Phe Ser Trp Thr Leu Glu Pro He Phe Ser Ser 

210 215 220 

Ser Glu Pro Thr Ser Glu Ala Arg He Gly Met Gly Ala Thr Leu Asp 

225 230 235 240 

He Gin Arg Gin Gin Arg Met Glu Leu Leu Asp Arg Gin Leu Met Phe 

245 250 255 

Ser Gin Phe Ala Gin Gly Arg Arg Gin Arg Gin Gin Gin Gly Gly Met 

260 265 270 

He Asn Trp Asn Arg Leu Phe Pro Pro Leu Arg Gin Arg Gin Asn Val 

275 280 285 

Asn Tyr Gin Gly Gly Arg Gin Ser Glu Pro Ala Ala Pro Pro Leu Glu 

290 295 300 

Val Ser Glu Glu Gin Val Ala Arg Leu Met Glu Met Gly Phe Ser Arg 



4 9 4 



ffiSE^ 2000-3062522 



1 1-19417 




305 310 315 320 

Gly Asp Ala Leu Glu Ala Leu Arg Ala Ser Asn Asn Asp Leu Asn Val 

325 330 335 

Ala Thr Asn Phe Leu Leu Gin His 

340 ~ ~~ 

<210> 117 
<211> 3362 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (206).. (829) 

<400> 117 

cccgccgccc cggctgcgca cgcgacgccc cctccaggcc ccgctcctgc gccctatttg 60 

gtcattcggg gggcaagcgg cgggagggga aacgtgcgcg gccgaagggg aagcggagcc 120 

ggcgccggct gcgcagagga gccgctctcg ccgccgccac ctcggctggg agcccacgag 180 

gctgccgcat cctgccctcg gaaca atg gga etc ggc gcg cga ggt get tgg 232 

Met Gly Leu Gly Ala Arg Gly Ala Trp 
1 5 



4 9 5 



2000-3062522 
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\ 



11-194179 



gcc gcg ctg etc ctg ggg acg ctg cag gtg eta gcg ctg ctg ggg gee 280 

Ala Ala Leu Leu Leu Gly Thr Leu Gin Val Leu Ala Leu Leu Gly Ala 

10 15 20 25 

gcc cat gaa age gca gcc atg gcg gca tct gca aac ata gag aat tct 328 

Ala His Glu Ser Ala Ala Met Ala Ala Ser Ala Asn He Glu Asn Ser 

30 35 40 

ggg ctt cca cac aac tec agt get aac tea aca gag act etc caa cat 376 

Gly Leu Pro His Asn Ser Ser Ala Asn Ser Thr Glu Thr Leu Gin His 

45 50 55 

gtg cct tct gac cat aca aat gaa act tec aac agt act gtg aaa cca 424 

Val Pro Ser Asp His Thr Asn Glu Thr Ser Asn Ser Thr Val Lys Pro 

60 65 70 

cca act tea gtt gcc tea gac tec agt aat aca acg gtc acc acc atg 472 

Pro Thr Ser Val Ala Ser Asp Ser Ser Asn Thr Thr Val Thr Thr Met 

75 80 85 

aaa cct aca gcg gca tct aat aca aca aca cca ggg atg gtc tea aca 520 

Lys Pro Thr Ala Ala Ser Asn Thr Thr Thr Pro Gly Met Val Ser Thr 

90 95 100 105 

aat atg act tct acc acc tta aag tct aca ccc aaa aca aca agt gtt 568 

Asn Met Thr Ser Thr Thr Leu Lys Ser Thr Pro Lys Thr Thr Ser Val 
110 115 120 

tea cag aac aca tct cag ata tea aca tec aca atg acc gta acc cac 616 

4 9 6 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 



#3* 11 — 194179 ) 

Ser Gin Asn Thr Ser Gin lie Ser Thr Ser Thr Met Thr Val Thr His 

125 130 135 

aat agt tea gtg aca tct get get tea tea gta aca ate aca aca act 664 
Asn Ser Ser Val Thr Ser Ala Ala Ser Ser Val Thr lie Thr Thr Thr 
140 145 150 



atg cat tct gaa gca aag aaa gga tea aaa ttt gat act ggg age ttt 712 
Met His Ser Glu Ala Lys Lys Gly Ser Lys Phe Asp Thr Gly Ser Phe 

155 160 165 

gtt ggt ggt att gta tta acg ctg gga gtt tta tct att ctt tac att 760 
Val Gly Gly He Val Leu Thr Leu Gly Val Leu Ser He Leu Tyr He 

170 175 180 185 

gga tgc aaa atg tat tac tea aga aga ggc att egg tat cga acc ata 808 
Gly Cys Lys Met Tyr Tyr Ser Arg Arg Gly He Arg Tyr Arg Thr He 

190 195 200 

gat gaa cat gat gec ate att taaggaaatc catggaccaa ggatggaata 859 
Asp Glu His Asp Ala He He 

205 

cagattgatg ctgccctatc aattaatttt ggtttattaa tagtttaaaa caatattctc 919 
tttttgaaaa tagtataaac aggecatgea tataatgtac agtgtattac gtaaatatgt 979 
aaagattctt caaggtaaca agggtttggg ttttgaaata aacatctgga tcttatagac 1039 



4 9 7 
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11-194179 

i 

cgttcataca atggttttag caagttcata gtaagacaaa caagtcctat cttttttttt 1099 

ttggctgggg tgggggcatt ggtcacatat gaccagtaat tgaaagacgt catcactgaa 1159 

agacagaatg ccatctgggc atacaaataa gaagtttgtc acagcactca ggattttggg 1219 

tatcttttgt agctcacata aagaacttca gtgcttttca gagctggata tatcttaatt 1279 

actaatgcca cacagaaatt atacaatcaa actagatctg aagcataatt taagaaaaac 1339 

atcaacattt tttgtgcttt aaactgtagt agttggtcta gaaacaaaat actccaagaa 1399 

aaagaaaatt ttcaaataaa acccaaaata atagctttgc ttagccctgt tagggatcca 1459 

ttggagcatt aaggagcaca tatttttatt aacttctttt gagctttcaa tgttgatgta 1519 

atttttgttc tctgtgtaat ttaggtaaac tgcagtgttt aacataataa tgttttaaag 1579 

acttagttgt cagtattaaa taatcctggc attataggga aaaaacctcc tagaagttag 1639 

attatttgct actgtgagaa tattgtcacc actggaagtt actttagttc atttaatttt 1699 

aattttatat tttgtgaata ttttaagaac tgtagagctg ctttcaatat ctagaaattt 1759 

ttaattgagt gtaaacacac ctaactttaa gaaaaagaac cgcttgtatg attttcaaaa 1819 

gaacatttag aattctatag agtcaaaact atagcgtaat gctgtgttta ttaagccagg 1879 

gattgtggga cttcccccag gcaactaagc ctgcaggatg aaaatgctat attttctttc 1939 

4 9 8 mt£# 2000-3062522 



#^ 11-19417 




atgcactgtc gatattactc agatttgggg aaatgacatt tttatactaa aacaaacacc 1999 



aaaatatttt agaataaatt cttagaaagt tttgagagga atttttagag aggacatttc 2059 



ctccttcccg atttggatat tccctcaaat ccctcctctt actccatgct gaaggagaag 2119 



tactctcaga tgcattatgt taatggagag aaaaagcaca gtattgtaga gacaccaata 2179 



ttagctaatg tattttggag tgttttccat tttacagttt atattccagc actcaaaact 2239 



cagggtcaag ttttaacaaa agaggtatgt agtcacagta aatactaaga tggcatttct 2299 



atctcagagg gccaaagtga atcacaccag tttctgaagg tcctaaaaat agctcagatg 2359 



tcctaatgaa catgcaccta catttaatag gagtacaata aaactgttgt cagcttttgt 2419 
tttacagaga acgctagata ttaagaattt tgaaatggat catttctact tgctgtgcat 2479 



tttaaccaat aatctgatga atatagaaaa aaatgatcca aaatatggat atgattggat 2539 



gtatgtaaca catacatgga gtatggagga aattttctga aaaatacatt tagattagtt 2599 



tagtttgaag gagaggtggg ctgatggctg agttgtatgt tactaacttg gccctgactg 2659 



gttgtgcaac cattgcttca tttctttgca aaatgtagtt aagatatact ttattctaat 2719 



gaaggccttt taaatttgtc cactgcattc ttggtatttc actacttcaa gtcagtcaga 2779 



4 9 9 ftiSE4# 2000-3062522 



11-194179 

i 

acttcgtaga ccgacctgaa gtttcttttt gaatacttgt ttctttagca ctttgaagat 2839 
agaaaaacca ctttttaagt actaagtcat catttgcctt gaaagtttcc tctgcattgg 2899 
gtttgaagta gtttagttat gtctttttct ctgtatgtaa gtagtataat ttgttacttt 2959 



caaatacccg tactttgaat gtaggttttt ttgttgttgt tatctataaa aattgaggga 3019 

aatggttatg caaaaaaata ttttgctttg gaccatattt cttaagcata aaaaaaatgc 3079 

tcagttttgc ttgcattcct tgagaatgta tttatctgaa gatcaaaaca aacaatccag 3139 

atgtataagt actaggcaga agccaatttt aaaatttcct tgaataatcc atgaaaggaa 3199 

taattcaaat acagataaac agagttggca gtatattata gtgataattt tgtattttca 3259 

caaaaaaaaa gttaaactct tcttttcttt ttattataat gaccagcttt tggtatttca 3319 

ttgttaccaa gttctatttt tagaataaaa ttgttctcct tct 3362 



<210> 118 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 118 

Met Gly Leu Gly Ala Arg Gly Ala Trp Ala Ala Leu Leu Leu Gly Thr 

1 5 10 15 

5 0 0 ffif£# 2000-3062522 
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Leu Gin Val Leu Ala Leu Leu Gly Ala Ala His Glu Ser Ala Ala Met 

20 25 30 

Ala Ala Ser Ala Asn He Glu Asn Ser Gly Leu Pro His Asn Ser Ser 

35 40 45 

Ala Asn Ser Thr Glu Thr Leu Gin His Val Pro Ser Asp His Thr Asn 

50 55 60 

Glu Thr Ser Asn Ser Thr Val Lys Pro Pro Thr Ser Val Ala Ser Asp 

65 70 75 80 

Ser Ser Asn Thr Thr Val Thr Thr Met Lys Pro Thr Ala Ala Ser Asn 

85 90 95 

Thr Thr Thr Pro Gly Met Val Ser Thr Asn Met Thr Ser Thr Thr Leu 

100 105 110 

Lys Ser Thr Pro Lys Thr Thr Ser Val Ser Gin Asn Thr Ser Gin He 

115 120 125 

Ser Thr Ser Thr Met Thr Val Thr His Asn Ser Ser Val Thr Ser Ala 

130 135 140 

Ala Ser Ser Val Thr He Thr Thr Thr Met His Ser Glu Ala Lys Lys 
145 150 155 160 



Gly Ser Lys Phe Asp Thr Gly Ser Phe Val Gly Gly He Val Leu Thr 



5 0 1 
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11-194179 

165 170 175 

Leu Gly Val Leu Ser He Leu Tyr He Gly Cys Lys Met Tyr Tyr Ser 
180 185 190 

Arg Arg Gly He Arg Tyr Arg Thr He Asp Glu His Asp Ala He He 

195 200 205 

<210> 119 
<211> 3598 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (180).. (1226) 
<400> 119 

aggagacgct gcccttccgc agcgatggca tcccggctct gtggaggggc cctctggtat 60 

gtgtgtccct gtccttctgg ggcgtggatg gtgcctggga cccagctggc aaccagttga 120 

agacgttctc cttggaagct cttggccctg aggactttgc ctggggcatt ggccctgcc 179 

atg gcg ttc egg agg gec gag ggc acg tct atg ate cag gee ctg gee 227 
Met Ala Phe Arg Arg Ala Glu Gly Thr Ser Met He Gin Ala Leu Ala 
15 10 15 



5 0 2 
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atg acg gtg gcc gag ate ccc gtg ttc ctg tac acg acg ttt ggg cag 275 

Met Thr Val Ala Glu He Pro Val Phe Leu Tyr Thr Thr Phe Gly Gin 

20 25 30 

tct gca ttc tec cag eta egg ttg acg cca ggc ctg egg aaa gtc etc 323 

Ser Ala Phe Ser Gin Leu Arg Leu Thr Pro Gly Leu Arg Lys Val Leu 

35 40 45 

ttt gcc acg gcc ctg ggg act gtg gcc ctg gcc ctg get gcc cac cag 371 

Phe Ala Thr Ala Leu Gly Thr Val Ala Leu Ala Leu Ala Ala His Gin 

50 55 60 

ctg aag agg cga egg agg agg aag aag cag gtt ggt ccc gag atg gga 419 

Leu Lys Arg Arg Arg Arg Arg Lys Lys Gin Val Gly Pro Glu Met Gly 

65 70 75 80 

ggg gag cag ctg ggc acg gtg ccc etc cct ate etc ttg gcc agg aag 467 

Gly Glu Gin Leu Gly Thr Val Pro Leu Pro He Leu Leu Ala Arg Lys 

85 90 95 

gtc cct tea gtg aag aaa gga tac tec age egg aga gtc cag age ccc 515 

Val Pro Ser Val Lys Lys Gly Tyr Ser Ser Arg Arg Val Gin Ser Pro 
100 105 110 

age age aag age aac gac ace ctg agt ggc ate tct tec att gag ccc 563 

Ser Ser Lys Ser Asn Asp Thr Leu Ser Gly He Ser Ser He Glu Pro 

115 120 125 

age aag cac teg ggc tec tec cac agt gtg gcc teg atg atg gca gtg 611 

5 0 3 ffisl#2 0 0 0-3 0 6 2 5 2 2 



11-194179 



Ser Lys His Ser Gly Ser Ser His Ser Val Ala Ser Met Met Ala Val 

130 135 140 

aac tea tec age ccc aca gec gcg tgc teg gga eta tgg gat gee aga 659 

Asn Ser Ser Ser Pro Thr Ala Ala Cys Ser Gly Leu Trp Asp Ala Arg 

145 150 155 160 



ggg atg gag gag tct ctg acc acc age gac ggc aat gca gag age ctg 707 
Gly Met Glu Glu Ser Leu Thr Thr Ser Asp Gly Asn Ala Glu Ser Leu 

165 170 175 

tac atg caa ggc atg gag ctg ttt gag gaa get ctg cag aag tgg gag 755 
Tyr Met Gin Gly Met Glu Leu Phe Glu Glu Ala Leu Gin Lys Trp Glu 

180 185 190 

cag gca eta age gtg ggc cag egg ggg gac age ggc age acc ccc atg 803 
Gin Ala Leu Ser Val Gly Gin Arg Gly Asp Ser Gly Ser Thr Pro Met 

195 200 205 

ccc agg gac ggc etc egg aac cca gag act gca tea gag cca ctg tct 851 
Pro Arg Asp Gly Leu Arg Asn Pro Glu Thr Ala Ser Glu Pro Leu Ser 

210 215 220 

gag cca gag tea cag egg aag gag ttt gca gag aag ctg gag tec ctg 899 
Glu Pro Glu Ser Gin Arg Lys Glu Phe Ala Glu Lys Leu Glu Ser Leu 

225 230 235 240 

ctg cac cgt gee tac cac ctg cag gag gag ttc ggc tec acc ttc ccc 947 
Leu His Arg Ala Tyr His Leu Gin Glu Glu Phe Gly Ser Thr Phe Pro 

5 0 4 ^#2 0 0 0 - 3 0 6 2 5 2 2 
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245 



250 



255 



gca gac age atg ctg eta gac etc gag agg ace etc atg ctg ccc ctg 995 
Ala Asp Ser Met Leu Leu Asp Leu Glu Arg Thr Leu Met Leu Pro Leu 
260 265 270 



acc gag ggc teg ctg egg ctg egg gcg gac gat gag gac age ctg act 1043 
Thr Glu Gly Ser Leu Arg Leu Arg Ala Asp Asp Glu Asp Ser Leu Thr 

275 280 285 

tea gag gat tec ttc ttc tec gee acc gag etc ttt gag tec ctg cag 1091 
Ser Glu Asp Ser Phe Phe Ser Ala Thr Glu Leu Phe Glu Ser Leu Gin 

290 295 300 

act gga gat tac ccg ate cca etc tec aga ccc gee get gec tat gag 1139 
Thr Gly Asp Tyr Pro He Pro Leu Ser Arg Pro Ala Ala Ala Tyr Glu 

305 310 315 320 

gag gee ctg cag ctg gtg aag gag ggg aga gtg cct tgc egg acc etc 1187 
Glu Ala Leu Gin Leu Val Lys Glu Gly Arg Val Pro Cys Arg Thr Leu 

325 330 335 

aga gee cca aag get tec tgg aga get acg agg aga tgc tgagctatgc 1236 
Arg Ala Pro Lys Ala Ser Trp Arg Ala Thr Arg Arg Cys 

340 345 

cctgcggccc gagacctggg ccacaacacg gctggagctg gagggecgag gggecaagge 1296 
agagggagga atggcctcag ctacacccgt tgcacagcag agegggaaag acgtgtcccc 1356 



5 0 5 



2000-3062522 
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cccacgtgtg ctcatgccct ggaccccagc ttcagtctcc ccatctggaa agtggccccg 1416 



aggctccggc agtgccccca tgcatgagcc tcccgggggc accctctgta ggtggtatgc 1476 



atgagcttct tcgacatcgt gctggacttc atcctcatgg acgccttcga ggacctggag 1536 



aaccctccgg cctcggtgct cgccgtcctg cggaaccgct ggctgtcaga cagcttcaag 1596 



gagacggcct tggccactgc ttgctggtcg gtcctgaaag ccaagaggag gctgctgatg 1656 



gtgcctgatg gcttcatctc ccatttctac tccgtatcgg agcatgtgag ccctgtccta 1716 



gccttcggct tccttggacc caagcctcag cttgctgaag tctgtgcttt cttcaagcac 1776 



cagattgtgc agtacctgag ggacatgttc gacctggaca atgtgcgcta cacgtcactg 1836 



cccgcgctgg cagacgacat cctgcagctg tcccggcgcc gcagcgagat attgctgggg 1896 
tacctggggg tgcccgcggc cagcagcgca ggcgtgaatg gggcgctgcc ccgagagaat 1956 



gggcccctgg gggagctgca gtagaggcgg cacgggctgg ggggtggcag agagaaggct 2016 



cctcctccct tccctgggtt ggtatctgac agctgtggtg gctgagggcc gttgcccctg 2076 



actttgcccc acccccatca tctgggagtc cccaaggccc agaggggaca tttccatgga 2136 



gaagaacggt tcctggggga agcagaggcc aggaccagtg gggcctgtgg gagagaaagg 2196 



5 0 6 ffitEW 2000-3062522 



11-194179 

ctgtgagaga gggggttgtt gtggagaatt gggacaggca gagccaggat gccccaggtg 2256 

ggggacccca aaacctccca tcgctccagg gctgctgaca agggtgctgg gagggtggag 2316 

gtgaaggatg gggcctagag ccctgtggtg aaggtcacag tgtcctgagc tagaagccac 2376 

ctgtggctat atggtctcag catccagctg gcctgtcctg atgccctccc cacctcaacc 2436 

gccttctcag agagtttgca actccagaga aggagagtgg ggccacctta gtgggcagca 2496 

ggcctgggcc atccagagat ggggcagagg tgggcctccc actcctgtgc tctcttctga 2556 

gcaggaactg ggcccttgac agtgtccttt gacattccct cgccctacca aagatcgtct 2616 

tttctcctcc cacctctgtc accaccaaag acgggcggag gtggggctgg gccctcctgc 2676 

ccccgcccat cccccttcca tgagcccaga cctccctggg tggtgctagg ctctgagctg 2736 

ggggctcaga ccagggatcg ctcaggcccc tgtcacctgt gggcccgggg accacttggg 2796 

ggaggtcaga ggatgtatgt ggccggacca gcttccccac cttcattagg acaagaaact 2856 

gcccagcact ttgccttcag ttcaacgcac aaacgctcct ggggcctcat gggggcagag 2916 

cctcccctgg gcctgcagag agtcctgtta gcagcgacgt ccccccgccg cggggtcctg 2976 

tcagcccggc agtgtcttct cagtgtcttc acctgagcga gtgtctgtgg ccccaacgcg 3036 

ttctgctgtg gctctgccct ttccaggttg agaggcctgc aggagaaaca cactcccctc 3096 

5 0 7 tfi5E4# 2000-3062522 
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ctgggtttcc acactcagga ggtcagagga ctggctcctg tgaccagggc ccctctcccc 3156 
tgaatgggaa aggggtctgg ggatgggagg gcgcaccaca gagaggagat gatgctgggt 3216 
gtggcccatc ttctgtgggc cccttcccag acaccggatc catgggcact aacccgcctc 3276 



ccaggctgat gcccggaggc agcttcctgg gcaggagggt tccatgggca ctaacccacc 3336 

tcccaggctg atgcctggag gcagcctcca gggcaggaag gaccctgtgc tccccgcccc 3396 

ccatcctgac atcctgttct tttgcactta ccctgtgctg tgaatgtaac agtgggcctt 3456 

ggccccgccc actctgattt gcattttcat ttgtgtttgt ttacacatcc atgcactgcc 3516 

tgtagcagtc gattgtcaca gcttcgactt ttggatggta gagtgtgtgc actgactgtg 3576 

agtcgaataa acaattgaga eg 3598 



<210> 120 
<211> 349 
<212> PRT 

<213> Homo sapiens 

<400> 120 

Met Ala Phe Arg Arg Ala Glu Gly Thr Ser Met He Gin Ala Leu Ala 

15 10 15 



5 0 8 
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#^ 11-19 4 17 

Met Thr Val Ala Glu He Pro Val Phe Leu Tyr Thr Thr Phe Gly Gin 

20 25 30 

Ser Ala Phe Ser Gin Leu Arg Leu Thr Pro Gly Leu Arg Lys Val Leu 

35 40 45 



Phe Ala Thr Ala Leu Gly Thr Val Ala Leu Ala Leu Ala Ala His Gin 

50 55 60 

Leu Lys Arg Arg Arg Arg Arg Lys Lys Gin Val Gly Pro Glu Met Gly 

65 70 75 80 

Gly Glu Gin Leu Gly Thr Val Pro Leu Pro lie Leu Leu Ala Arg Lys 

85 90 95 

Val Pro Ser Val Lys Lys Gly Tyr Ser Ser Arg Arg Val Gin Ser Pro 
100 105 110 

Ser Ser Lys Ser Asn Asp Thr Leu Ser Gly He Ser Ser He Glu Pro 
115 120 125 

Ser Lys His Ser Gly Ser Ser His Ser Val Ala Ser Met Met Ala Val 
130 135 140 

Asn Ser Ser Ser Pro Thr Ala Ala Cys Ser Gly Leu Trp Asp Ala Arg 

145 150 155 160 

Gly Met Glu Glu Ser Leu Thr Thr Ser Asp Gly Asn Ala Glu Ser Leu 

165 170 175 



5 0 9 



ffiliE# 20 00-3062522 




11-194179 



Tyr Met Gin Gly Met Glu Leu Phe Glu Glu Ala Leu Gin Lys Trp Glu 

180 185 190 

Gin Ala Leu Ser Val Gly Gin Arg Gly Asp Ser Gly Ser Thr Pro Met 

195 200 205 



Pro Arg Asp Gly Leu Arg Asn Pro Glu Thr Ala Ser Glu Pro Leu Ser 

210 215 220 

Glu Pro Glu Ser Gin Arg Lys Glu Phe Ala Glu Lys Leu Glu Ser Leu 

225 230 235 240 

Leu His Arg Ala Tyr His Leu Gin Glu Glu Phe Gly Ser Thr Phe Pro 

245 250 255 

Ala Asp Ser Met Leu Leu Asp Leu Glu Arg Thr Leu Met Leu Pro Leu 

260 265 270 

Thr Glu Gly Ser Leu Arg Leu Arg Ala Asp Asp Glu Asp Ser Leu Thr 

275 280 285 

Ser Glu Asp Ser Phe Phe Ser Ala Thr Glu Leu Phe Glu Ser Leu Gin 

290 295 300 

Thr Gly Asp Tyr Pro He Pro Leu Ser Arg Pro Ala Ala Ala Tyr Glu 

305 310 315 320 

Glu Ala Leu Gin Leu Val Lys Glu Gly Arg Val Pro Cys Arg Thr Leu 



5 10 



■ffiSE# 2000-3062522 



1-19 4 17 



325 



330 



335 



Arg Ala Pro Lys Ala Ser Trp Arg Ala Thr Arg Arg Cys 

340 345 



<210> 121 

<211> 2451 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (60).. (1328) 

<400> 121 

tcatcacgga cgtggactac ctgcatcaca agtacccagg gacctccatc gtgtttgac 59 

atg age etc ace tac ate ttg gtg gca ctg gca get gtc etc ctg aac 107 
Met Ser Leu Thr Tyr He Leu Val Ala Leu Ala Ala Val Leu Leu Asn 
15 10 15 

aac gtc ctg gtg gag aga ctg acc ctg cac acc agg ate acc gca ggc 155 
Asn Val Leu Val Glu Arg Leu Thr Leu His Thr Arg He Thr Ala Gly 

20 25 30 

tac etc tta gee ttg ggc cct etc ctt ttt ate age ate tgc gac gtg 203 
Tyr Leu Leu Ala Leu Gly Pro Leu Leu Phe lie Ser He Cys Asp Val 

35 40 45 



5 11 



ffi$E4# 2000-3062522 




11-194179 



tgg ctg cag etc ttc tct egg gac cag gee tac gee ate aac ctg gee 251 

Trp Leu Gin Leu Phe Ser Arg Asp Gin Ala Tyr Ala He Asn Leu Ala 

50 55 60 

get gtg ggc acc gtg gec ttc ggc tgc aca gtg cag caa tec age ttc 299 

Ala Val Gly Thr Val Ala Phe Gly Cys Thr Val Gin Gin Ser Ser Phe 

65 70 75 80 



tac ggg tac acg ggg atg ctg ccc aag egg tac acg cag ggg gtg atg 347 
Tyr Gly Tyr Thr Gly Met Leu Pro Lys Arg Tyr Thr Gin Gly Val Met 

85 90 95 



acc ggg gag age acg gcg ggc gtg atg ate tct ctg age cgc ate etc 395 

Thr Gly Glu Ser Thr Ala Gly Val Met He Ser Leu Ser Arg lie Leu 
100 105 110 

acg aag ctg ctg ctg ccc gac gag cgc gee age acg etc ate ttc ttc 443 

Thr Lys Leu Leu Leu Pro Asp Glu Arg Ala Ser Thr Leu lie Phe Phe 

115 120 125 



ctg gtg teg gtg gcg ctg gag ctg ctg tgt ttc ctg ctg cac ctg tta 491 
Leu Val Ser Val Ala Leu Glu Leu Leu Cys Phe Leu Leu His Leu Leu 

130 135 140 



gtg egg cgc age cgc ttc gtg etc ttc cat acc aca egg ccg cgt gac 539 
Val Arg Arg Ser Arg Phe Val Leu Phe His Thr Thr Arg Pro Arg Asp 

145 150 155 160 



5 12 



£&3£4# 2000-3062522 



11-194179 




age cac egg ggc agg cca ggc ctg ggc agg ggc tat ggc tac cgc gtg 587 

Ser His Arg Gly Arg Pro Gly Leu Gly Arg Gly Tyr Gly Tyr Arg Val 

165 170 175 

cac cac gac gtt gtc gec ggg gac gtc cac ttc gag cac cca gec ccg 635 

His His Asp Val Val Ala Gly Asp Val His Phe Glu His Pro Ala Pro 

180 185 190 

gec ctg gec ccc aac gag tec cca aag gac age cca gec cac gag gtg 683 

Ala Leu Ala Pro Asn Glu Ser Pro Lys Asp Ser Pro Ala His Glu Val 

195 200 205 



acc ggc age ggt ggg gec tac atg cgc ttt gat gtg ccg egg cca agg 731 
Thr Gly Ser Gly Gly Ala Tyr Met Arg Phe Asp Val Pro Arg Pro Arg 

210 215 220 



gtc cag cgc age tgg ccc acc ttc aga gee ctg tta ctg cac cgc tac 779 

Val Gin Arg Ser Trp Pro Thr Phe Arg Ala Leu Leu Leu His Arg Tyr 

225 230 235 240 

gtg gtg gcg egg gtg ate tgg gec gac atg etc tec ate gec gtg acc 827 

Val Val Ala Arg Val He Trp Ala Asp Met Leu Ser lie Ala Val Thr 

245 250 255 

tac ttc ate acg ctg tgc ctg ttc ccc ggc etc gag tct gag ate cgc 875 

Tyr Phe lie Thr Leu Cys Leu Phe Pro Gly Leu Glu Ser Glu He Arg 

260 265 270 



cac tgc ate ctg ggc gag tgg ctg ccc ate etc ate atg get gtg ttc 923 



5 13 



ffisE# 2000-3062522 




#^ 11-194179 



His Cys He Leu Gly Glu Trp Leu Pro lie Leu He Met Ala Val Phe 

275 280 285 

aac ctg tea gac ttc gtg ggc aag ate ctg gca gec ctg ccc gtg gac 971 

Asn Leu Ser Asp Phe Val Gly Lys He Leu Ala Ala Leu Pro Val Asp 

290 295 300 



tgg egg ggc acc cac ctg ctg gec tgc tec tgc ctg cgt gtg gtc ttc 1019 
Trp Arg Gly Thr His Leu Leu Ala Cys Ser Cys Leu Arg Val Val Phe 

305 310 315 320 

ate ccc etc ttc ate ctg tgc gtc tac ccc age ggc atg ccc gec etc 1067 
He Pro Leu Phe He Leu Cys Val Tyr Pro Ser Gly Met Pro Ala Leu 

325 330 335 

cgt cac ccc gec tgg ccc tgc ate ttc tea ctg etc atg ggc ate age 1115 
Arg His Pro Ala Trp Pro Cys He Phe Ser Leu Leu Met Gly He Ser 

340 345 350 

aac ggc tac ttc ggc age gtg ccc atg ate ctg gcg gca ggc aaa gtg 1163 
Asn Gly Tyr Phe Gly Ser Val Pro Met lie Leu Ala Ala Gly Lys Val 

355 360 365 

age ccc aag cag egg gag ctg gca ggg aac acc atg acc gtg tec tac 1211 
Ser Pro Lys Gin Arg Glu Leu Ala Gly Asn Thr Met Thr Val Ser Tyr 

370 375 380 

atg tea ggg ctg acg ctg ggg tec gec gtg gee tac tgc acc tac age 1259 
Met Ser Gly Leu Thr Leu Gly Ser Ala Val Ala Tyr Cys Thr Tyr Ser 
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385 390 395 400 

etc acc cgc gac get cac ggc age tgc ctg cac gec tec ace gee aat 1307 
Leu Thr Arg Asp Ala His Gly Ser Cys Leu His Ala Ser Thr Ala Asn 
405 410 415 

ggt tec ate etc gca ggc etc tgagccagcc ccgcccactg ccagggacgc 1358 
Gly Ser He Leu Ala Gly Leu 

420 

egagggectg accaggggcc ccgaggcctg agggcccctc ccctgtcccc acctcagtgc 1418 

ctgcggggcc ctgagcctcc ccctgtgcca gcagccccac tcccttaggg tccagccatg 1478 

ccccaccctg gactgaagtt ctgcaaagtc ctccgaggac eggaacaegt ttctgcgacc 1538 

eggggctctg gccagcactg tgttctgcgt ttggtctcat acctgcgtct accttccatc 1598 

tgtgtccagc ggccccggct ccagcccagc cagcactctg cagggtcaca cgcaccgtgt 1658 

ccccacccag gacagcagac acccgccaga gtgtgcgcgc ccagtgactg caccccggcc 1718 

ctcatcaccc accggcactg ateggggcac cgcctggccc agcctccacc agggacccct 1778 

cctcatgaac tctggagccc tgagaggaga ggggcagccc cccaccttgt caccctcagg 1838 

gcttcccctt ctgtcctcat tcttagagac tgcttctccc aaacataacg cgttagccat 1898 

gaaggagtcg gagccctggg tccgaatgga cccgcctgcg gtctgeatea gcctctggga 1958 

5 15 ffiSEW 2000-3062522 



11 — 194179 



aaccacagca gtgatgccag ctgggcacgt caggacctcc ccacacaccc acacgatgcc 2018 
acaggtcagg gggctgtgcc tgactaggga gccctcccat tgccttcctg gcccgggata 2078 
gaagagggga ggtaagtctg ggggctacga agccgggccc ccacaccctg gctgaagtca 2138 



gcttgaccta ggtcttgacc ctcatccagc aagggactcg acagacccaa gggtccctgg 2198 
aacgtaggga ggggctgggg gtcactccag cccgggcctc ccagaacacc aggcccgtgt 2258 
gggtggcacc ctgaggtcag gggatcctaa gggtgtcctt ccagagacgg tgtttccagg 2318 
gggaggaccg cccccgcttc cagatccccg gccccggctg tgactgccct gtttcacccc 2378 
tgctgtgtcc catcccccgt ctgtccacta actgtaccgc accggccatt aaaagatgaa 2438 
ggcagaccgc tgc 2451 

<210> 122 
<211> 423 
<212> PRT 

<213> Homo sapiens 

<400> 122 

Met Ser Leu Thr Tyr He Leu Val Ala Leu Ala Ala Val Leu Leu Asn 

15 10 15 

5 16 ffi$E# 2000-3062 5 22 



#^ 11-194179 

Asn Val Leu Val Glu Arg Leu Thr Leu His Thr Arg lie Thr Ala Gly 

20 25 30 

Tyr Leu Leu Ala Leu Gly Pro Leu Leu Phe He Ser He Cys Asp Val 
35 40 45 



Trp Leu Gin Leu Phe Ser Arg Asp Gin Ala Tyr Ala He Asn Leu Ala 

50 55 60 

Ala Val Gly Thr Val Ala Phe Gly Cys Thr Val Gin Gin Ser Ser Phe 

65 70 75 80 

Tyr Gly Tyr Thr Gly Met Leu Pro Lys Arg Tyr Thr Gin Gly Val Met 

85 90 95 

Thr Gly Glu Ser Thr Ala Gly Val Met He Ser Leu Ser Arg He Leu 
100 105 110 

Thr Lys Leu Leu Leu Pro Asp Glu Arg Ala Ser Thr Leu He Phe Phe 

115 120 125 

Leu Val Ser Val Ala Leu Glu Leu Leu Cys Phe Leu Leu His Leu Leu 

130 135 140 

Val Arg Arg Ser Arg Phe Val Leu Phe His Thr Thr Arg Pro Arg Asp 

145 150 155 160 

Ser His Arg Gly Arg Pro Gly Leu Gly Arg Gly Tyr Gly Tyr Arg Val 
165 170 175 



5 17 
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#^ 11—194179 



His His Asp Val Val Ala Gly Asp Val His Phe Glu His Pro Ala Pro 

180 185 190 

Ala Leu Ala Pro Asn Glu Ser Pro Lys Asp Ser Pro Ala His Glu Val 

195 200 205 



Thr Gly Ser Gly Gly Ala Tyr Met Arg Phe Asp Val Pro Arg Pro Arg 

210 215 220 

Val Gin Arg Ser Trp Pro Thr Phe Arg Ala Leu Leu Leu His Arg Tyr 

225 230 235 240 

Val Val Ala Arg Val He Trp Ala Asp Met Leu Ser He Ala Val Thr 

245 250 255 

Tyr Phe lie Thr Leu Cys Leu Phe Pro Gly Leu Glu Ser Glu He Arg 

260 265 270 

His Cys He Leu Gly Glu Trp Leu Pro He Leu He Met Ala Val Phe 

275 280 285 

Asn Leu Ser Asp Phe Val Gly Lys He Leu Ala Ala Leu Pro Val Asp 

290 295 300 

Trp Arg Gly Thr His Leu Leu Ala Cys Ser Cys Leu Arg Val Val Phe 

305 310 315 320 

He Pro Leu Phe He Leu Cys Val Tyr Pro Ser Gly Met Pro Ala Leu 



5 1 8 



2000-3062522 



#^ 11-19417 



325 330 335 

Arg His Pro Ala Trp Pro Cys He Phe Ser Leu Leu Met Gly He Ser 

340 345 350 

Asn Gly Tyr Phe Gly Ser Val Pro Met He Leu Ala Ala Gly Lys Val 
355 360 ~"~ ~*™~~ 365 — — 

Ser Pro Lys Gin Arg Glu Leu Ala Gly Asn Thr Met Thr Val Ser Tyr 

370 375 380 

Met Ser Gly Leu Thr Leu Gly Ser Ala Val Ala Tyr Cys Thr Tyr Ser 

385 390 395 400 

Leu Thr Arg Asp Ala His Gly Ser Cys Leu His Ala Ser Thr Ala Asn 
405 410 415 

Gly Ser He Leu Ala Gly Leu 

420 



<210> 123 

<211> 2518 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (29).. (1693) 
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<400> 123 

acggtggccg gagcagccgg aagctagc atg gcg gcc gcc ggg get gcg get 52 

Met Ala Ala Ala Gly Ala Ala Ala 
1 5 



aca cac eta gag gtg gcc egg ggc aag cgc gcc gcc etc ttc ttc get 100 
Thr His Leu Glu Val Ala Arg Gly Lys Arg Ala Ala Leu Phe Phe Ala 

10 15 20 

gcg gtg gcc ate gtg ctg ggg eta ccg etc tgg tgg aag acc acg gag 148 
Ala Val Ala He Val Leu Gly Leu Pro Leu Trp Trp Lys Thr Thr Glu 

25 30 35 40 

acc tac egg gcc teg ttg cct tac tec cag ate agt ggc ctg aat gcc 196 
Thr Tyr Arg Ala Ser Leu Pro Tyr Ser Gin He Ser Gly Leu Asn Ala 

45 50 55 

ctt cag etc cgc etc atg gtg cct gtc act gtc gtg ttt acg egg gag 244 
Leu Gin Leu Arg Leu Met Val Pro Val Thr Val Val Phe Thr Arg Glu 

60 65 70 

tea gtg ccc ctg gac gac cag gag aag ctg ccc ttc acc gtt gtg cat 292 
Ser Val Pro Leu Asp Asp Gin Glu Lys Leu Pro Phe Thr Val Val His 

75 80 85 

gaa aga gag at t cct ctg aaa tac aaa atg aaa ate aaa tgc cgt ttc 340 
Glu Arg Glu He Pro Leu Lys Tyr Lys Met Lys He Lys Cys Arg Phe 

90 95 100 

5 2 0 fflSEff 2 0. 00-3062522 



1 1 - 1 9 4 1 7 



cag aag gcc tat egg agg get ttg gac cat gag gag gag gee ctg tea 388 
Gin Lys Ala Tyr Arg Arg Ala Leu Asp His Glu Glu Glu Ala Leu Ser 
105 110 115 120 

teg ggc agt gtg caa gag gca gaa gcc atg tta gat gag cct cag gaa 436 
Ser Gly Ser Val Gin Glu Ala Glu Ala Met Leu Asp Glu Pro Gin Glu 

125 130 135 

caa gcg gag ggc tec ctg act gtg tac gtg ata tct gaa cac tec tea 484 

Gin Ala Glu Gly Ser Leu Thr Val Tyr Val He Ser Glu His Ser Ser 
140 145 150 

ctt ctt ccc cag gac atg atg age tac att ggg ccc aag agg aca gca 532 

Leu Leu Pro Gin Asp Met Met Ser Tyr He Gly Pro Lys Arg Thr Ala 

155 160 165 

gtg gtg egg ggg ata atg cac egg gag gcc ttt aac ate att ggc cgc 580 

Val Val Arg Gly He Met His Arg Glu Ala Phe Asn He He Gly Arg 

170 175 180 

cgc ata gtc cag gtg gcc cag gcc atg tct ttg act gag gat gtg ctt 628 

Arg He Val Gin Val Ala Gin Ala Met Ser Leu Thr Glu Asp Val Leu 

185 190 195 200 

get get get ctg get gac cac ctt cca gag gac aag tgg age get gag 676 

Ala Ala Ala Leu Ala Asp His Leu Pro Glu Asp Lys Trp Ser Ala Glu 

205 210 215 



5 2 1 
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aag agg egg cct etc aag tec age ttg ggc tat gag ate ace ttc agt 724 

Lys Arg Arg Pro Leu Lys Ser Ser Leu Gly Tyr Glu He Thr Phe Ser 

220 225 230 

tta etc aac cca gac ccc aag tec cat gat gtc tac tgg gac att gag 772 

Leu Leu Asn Pro Asp Pro Lys Ser His Asp Val Tyr Trp Asp He Glu 

235 240 245 

ggg get gtc egg cgc tat gtg caa cct tec ctg aat gee etc ggt gee 820 

Gly Ala Val Arg Arg Tyr Val Gin Pro Ser Leu Asn Ala Leu Gly Ala 

250 255 260 



get ggc aac ttc tct 
Ala Gly Asn Phe Ser 

265 



gtg gac tct 
Val Asp Ser 

270 



cag att ctt tac tat 
Gin lie Leu Tyr Tyr 

275 



gca atg ttg 868 
Ala Met Leu 

280 



ggg gtg aat ccc cgc ttt gac tea get tec tec age tac tat ttg gac 916 
Gly Val Asn Pro Arg Phe Asp Ser Ala Ser Ser Ser Tyr Tyr Leu Asp 

285 290 295 

atg cac age etc ccc cat gtc ate aac cca gtg gag tec egg ctg gga 964 
Met His Ser Leu Pro His Val He Asn Pro Val Glu Ser Arg Leu Gly 

300 305 310 

tec agt get gee tec ttg tac cct gtg etc aac ttt eta etc tac gtg 1012 
Ser Ser Ala Ala Ser Leu Tyr Pro Val Leu Asn Phe Leu Leu Tyr Val 

315 320 325 

cct gag ctt gca cac tea ccg ctg tac att cag gac aag gat ggc get 1060 



5 2 2 
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Pro Glu Leu Ala His Ser Pro Leu Tyr He Gin Asp Lys Asp Gly Ala 

330 335 340 

cca gtg gcc acc aat gcc ttc cat agt ccc cgc tgg ggt ggc att atg 1108 

Pro Val Ala Thr Asn Ala Phe His Ser Pro Arg Trp Gly Gly He Met 

345 350 355 360 



gta tat aat gtt gac tec aaa acc tat aat gcc tea gtg ctg cca gtg 1156 

Val Tyr Asn Val Asp Ser Lys Thr Tyr Asn Ala Ser Val Leu Pro Val 

365 370 375 

aga gtc gag gtg gac atg gtg cga gtg atg gag gtg ttc ctg gca cag 1204 

Arg Val Glu Val Asp Met Val Arg Val Met Glu Val Phe Leu Ala Gin 

380 385 390 

ttg egg ttg etc ttt ggg att get cag ccc cag ctg cct cca aaa tgc 1252 

Leu Arg Leu Leu Phe Gly He Ala Gin Pro Gin Leu Pro Pro Lys Cys 

395 400 405 

ctg ctt tea ggg cct acg agt gaa ggg eta atg acc tgg gag eta gac 1300 

Leu Leu Ser Gly Pro Thr Ser Glu Gly Leu Met Thr Trp Glu Leu Asp 

410 415 420 

egg ctg etc tgg get egg tea gtg gag aac ctg gcc aca gcc acc acc 1348 

Arg Leu Leu Trp Ala Arg Ser Val Glu Asn Leu Ala Thr Ala Thr Thr 

425 430 435 440 

acc ctt acc tec ctg gcg cag ctt ctg ggc aag ate age aac att gtc 1396 

Thr Leu Thr Ser Leu Ala Gin Leu Leu Gly Lys He Ser Asn He Val 

5 2 3 tfJSE4# 2000-3062522 



11-194179 



445 450 455 

att aag gac gac gtg gca tct gag gtg tac aag get gta get gee gtc 1444 

lie Lys Asp Asp Val Ala Ser Glu Val Tyr Lys Ala Val Ala Ala Val 
460 465 470 



cag aag teg gca gaa gag ttg gcg tct ggg cac ctg gca tct gec ttt 1492 
Gin Lys Ser Ala Glu Glu Leu Ala Ser Gly His Leu Ala Ser Ala Phe 

475 480 485 

gtc gec age cag gaa get gtg aca tec tct gag ctt gee ttc ttt gac 1540 
Val Ala Ser Gin Glu Ala Val Thr Ser Ser Glu Leu Ala Phe Phe Asp 

490 495 500 

ccg tea etc etc cac etc ctt tat ttc cct gat tac cag aag ttt gee 1588 
Pro Ser Leu Leu His Leu Leu Tyr Phe Pro Asp Tyr Gin Lys Phe Ala 

505 510 515 520 

ate tac ate cca etc ttc ctg cct atg get gtg ccc ate etc ctg tec 1636 
He Tyr He Pro Leu Phe Leu Pro Met Ala Val Pro He Leu Leu Ser 

525 530 535 

ctg gtc aag ate ttc ctg gag ace cgc aag tec tgg aga aag cct gag 1684 
Leu Val Lys lie Phe Leu Glu Thr Arg Lys Ser Trp Arg Lys Pro Glu 

540 545 550 

aag aca gac tgagcagggc agcacctcca taggaagect tcctttctgg 1733 
Lys Thr Asp 

555 

5 2 4 ailiE# 2000-3062522 



11 — 19 4 1 



7 



ccaaggtggg cggtgttaga ttgtgaggca cgtacatggg gcctgccgga atgacttaaa 1793 
tatttgtctc cagtctccac tgttggctct ccagcaacca aagtacaaca ctccaagatg 1853 
ggttcatctt ttcttccttt cccattcacc tggctcaatc ctcctccacc accaggggcc 1913 



tcaaaaggca catcatccgg gtctccttat cttgtttgat aaggctgctg cctgtctccc 1973 
tctgtggcaa ggactgtttg ttcttttgcc ccatttctca acatagcaca cttgtgcact 2033 
gagaggaggg agcattatgg gaaagtccct gccttccaca cctctctcta gtccctgtgg 2093 
gacagcccta gcccctgctg tcatgaaggg gccaggcatt ggtcacctgt gggaccttct 2153 
ccctcactcc cctccctcct agttggcttt gtctgtcagg tgcagtctgg cgggagtcca 2213 
ggaggcagca gctcaggaca tggtgctgtg tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg 2273 
tgtgtcagag gttccagaaa gttccagatt tggaatcaaa cagtcctgaa ttcaaatcct 2333 
tgtttttgca cttattgtct ggagagcttt ggataaggta ttgaatctct ctgagcctca 2393 
gtttttcatt tgttcaaatg gcactgatga tgtctccctt acaagatggt tgtgaggagt 2453 
aaatgtgatc agcatgtaaa gtgtctggcg tgtagtaggc tcttaataaa cactggctga 2513 



atatg 



2518 



5 2 5 
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<210> 124 
<211> 555 
<212> PRT 

<213> Homo sapiens 



<400> 124 

Met Ala Ala Ala Gly Ala Ala Ala Thr His Leu Glu Val Ala Arg Gly 

15 10 15 

Lys Arg Ala Ala Leu Phe Phe Ala Ala Val Ala He Val Leu Gly Leu 

20 25 30 

Pro Leu Trp Trp Lys Thr Thr Glu Thr Tyr Arg Ala Ser Leu Pro Tyr 

35 40 45 

Ser Gin He Ser Gly Leu Asn Ala Leu Gin Leu Arg Leu Met Val Pro 

50 55 60 

Val Thr Val Val Phe Thr Arg Glu Ser Val Pro Leu Asp Asp Gin Glu 

65 70 75 80 

Lys Leu Pro Phe Thr Val Val His Glu Arg Glu lie Pro Leu Lys Tyr 

85 90 95 

Lys Met Lys He Lys Cys Arg Phe Gin Lys Ala Tyr Arg Arg Ala Leu 
100 105 110 

Asp His Glu Glu Glu Ala Leu Ser Ser Gly Ser Val Gin Glu Ala Glu 

5 2 6 miE4#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 
115 120 125 

Ala Met Leu Asp Glu Pro Gin Glu Gin Ala Glu Gly Ser Leu Thr Val 

130 135 140 

Tyr Val lie Ser Glu His Ser Ser Leu Leu Pro Gin Asp Met Met Ser 

TE iio lis — 160 

Tyr He Gly Pro Lys Arg Thr Ala Val Val Arg Gly He Met His Arg 
165 170 175 

Glu Ala Phe Asn He He Gly Arg Arg He Val Gin Val Ala Gin Ala 

180 185 190 

Met Ser Leu Thr Glu Asp Val Leu Ala Ala Ala Leu Ala Asp His Leu 

195 200 205 

Pro Glu Asp Lys Trp Ser Ala Glu Lys Arg Arg Pro Leu Lys Ser Ser 

210 215 220 

Leu Gly Tyr Glu lie Thr Phe Ser Leu Leu Asn Pro Asp Pro Lys Ser 

225 230 235 240 

His Asp Val Tyr Trp Asp He Glu Gly Ala Val Arg Arg Tyr Val Gin 

245 250 255 

Pro Ser Leu Asn Ala Leu Gly Ala Ala Gly Asn Phe Ser Val Asp Ser 

260 265 270 



5 2 7 ffi$E#2 0 0 0 - 3 0 6 2 5 2 2 
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Gin He Leu Tyr Tyr Ala Met Leu Gly Val Asn Pro Arg Phe Asp Ser 

275 280 285 

Ala Ser Ser Ser Tyr Tyr Leu Asp Met His Ser Leu Pro His Val lie 

290 295 300 



Asn Pro Val Glu Ser Arg Leu Gly Ser Ser Ala Ala Ser Leu Tyr Pro 

305 310 315 320 

Val Leu Asn Phe Leu Leu Tyr Val Pro Glu Leu Ala His Ser Pro Leu 

325 330 335 

Tyr lie Gin Asp Lys Asp Gly Ala Pro Val Ala Thr Asn Ala Phe His 

340 345 350 

Ser Pro Arg Trp Gly Gly He Met Val Tyr Asn Val Asp Ser Lys Thr 

355 360 365 

Tyr Asn Ala Ser Val Leu Pro Val Arg Val Glu Val Asp Met Val Arg 

370 375 380 

Val Met Glu Val Phe Leu Ala Gin Leu Arg Leu Leu Phe Gly He Ala 

385 390 395 400 

Gin Pro Gin Leu Pro Pro Lys Cys Leu Leu Ser Gly Pro Thr Ser Glu 

405 410 415 

Gly Leu Met Thr Trp Glu Leu Asp Arg Leu Leu Trp Ala Arg Ser Val 

420 425 430 



5 2 8 
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Glu Asn Leu Ala Thr Ala Thr Thr Thr Leu Thr Ser Leu Ala Gin Leu 

435 440 445 

Leu Gly Lys lie Ser Asn He Val He Lys Asp Asp Val Ala Ser Glu 

450 455 460 



Val Tyr Lys Ala Val Ala Ala Val Gin Lys Ser Ala Glu Glu Leu Ala 

465 470 475 480 

Ser Gly His Leu Ala Ser Ala Phe Val Ala Ser Gin Glu Ala Val Thr 

485 490 495 

Ser Ser Glu Leu Ala Phe Phe Asp Pro Ser Leu Leu His Leu Leu Tyr 

500 505 510 

Phe Pro Asp Tyr Gin Lys Phe Ala He Tyr lie Pro Leu Phe Leu Pro 

515 520 525 

Met Ala Val Pro He Leu Leu Ser Leu Val Lys lie Phe Leu Glu Thr 

530 535 540 

Arg Lys Ser Trp Arg Lys Pro Glu Lys Thr Asp 

545 550 555 



<210> 125 
<211> 2250 
<212> DNA 

5 2 9 ffiSE4# 2000-3062522 



1 1 — 194179 



<213> Homo sapiens 

<220> 
<221> CDS 

<222> (256).. (1161) 



<400> 125 

aaaaagaaag ggctggcgag tcgaaaggcg aggcggccgc ggcagcgctt gggacgcgcc 60 

tgggcaccgg gctcgctccc tgcgccccgg agcaggccaa gtt cggggcc aggacgtcgg 120 

gaggacctgg tgcatggctg cctcctaatc ccatagtcca gaggaggcat ccctaggact 180 

gcgggcaagg gagccgggca agcccagggc agccttgaac cgtcccctgg cctgccctcc 240 

ccggtggggg ccagg atg ctg aag aag cag tct gca ggg ctt gtg ctg tgg 291 
Met Leu Lys Lys Gin Ser Ala Gly Leu Val Leu Trp 
1 5 10 

ggc get ate etc ttt gtg gee tgg aat gee ctg ctg etc etc ttc ttc 339 
Gly Ala He Leu Phe Val Ala Trp Asn Ala Leu Leu Leu Leu Phe Phe 

15 20 25 

tgg acg cgc cca gca cct ggc agg cca ccc tea gtc age get etc gat 387 
Trp Thr Arg Pro Ala Pro Gly Arg Pro Pro Ser Val Ser Ala Leu Asp 

30 35 40 

ggc gac ccc gec age etc acc cag gtc ttc egg cag ttt cgc ttc ccc 435 
Gly Asp Pro Ala Ser Leu Thr Gin Val Phe Arg Gin Phe Arg Phe Pro 



5 3 0 



BJSE4# 2000-3062522 



1 1 - 1 9 4 1 7 

45 50 55 60 

gcg gcc gtg gtg gtg gag gat gac ctg gag gtg gcc ccg gac ttc ttc 483 
Ala Ala Val Val Val Glu Asp Asp Leu Glu Val Ala Pro Asp Phe Phe 
65 70 75 



ggg egg gcc tgc ata cgc cct gag ate tea aga acg atg ace ttt ggc 
Gly Arg Ala Cys He Arg Pro Glu lie Ser Arg Thr Met Thr Phe Gly 
160 165 170 



531 



gag tac ttt cag gcc acc tat ccg ctg ctg aag gcc gac ccc tec ctg 
Glu Tyr Phe Gin Ala Thr Tyr Pro Leu Leu Lys Ala Asp Pro Ser Leu 

80 85 90 



tgg tgc gtc teg gcc tgg aat gac aac ggc aag gag cag atg gtg gac 579 
Trp Cys Val Ser Ala Trp Asn Asp Asn Gly Lys Glu Gin Met Val Asp 
95 100 105 

gcc age agg cct gag ctg etc tac cgc acc gac ttt ttc cct ggc ctg 627 
Ala Ser Arg Pro Glu Leu Leu Tyr Arg Thr Asp Phe Phe Pro Gly Leu 

110 115 120 

ggc tgg ctg ctg ttg gcc gag etc tgg get gag ctg gag ccc aag tgg 675 
Gly Trp Leu Leu Leu Ala Glu Leu Trp Ala Glu Leu Glu Pro Lys Trp 

125 130 135 140 

cca aag gcc ttc tgg gac gac tgg atg egg egg ccg gag cag egg cag 723 
Pro Lys Ala Phe Trp Asp Asp Trp Met Arg Arg Pro Glu Gin Arg Gin 

145 150 155 



771 



5 3 1 



2000-3062522 



11 — 194179 



cgc aag ggt gtg age cac ggg cag ttc ttt gac cag cac etc aag ttt 819 
Arg Lys Gly Val Ser His Gly Gin Phe Phe Asp Gin His Leu Lys Phe 
175 180 185 

ate aag ctg aac cag cag ttt gtg cac ttc ace cag ctg gac ctg tct 867 
He Lys Leu Asn Gin Gin Phe Val His Phe Thr Gin Leu Asp Leu Ser 
190 195 200 

tac ctg cag egg gag gec tat gac cga gat ttc etc gec cgc gtc tac 915 
Tyr Leu Gin Arg Glu Ala Tyr Asp Arg Asp Phe Leu Ala Arg Val Tyr 

205 210 215 220 

ggt get ccc cag ctg cag gtg gag aaa gtg agg acc aat gac egg aag 963 
Gly Ala Pro Gin Leu Gin Val Glu Lys Val Arg Thr Asn Asp Arg Lys 

225 230 235 

gag ttg ggg gag gtt egg gtg cag tat acg ggc agg gac age ttc aag 1011 
Glu Leu Gly Glu Val Arg Val Gin Tyr Thr Gly Arg Asp Ser Phe Lys 

240 245 250 

get ttc gec aag get ctg ggt gtc atg gat gac ctt aag teg ggg gtt 1059 
Ala Phe Ala Lys Ala Leu Gly Val Met Asp Asp Leu Lys Ser Gly Val 

255 260 265 

ccg aga get ggc tac egg ggt att gtc acc ttc cag ttc egg ggc cgc 1107 
Pro Arg Ala Gly Tyr Arg Gly He Val Thr Phe Gin Phe Arg Gly Arg 

270 275 280 

5 3 2 miE#2 0 0 0 - 3 0 6 2 5 2 2 



11-19 4 17 



cgt gtc cac ctg gcg ccc cca ccg acg tgg gag ggc tat gat cct age 1155 
Arg Val His Leu Ala Pro Pro Pro Thr Trp Glu Gly Tyr Asp Pro Ser 

285 290 295 300 

tgg aat tagcacctgc ctgtccttcc tgggcccctc cttgccacat catgagctga 1211 

Trp Asn 

ggtgggacca cagtccccag getgeategg cctgcctgtg tttccctctt aggtgcattt 1271 
atctttttga tttttccgag tggcatttaa gtgcacaaat gataacaaga ggattattct 1331 
cccgttctca agggagtcag atcaggggaa ctattctagg gtatgttgcg gggtattaag 1391 
caggaaacca ctgtgtggtg gggggcactg ggcttgttgg ggccagaaat gtccacgtcc 1451 
tgagctttct cctggagcat gtgeagagag tttggcaacg ttcgctctct tgaccagacc 1511 
ccttctccct gacctggctc ttccagccag ggcacgagcc ctccttctat acctgctccc 1571 
cttcccccag eggggactga gttatgggag aaggggacat atttgtggcc aaaatgatac 1631 
taaccaaagg ggcttccttg teagggectg gtggagttgg tgggtcatcg gggctcactg 1691 
cctcctgccc ttctctcctg tctgaccccc acttagccct tctctccttg cagcctagca 1751 
gtttatagtt ctgagatgga aagttgaagg gggcaagcaa gacctctcct cagcccatgc 1811 
ccagctgtca ggagagaggt gcagggagga aggccttgtg ctgggacaac ctctctcttg 1871 

5 3 3 ffiliE# 2000-3062522 



#3* 11 — 194179 
ccttacctca gagagggact atgccctgac ccctcctttc tgaaaatcag tgccctccct 1931 
gttgctctag gaggctcctg ctggcttggt agaagacaga attcgatctg cctgtccctt 1991 
tttcccctgg ggtttgacac acaggctcct ctcagcatga ggtggagcag tgaccaggtg 2051 
gagcagtgac caggacgcct ctggcccagt gctgcccagc ctccccgccc gctcccaggc 2111 
gccccatgtc ctcacaggcc aggacgccat ggcaggatgg agaggacttg gtggattttt 2171 
gtttcttgcc tgacctcagt ttcatgaaag aaagtggaag ctacagaatt attttctaaa 2231 
ataaaggctg aattgtctg 2250 

<210> 126 
<211> 302 
<212> PRT 

<213> Homo sapiens 
<400> 126 

Met Leu Lys Lys Gin Ser Ala Gly Leu Val Leu Trp Gly Ala He Leu 

1 5 10 15 

Phe Val Ala Trp Asn Ala Leu Leu Leu Leu Phe Phe Trp Thr Arg Pro 



Ala Pro Gly Arg Pro Pro Ser Val Ser Ala Leu Asp Gly Asp Pro Ala 



20 



25 



30 



35 



40 



45 



5 3 4 



2000-3062522 



11-19 4 17 




Ser Leu Thr Gin Val Phe Arg Gin Phe Arg Phe Pro Ala Ala Val Val 

50 55 60 

Val Glu Asp Asp Leu Glu Val Ala Pro Asp Phe Phe Glu Tyr Phe Gin 

65 70 75 80 



Ala Thr Tyr Pro Leu Leu Lys Ala Asp Pro Ser Leu Trp Cys Val Ser 

85 90 95 

Ala Trp Asn Asp Asn Gly Lys Glu Gin Met Val Asp Ala Ser Arg Pro 
100 105 110 

Glu Leu Leu Tyr Arg Thr Asp Phe Phe Pro Gly Leu Gly Trp Leu Leu 

115 120 125 

Leu Ala Glu Leu Trp Ala Glu Leu Glu Pro Lys Trp Pro Lys Ala Phe 

130 135 140 

Trp Asp Asp Trp Met Arg Arg Pro Glu Gin Arg Gin Gly Arg Ala Cys 

145 150 155 160 

He Arg Pro Glu lie Ser Arg Thr Met Thr Phe Gly Arg Lys Gly Val 

165 170 175 

Ser His Gly Gin Phe Phe Asp Gin His Leu Lys Phe He Lys Leu Asn 
180 185 190 

Gin Gin Phe Val His Phe Thr Gin Leu Asp Leu Ser Tyr Leu Gin Arg 



5 3 5 



£BIIE4# 2000-3062522 



n¥ 11-194179 

195 200 205 

Glu Ala Tyr Asp Arg Asp Phe Leu Ala Arg Val Tyr Gly Ala Pro Gin 
210 215 220 

Leu Gin Val Glu Lys Val Arg Thr Asn Asp Arg Lys Glu Leu Gly Glu 

225 230 235 ~ 240 

Val Arg Val Gin Tyr Thr Gly Arg Asp Ser Phe Lys Ala Phe Ala Lys 

245 250 255 

Ala Leu Gly Val Met Asp Asp Leu Lys Ser Gly Val Pro Arg Ala Gly 

260 265 270 

Tyr Arg Gly He Val Thr Phe Gin Phe Arg Gly Arg Arg Val His Leu 

275 280 285 

Ala Pro Pro Pro Thr Trp Glu Gly Tyr Asp Pro Ser Trp Asn 

290 295 300 



<210> 127 
<211> 1666 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (199).. (1272) 

5 3 6 tfJi£4$ 2000-3062522 



#^ 11-19417 9j£; 



<400> 127 

ttctctcacc gggactcggg actcccggga agtggaccgg cagaagaggg ggctagctag 60 

ctgtctctgc ggaccaggga gacccccgcg cccccccggt gtgaggcggc ctcacagggc 120 

cgggtgggct ggcgagccga cgcggcggcg gaggaggctg tgaggagtgt gtggaacagg 180 

acccgggaca gaggaacc atg get ccg cag aac ctg age ace ttt tgc ctg 231 

Met Ala Pro Gin Asn Leu Ser Thr Phe Cys Leu 
1 5 10 

ttg ctg eta tac etc ate ggg gcg gtg att gee gga cga gat ttc tat 279 
Leu Leu Leu Tyr Leu He Gly Ala Val He Ala Gly Arg Asp Phe Tyr 

15 20 25 

aag ate ttg ggg gtg cct cga agt gec tct ata aag gat att aaa aag 327 
Lys lie Leu Gly Val Pro Arg Ser Ala Ser He Lys Asp lie Lys Lys 

30 35 40 

gec tat agg aaa eta gec ctg cag ctt cat ccc gac egg aac cct gat 375 
Ala Tyr Arg Lys Leu Ala Leu Gin Leu His Pro Asp Arg Asn Pro Asp 

45 50 55 

gat cca caa gec cag gag aaa ttc cag gat ctg ggt get get tat gag 423 
Asp Pro Gin Ala Gin Glu Lys Phe Gin Asp Leu Gly Ala Ala Tyr Glu 

60 65 70 75 

gtt ctg tea gat agt gag aaa egg aaa cag tac gat act tat ggt gaa 471 



5 3 7 



mtl# 2000-3062522 



11—194179 



Val Leu Ser Asp Ser Glu Lys Arg Lys Gin Tyr Asp Thr Tyr Gly Glu 

80 85 90 

gaa gga tta aaa gat ggt cat cag age tec cat gga gac att ttt tea 519 

Glu Gly Leu Lys Asp Gly His Gin Ser Ser His Gly Asp He Phe Ser 

95 100 105 



cac ttc ttt ggg gat ttt ggt ttc atg ttt gga gga ace cct cgt cag 567 
His Phe Phe Gly Asp Phe Gly Phe Met Phe Gly Gly Thr Pro Arg Gin 
110 115 120 

caa gac aga aat att cca aga gga agt gat att att gta gat eta gaa 615 
Gin Asp Arg Asn He Pro Arg Gly Ser Asp He He Val Asp Leu Glu 

125 130 135 

gtc act ttg gaa gaa gta tat gca gga aat ttt gtg gaa gta gtt aga 663 
Val Thr Leu Glu Glu Val Tyr Ala Gly Asn Phe Val Glu Val Val Arg 

140 145 150 155 

aac aaa cct gtg gca agg cag get cct ggc aaa egg aag tgc aat tgt 711 
Asn Lys Pro Val Ala Arg Gin Ala Pro Gly Lys Arg Lys Cys Asn Cys 
160 165 170 

egg caa gag atg egg acc acc cag ctg ggc cct ggg cgc ttc caa atg 759 
Arg Gin Glu Met Arg Thr Thr Gin Leu Gly Pro Gly Arg Phe Gin Met 

175 180 185 

acc cag gag gtg gtc tgc gac gaa tgc cct aat gtc aaa eta gtg aat 807 
Thr Gin Glu Val Val Cys Asp Glu Cys Pro Asn Val Lys Leu Val Asn 

5 3 8 M2 0 0 0 - 3 0 6 2 5 2 2 



#5p 11-19417 



190 



195 



200 



gaa gaa cga acg ctg gaa gta gaa ata gag cct ggg gtg aga gac ggc 855 
Glu Glu Arg Thr Leu Glu Val Glu He Glu Pro Gly Val Arg Asp Gly 

205 210 215 



atg gag tac ccc ttt att gga gaa ggt gag cct cac gtg gat ggg gag 903 

Met Glu Tyr Pro Phe He Gly Glu Gly Glu Pro His Val Asp Gly Glu 

220 225 230 235 

cct gga gat tta egg ttc cga ate aaa gtt gtc aag cac cca ata ttt 951 

Pro Gly Asp Leu Arg Phe Arg He Lys Val Val Lys His Pro He Phe 

240 245 250 

gaa agg aga gga gat gat ttg tac aca aat gtg aca att tea tta gtt 999 

Glu Arg Arg Gly Asp Asp Leu Tyr Thr Asn Val Thr He Ser Leu Val 

255 260 265 



gag tea ctg gtt ggc ttt gag atg gat att act cac ttg gat ggt cac 1047 

Glu Ser Leu Val Gly Phe Glu Met Asp He Thr His Leu Asp Gly His 

270 275 280 

aag gta cat att tec egg gat aag ate ace agg cca gga gcg aag eta 1095 

Lys Val His He Ser Arg Asp Lys He Thr Arg Pro Gly Ala Lys Leu 

285 290 295 



tgg aag aaa ggg gaa ggg etc ccc aac ttt gac aac aac aat ate aag 1143 
Trp Lys Lys Gly Glu Gly Leu Pro Asn Phe Asp Asn Asn Asn He Lys 

300 305 310 315 



5 3 9 



ffl$E4f 2 000-3062522 



i 



#5p 11-19 4 17 9 



ggc tct ttg ata ate act ttt gat gtg gat ttt cca aaa gaa cag tta 1191 

Gly Ser Leu He He Thr Phe Asp Val Asp Phe Pro Lys Glu Gin Leu 

320 325 330 

aca gag gaa gcg aga gaa ggt ate aaa cag eta ctg aaa caa ggg tea 1239 
Thr Glu Glu Ala Arg Glu Gly He Lys Gin Leu Leu Lys Gin Gly Ser 

335 340 345 

gtg cag aag gta tac aat gga ctg caa gga tat tgagagtgaa taaaattgga 1292 
Val Gin Lys Val Tyr Asn Gly Leu Gin Gly Tyr 

350 355 

ctttgtttaa aataagtgaa taagegatat ttattatctg caaggttttt ttgtgtgtgt 1352 

ttttgttttt attttcaata tgcaagttag gcttaatttt tttatctaat gatcatcatg 1412 

aaatgaataa gagggcttaa gaatttgtcc atttgeatte ggaaaagaat gaccagcaaa 1472 

aggtttacta atacctctcc ctttggggat ttaatgtctg gtgctgccgc ctgagtttca 1532 

agaattaaag ctgeaagagg actccaggag caaaagaaac acaatataga gggttggagt 1592 

tgttagcaat ttcattcaaa atgccaactg gagaagtctg tttttaaata cattttgttg 1652 
ttattttttt catg 1666 

<210> 128 

5 4 0 ffiSE# 2000-3062522 



11-194179 



<211> 358 
<212> PRT 
<213> Homo sapiens 

<400> 128 

Met Ala Pro Gin Asn Leu Ser Thr Phe Cys Leu Leu Leu Leu Tyr Leu 

1 5 10 15 

He Gly Ala Val lie Ala Gly Arg Asp Phe Tyr Lys He Leu Gly Val 

20 25 30 

Pro Arg Ser Ala Ser He Lys Asp He Lys Lys Ala Tyr Arg Lys Leu 

35 40 45 

Ala Leu Gin Leu His Pro Asp Arg Asn Pro Asp Asp Pro Gin Ala Gin 

50 55 60 

Glu Lys Phe Gin Asp Leu Gly Ala Ala Tyr Glu Val Leu Ser Asp Ser 

65 70 75 80 

Glu Lys Arg Lys Gin Tyr Asp Thr Tyr Gly Glu Glu Gly Leu Lys Asp 

85 90 95 

Gly His Gin Ser Ser His Gly Asp He Phe Ser His Phe Phe Gly Asp 
100 105 110 

Phe Gly Phe Met Phe Gly Gly Thr Pro Arg Gin Gin Asp Arg Asn He 

115 120 125 

54 1 ffiliE#2 0 0 0 - 3 0 6 2 5 2 2 



, # ¥ 11-194179 

Pro Arg Gly Ser Asp He lie Val Asp Leu Glu Val Thr Leu Glu Glu 

130 135 140 

Val Tyr Ala Gly Asn Phe Val Glu Val Val Arg Asn Lys Pro Val Ala 
145 150 155 160 



Arg Gin Ala Pro Gly Lys Arg Lys Cys Asn Cys Arg Gin Glu Met Arg 
165 170 175 

Thr Thr Gin Leu Gly Pro Gly Arg Phe Gin Met Thr Gin Glu Val Val 

180 185 190 

Cys Asp Glu Cys Pro Asn Val Lys Leu Val Asn Glu Glu Arg Thr Leu 

195 200 205 

Glu Val Glu He Glu Pro Gly Val Arg Asp Gly Met Glu Tyr Pro Phe 

210 215 220 

He Gly Glu Gly Glu Pro His Val Asp Gly Glu Pro Gly Asp Leu Arg 

225 230 235 240 

Phe Arg He Lys Val Val Lys His Pro He Phe Glu Arg Arg Gly Asp 

245 250 255 

Asp Leu Tyr Thr Asn Val Thr He Ser Leu Val Glu Ser Leu Val Gly 

260 265 270 

Phe Glu Met Asp lie Thr His Leu Asp Gly His Lys Val His He Ser 

275 280 285 



5 4 2 



ffifiE# 2000-3062522 



#3* 11-19 4 17 




Arg Asp Lys He Thr Arg Pro Gly Ala Lys Leu Trp Lys Lys Gly Glu 

290 295 300 

Gly Leu Pro Asn Phe Asp Asn Asn Asn lie Lys Gly Ser Leu He He 

305 310 315 320 



Thr Phe Asp Val Asp Phe Pro Lys Glu Gin Leu Thr Glu Glu Ala Arg 

325 330 335 

Glu Gly lie Lys Gin Leu Leu Lys Gin Gly Ser Val Gin Lys Val Tyr 

340 345 350 

Asn Gly Leu Gin Gly Tyr 

355 



<210> 129 
<211> 1686 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (121).. (1548) 
<400> 129 

ggtgactggg tggggctgcc tcacttctgc ctgatttggg aagcgctgca aggacaaccg 60 



5 4 3 



2000-3062522 



11-194179 

gctggggtcc ttgcgcgccg cggctcaggg aggagcaccg actgcgccgc accctgagag 120 

atg gtt ggt gcc atg tgg aag gtg att gtt teg ctg gtc ctg ttg atg 168 
Met Val Gly Ala Met Trp Lys Val He Val Ser Leu Val Leu Leu Met 
15 10 15 



cct ggc ccc tgt gat ggg ctg ttt cgc tec eta tac aga agt gtt tec 216 
Pro Gly Pro Cys Asp Gly Leu Phe Arg Ser Leu Tyr Arg Ser Val Ser 

20 25 30 

atg cca cct aag gga gac tea gga cag cca tta ttt etc acc cct tac 264 
Met Pro Pro Lys Gly Asp Ser Gly Gin Pro Leu Phe Leu Thr Pro Tyr 

35 40 45 

att gaa get ggg aag ate caa aaa gga aga gaa ttg agt ttg gtc ggc 312 
He Glu Ala Gly Lys He Gin Lys Gly Arg Glu Leu Ser Leu Val Gly 

50 55 60 

cct ttc cca gga ctg aac atg aag agt tat gcc ggc ttc etc acc gtg 360 
Pro Phe Pro Gly Leu Asn Met Lys Ser Tyr Ala Gly Phe Leu Thr Val 

65 70 75 80 

aat aag act tac aac age aac etc ttc ttc tgg ttc ttc cca get cag 408 
Asn Lys Thr Tyr Asn Ser Asn Leu Phe Phe Trp Phe Phe Pro Ala Gin 

85 90 95 

ata cag cca gaa gat gcc cca gta gtt etc tgg eta cag ggt ggg ccg 456 
He Gin Pro Glu Asp Ala Pro Val Val Leu Trp Leu Gin Gly Gly Pro 
100 105 110 



5 4 4 



ffi|iE# 2000-3062522 



11-19 4 17 




gga ggt tea tec atg ttt gga etc ttt gtg gaa cat ggg cct tat gtt 504 
Gly Gly Ser Ser Met Phe Gly Leu Phe Val Glu His Gly Pro Tyr Val 
115 120 125 

gtc aca agt aac atg acc ttg cgt gac aga gac ttc ccc tgg acc aca 552 
Val Thr Ser Asn Met Thr Leu Arg Asp Arg Asp Phe Pro Trp Thr Thr 

130 135 140 

acg etc tec atg ctt tac att gac aat cca gtg ggc aca ggc ttc agt 600 
Thr Leu Ser Met Leu Tyr He Asp Asn Pro Val Gly Thr Gly Phe Ser 
145 150 155 160 

ttt act gat gat acc cac gga tat gca gtc aat gag gac gat gta gca 648 
Phe Thr Asp Asp Thr His Gly Tyr Ala Val Asn Glu Asp Asp Val Ala 

165 170 175 

egg gat tta tac agt gca eta att cag ttt ttc cag ata ttt cct gaa 696 
Arg Asp Leu Tyr Ser Ala Leu He Gin Phe Phe Gin He Phe Pro Glu 

180 185 190 

tat aaa aat aat gac ttt tat gtc act ggg gag tct tat gca ggg aaa 744 
Tyr Lys Asn Asn Asp Phe Tyr Val Thr Gly Glu Ser Tyr Ala Gly Lys 

195 200 205 

tat gtg cca gec att gca cac etc ate cat tec etc aac cct gtg aga 792 
Tyr Val Pro Ala He Ala His Leu He His Ser Leu Asn Pro Val Arg 

210 215 220 



5 4 5 



ffifl# 2000-3062522 




11-194179. 



gag gtg aag ate aac ctg aac gga att get att gga gat gga tat tct 840 
Glu Val Lys He Asn Leu Asn Gly He Ala He Gly Asp Gly Tyr Ser 

225 230 235 240 

gat ccc gaa tea att ata ggg ggc tat gca gaa ttc ctg tac caa att 888 
Asp Pro Glu Ser He He Gly Gly Tyr Ala Glu Phe Leu Tyr Gin lie 

245 250 255 

ggc ttg ttg gat gag aag caa aaa aag tac ttc cag aag cag tgc cat 936 
Gly Leu Leu Asp Glu Lys Gin Lys Lys Tyr Phe Gin Lys Gin Cys His 

260 265 270 

gaa tgc ata gaa cac ate agg aag cag aac tgg ttt gag gee ctt gaa 984 
Glu Cys He Glu His He Arg Lys Gin Asn Trp Phe Glu Ala Leu Glu 

275 280 285 

ata ctg gat aaa eta eta gat ggc gac tta aca agt gat cct tct tac 1032 
He Leu Asp Lys Leu Leu Asp Gly Asp Leu Thr Ser Asp Pro Ser Tyr 

290 295 300 

ttc cag aat gtt aca gga tgt agt aat tac tat aac ttt ttg egg tgc 1080 
Phe Gin Asn Val Thr Gly Cys Ser Asn Tyr Tyr Asn Phe Leu Arg Cys 

305 310 315 320 

acg gaa cct gag gat cag ctt tac tat gtg aaa ttt ttg tea etc cca 1128 
Thr Glu Pro Glu Asp Gin Leu Tyr Tyr Val Lys Phe Leu Ser Leu Pro 

325 330 335 

gag gtg aga caa gee ate cac gtg ggg aat cag act ttt aat gat gga 1176 



5 4 6 



2000-3062522 



#5)2 11-19417 




Glu Val Arg Gin Ala He His Val Gly Asn Gin Thr Phe Asn Asp Gly 

340 345 350 

act ata gtt gaa aag tac ttg cga gaa gat aca gta cag tea gtt aag 1224 

Thr He Val Glu Lys Tyr Leu Arg Glu Asp Thr Val Gin Ser Val Lys 

355 360 365 



cca tgg tta act gaa ate atg aat aat tat aag gtt ctg ate tac aat 1272 
Pro Trp Leu Thr Glu He Met Asn Asn Tyr Lys Val Leu He Tyr Asn 

370 375 380 

ggc caa ctg gac ate ate gtg gca get gee ctg aca gag cgc tec ttg 1320 
Gly Gin Leu Asp He He Val Ala Ala Ala Leu Thr Glu Arg Ser Leu 

385 390 395 400 

atg ggc atg gac tgg aaa gga tec cag gaa tac aag aag gca gaa aaa 1368 
Met Gly Met Asp Trp Lys Gly Ser Gin Glu Tyr Lys Lys Ala Glu Lys 
405 410 415 

aaa gtt tgg aag ate ttt aaa tct gac agt gaa gtg get ggt tac ate 1416 
Lys Val Trp Lys He Phe Lys Ser Asp Ser Glu Val Ala Gly Tyr He 

420 425 430 

egg caa gtg ggt gac ttc cat cag gta att att cga ggt gga gga cat 1464 
Arg Gin Val Gly Asp Phe His Gin Val lie He Arg Gly Gly Gly His 

435 440 445 

att tta ccc tat gac cag cct ctg aga get ttt gac atg att aat cga 1512 
He Leu Pro Tyr Asp Gin Pro Leu Arg Ala Phe Asp Met He Asn Arg 



5 4 7 



mi£#2 000-3062522 



11-194179 



450 455 460 

ttc att tat gga aaa gga tgg gat cct tat gtt gga taaactacct 1558 
Phe He Tyr Gly Lys Gly Trp Asp Pro Tyr Val Gly 

465 470 475 



tcctaaaaga gaacatcaga ggttttcatt gctgaaaaga aaatcgtaaa aacagaaaat 1618 
gtcataggaa taaaaaaatt atcttttcat atctgcaaga tttttttcat caataaaaat 1678 
tatccttg 1686 

<210> 130 
<211> 476 
<212> PRT 

<213> Homo sapiens 
<400> 130 

Met Val Gly Ala Met Trp Lys Val He Val Ser Leu Val Leu Leu Met 

15 10 15 

Pro Gly Pro Cys Asp Gly Leu Phe Arg Ser Leu Tyr Arg Ser Val Ser 

20 25 30 

Met Pro Pro Lys Gly Asp Ser Gly Gin Pro Leu Phe Leu Thr Pro Tyr 

35 40 45 

He Glu Ala Gly Lys He Gin Lys Gly Arg Glu Leu Ser Leu Val Gly 

5 4 8 2000-3062 522 



#32 11-19417 

50 55 60 

Pro Phe Pro Gly Leu Asn Met Lys Ser Tyr Ala Gly Phe Leu Thr Val 
65 70 75 80 

Asn Lys Thr Tyr Asn Ser Asn Leu Phe Phe Trp Phe Phe Pro Ala Gin 

85 90 95 

He Gin Pro Glu Asp Ala Pro Val Val Leu Trp Leu Gin Gly Gly Pro 

100 105 110 

Gly Gly Ser Ser Met Phe Gly Leu Phe Val Glu His Gly Pro Tyr Val 

115 120 125 

Val Thr Ser Asn Met Thr Leu Arg Asp Arg Asp Phe Pro Trp Thr Thr 

130 135 140 

Thr Leu Ser Met Leu Tyr He Asp Asn Pro Val Gly Thr Gly Phe Ser 

145 150 155 160 

Phe Thr Asp Asp Thr His Gly Tyr Ala Val Asn Glu Asp Asp Val Ala 

165 170 175 

Arg Asp Leu Tyr Ser Ala Leu He Gin Phe Phe Gin lie Phe Pro Glu 

180 185 190 

Tyr Lys Asn Asn Asp Phe Tyr Val Thr Gly Glu Ser Tyr Ala Gly Lys 

195 200 205 



5 4 9 



tBHE^F 2000-3062522 



11-194179 

(D 

Tyr Val Pro Ala He Ala His Leu He His Ser Leu Asn Pro Val Arg 

210 215 220 

Glu Val Lys He Asn Leu Asn Gly He Ala He Gly Asp Gly Tyr Ser 

225 230 235 240 



Asp Pro Glu Ser He He Gly Gly Tyr Ala Glu Phe Leu Tyr Gin He 

245 250 255 

Gly Leu Leu Asp Glu Lys Gin Lys Lys Tyr Phe Gin Lys Gin Cys His 

260 265 270 

Glu Cys He Glu His He Arg Lys Gin Asn Trp Phe Glu Ala Leu Glu 

275 280 285 

He Leu Asp Lys Leu Leu Asp Gly Asp Leu Thr Ser Asp Pro Ser Tyr 

290 295 300 

Phe Gin Asn Val Thr Gly Cys Ser Asn Tyr Tyr Asn Phe Leu Arg Cys 

305 310 315 320 

Thr Glu Pro Glu Asp Gin Leu Tyr Tyr Val Lys Phe Leu Ser Leu Pro 

325 330 335 

Glu Val Arg Gin Ala He His Val Gly Asn Gin Thr Phe Asn Asp Gly 

340 345 350 

Thr He Val Glu Lys Tyr Leu Arg Glu Asp Thr Val Gin Ser Val Lys 

355 360 365 



5 5 0 



2000-3062522 



11 — 194179 



Pro Trp Leu Thr Glu lie Met Asn Asn Tyr Lys Val Leu He Tyr Asn 

' 370 375 380 

Gly Gin Leu Asp He He Val Ala Ala Ala Leu Thr Glu Arg Ser Leu 

385 390 395 400 



Met Gly Met Asp Trp Lys Gly Ser Gin Glu Tyr Lys Lys Ala Glu Lys 
405 410 415 

Lys Val Trp Lys He Phe Lys Ser Asp Ser Glu Val Ala Gly Tyr He 

420 425 430 

Arg Gin Val Gly Asp Phe His Gin Val He lie Arg Gly Gly Gly His 

435 440 445 

lie Leu Pro Tyr Asp Gin Pro Leu Arg Ala Phe Asp Met He Asn Arg 

450 455 460 

Phe He Tyr Gly Lys Gly Trp Asp Pro Tyr Val Gly 
465 470 475 



<210> 131 
<211> 1999 
<212> DNA 

<213> Homo sapiens 

<220> 

55 1 mil#2 0 O 0 - 3 O 6 2 5 2 2 



1 1 — 194179 



<221> CDS 

<222> (121).. (888) 
<400> 131 

aaaactcttt cttcggctcg cgagctgaga ggagcaggta gaggggcaga ggcgggactg 60 

tcgtctgggg gagccgccca ggaggctcct caggccgacc ccagaccctg gctggccagg 120 

atg aag tat etc egg cac egg egg ccc aat gee ace etc att ctg gee 168 
Met Lys Tyr Leu Arg His Arg Arg Pro Asn Ala Thr Leu He Leu Ala 
15 10 15 

ate ggc get ttc acc etc etc etc ttc agt ctg eta gtg tea cca ccc 216 
He Gly Ala Phe Thr Leu Leu Leu Phe Ser Leu Leu Val Ser Pro Pro 

20 25 30 

acc tgc aag gtc cag gag cag cca ccg gcg ate ccc gag gee ctg gee 264 
Thr Cys Lys Val Gin Glu Gin Pro Pro Ala He Pro Glu Ala Leu Ala 

35 40 45 

tgg ccc act cca ccc acc cgc cca gec ccg gec ccg tgc cat gec aac 312 
Trp Pro Thr Pro Pro Thr Arg Pro Ala Pro Ala Pro Cys His Ala Asn 

50 55 60 

acc tct atg gtc acc cac ccg gac ttc gec acg cag ccg cag cac gtt 360 
Thr Ser Met Val Thr His Pro Asp Phe Ala Thr Gin Pro Gin His Val 

65 70 75 80 

cag aac ttc etc ctg tac aga cac tgc cgc cac etc ttc gtg ggg caa 408 

5 5 2 tfilE# 2000-3062522 



#^ 11-194179 



Gin Asn Phe Leu Leu Tyr Arg His Cys Arg His Leu Phe Val Gly Gin 

85 90 95 

ctg ate caa aac gtg ggc ccc ate egg get ttt tgg age aag tac tat 456 

Leu He Gin Asn Val Gly Pro He Arg Ala Phe Trp Ser Lys Tyr Tyr 
100 105 110 



gtg cca gag gtg gtg act cag aat gag egg tac cca ccc tat tgt ggg 504 
Val Pro Glu Val Val Thr Gin Asn Glu Arg Tyr Pro Pro Tyr Cys Gly 

115 120 125 

ggt ggt ggc ttc ttg ctg tec cgc ttc acg gee get gee ctg cgc cgt 552 
Gly Gly Gly Phe Leu Leu Ser Arg Phe Thr Ala Ala Ala Leu Arg Arg 

130 135 140 

get gee cat gtc ttg gac ate ttc ccc att gat gat gtc ttc ctg ggt 600 
Ala Ala His Val Leu Asp He Phe Pro He Asp Asp Val Phe Leu Gly 

145 150 155 160 

atg tgt ctg gag ctt gag gga ctg aag cct gee tec cac age ggc ate 648 
Met Cys Leu Glu Leu Glu Gly Leu Lys Pro Ala Ser His Ser Gly He 

165 170 175 

cgc acg tct ggc gtg egg get cca teg caa cgc ctg tec tec ttt gac 696 
Arg Thr Ser Gly Val Arg Ala Pro Ser Gin Arg Leu Ser Ser Phe Asp 

180 185 190 

ccc tgc ttc tac cga gac ctg ctg ctg gtg cac cgc ttc eta cct tat 744 
Pro Cys Phe Tyr Arg Asp Leu Leu Leu Val His Arg Phe Leu Pro Tyr 

5 5 3 ffi|BE#2 0 O 0 - 3 0 6 2 5 2 2 



4#^P 11-194179 



195 200 205 

gag atg ctg etc atg tgg gat gcg ctg aac cag ccc aac etc ace tgc 792 

Glu Met Leu Leu Met Trp Asp Ala Leu Asn Gin Pro Asn Leu Thr Cys 

210 215 220 



ggc aat cag aca cag ate tac cga gtc age ate agg gtc ccc age etc 840 
Gly Asn Gin Thr Gin He Tyr Arg Val Ser He Arg Val Pro Ser Leu 

225 230 235 240 

tgg get cct gtt tec ata gga agg ggc gac ace ttc etc cca gga age 888 
Trp Ala Pro Val Ser He Gly Arg Gly Asp Thr Phe Leu Pro Gly Ser 

245 250 255 

tgagaccttt gtggtctgag cataagggag tgccagggaa ggtttgaggt ttgatgagtg 948 

aatattctgg ctggcgaact cctacacatc cttcaaaacc cacctggtac tgttccagca 1008 

tcttccctgg atggctggag gaactccaga aaatatccat cttctttttg tggctgctaa 1068 

tggcagaagt gcctgtgcta gagttccaac tgtggatgca tccgtcccgt ttgagtcaaa 1128 

gtcttacttc cctgctctca cctactcaca gaegggatge taagcagtgc acctgeagtg 1188 

gtttaatggc agataagctc cgtctgcagt tccaggccag ccagaaactc ctgtgtccac 1248 

atagagctga cgtgagaaat atctttcagc ccaggagaga ggggtcctga tcttaaccct 1308 

ttcctgggtc tcagacaact cagaaggttg gggggatacc agagaggtgg tggaatagga 1368 



5 5 4 



fflfflEW 2000-3062522 



11-19417 



ccgccccctc cttacttgtg ggatcaaatg ctgtaatggt ggaggtgtgg gcagaggagg 1428 
gaggcaagtg tcctttgaaa gttgtgagag ctcagagttt ctggggtcct cattaggagc 1488 
ccccatccct gtgttcccca agaattcaga gaacagcact ggggctggaa tgatctttaa 1548 



tgggcccaag gccaacaggc atatgcctca ctactgcctg gagaagggag agattcaggt 1608 
cctccagcag cctccctcac ccagtatgtt ttacagatta cggggggacc gggtgagcca 1668 
gtgacccctt gtagccccca gcttcaggcc tcagtgtctg ccagtcaagc ttcacaggca 1728 
ttgtgatggg gcagccttgg ggaatataaa attttgtgaa gacttggaga tctttttttt 1788 
tttttaagca aatttacaag tttcaacaga caagtccaca ttcatcccta aaagtctcat 1848 
tttccagtag aaaatataca ctggtaaaaa cggggcatgg ggccgtggct cagggctgta 1908 
attctagcac attgggagac caaagtggga ggatcacttg agcccaggag ttctggatcc 1968 
tgcctctgca caaaataaaa aattactcag g 1999 

<210> 132 
<211> 256 
<212> PRT 
<213> Homo sapiens 

5 5 5 ffiSI# 2000-3062522 



11 — 194179 



<400> 132 

Met Lys Tyr Leu Arg His Arg Arg Pro Asn Ala Thr Leu He Leu Ala 

15 10 15 

He Gly Ala Phe Thr Leu Leu Leu Phe Ser Leu Leu Val Ser Pro Pro 

20 25 30 



Thr Cys Lys Val Gin Glu Gin Pro Pro Ala He Pro Glu Ala Leu Ala 

35 40 45 

Trp Pro Thr Pro Pro Thr Arg Pro Ala Pro Ala Pro Cys His Ala Asn 

50 55 60 

Thr Ser Met Val Thr His Pro Asp Phe Ala Thr Gin Pro Gin His Val 

65 70 75 80 

Gin Asn Phe Leu Leu Tyr Arg His Cys Arg His Leu Phe Val Gly Gin 

85 90 95 

Leu He Gin Asn Val Gly Pro He Arg Ala Phe Trp Ser Lys Tyr Tyr 

100 105 110 

Val Pro Glu Val Val Thr Gin Asn Glu Arg Tyr Pro Pro Tyr Cys Gly 

115 120 125 

Gly Gly Gly Phe Leu Leu Ser Arg Phe Thr Ala Ala Ala Leu Arg Arg 

130 135 140 

Ala Ala His Val Leu Asp He Phe Pro He Asp Asp Val Phe Leu Gly 



5 5 6 



2000-3062522 



#^ 1 1 - 1 9 4 1 7 
145 150 155 160 

Met Cys Leu Glu Leu Glu Gly Leu Lys Pro Ala Ser His Ser Gly He 

165 170 175 

Arg Thr Ser Gly Val Arg Ala Pro Ser Gin Arg Leu Ser Ser Phe Asp 
180 185 190 

Pro Cys Phe Tyr Arg Asp Leu Leu Leu Val His Arg Phe Leu Pro Tyr 

195 200 205 

Glu Met Leu Leu Met Trp Asp Ala Leu Asn Gin Pro Asn Leu Thr Cys 

210 215 220 

Gly Asn Gin Thr Gin He Tyr Arg Val Ser He Arg Val Pro Ser Leu 

225 230 235 240 

Trp Ala Pro Val Ser He Gly Arg Gly Asp Thr Phe Leu Pro Gly Ser 

245 250 255 



<210> 133 
<211> 1906 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (48).. (353) 

5 5 7 ffiMF 2 0 O 0 - 3 0 6 2 5 2 2 



#^ 11-194179 



<400> 133 

agaagaggag aagaggttgt gtgggacaag ctgctcccga cagaagg atg teg ctg 56 

Met Ser Leu 
1 



ctg age ctg ccc tgg ctg ggc etc aga ccg gtg gca atg tec cca tgg 104 
Leu Ser Leu Pro Trp Leu Gly Leu Arg Pro Val Ala Met Ser Pro Trp 

5 10 15 

eta etc ctg ctg ctg gtt gtg ggc tec tgg eta etc gee cgc ate ctg 152 
Leu Leu Leu Leu Leu Val Val Gly Ser Trp Leu Leu Ala Arg He Leu 

20 25 30 35 

get tgg acc tat gee ttc tat aac aac tgc cgc egg etc cag tgt ttc 200 
Ala Trp Thr Tyr Ala Phe Tyr Asn Asn Cys Arg Arg Leu Gin Cys Phe 

40 45 50 

cca cag ccc cca aaa egg aac tgg ttt tgg ggt cac ctg ggc ctg ate 248 
Pro Gin Pro Pro Lys Arg Asn Trp Phe Trp Gly His Leu Gly Leu He 

55 60 65 

act cct aca gag gag ggc ttg aag gac teg acc cag atg teg gee acc 296 
Thr Pro Thr Glu Glu Gly Leu Lys Asp Ser Thr Gin Met Ser Ala Thr 

70 75 80 

tat tec cag ggc ttt acg ctg cca ttg cac cca agg ata ate tct tea 344 
Tyr Ser Gin Gly Phe Thr Leu Pro Leu His Pro Arg He He Ser Ser 

85 • 90 95 

5 5 8 ffi!iE4$ 2000-3062522 



#±P 11 — 194179 



tea ggt tec tgaagccctg gctgggtgag tacctgeagg tgaaaggggt 393 

Ser Gly Ser 

100 

tggggacaac ettgegggga gggtagggga agtgctgctc ttgcccattg tccttggctg 453 



ccctactagg agaagggata ctgctgagtg gcggtgacaa gtggagccgc caccgtcgga 513 
tgctgacgcc cgccttccat ttcaacatcc tgaagtccta tataacgatc ttcaacaaga 573 
gtgeaaacat catgettgae aagtggcagc acctggcctc agagggcagc agtcgtctgg 633 
acatgtttga gcacatcagc ctcatgacct tggacagtct acagaaatgc atcttcagct 693 
ttgacageca ttgtcaggag aggeccagtg aatatattgc caccatcttg gagctcagtg 753 
cccttgtaga gaaaagaagc cagcatatcc tccagcacat ggactttctg tattacctct 813 
cccatgacgg gcggcgcttc cacagggcct gccgcctggt gcatgacttc acagaegctg 873 
teatceggga gcggcgtcgc accctcccca ctcagggtat tgatgatttt ttcaaagaca 933 
aagccaagtc caagactttg gatttcattg atgtgcttct gctgagcaag gatgaagatg 993 
ggaaggcatt gtcagatgag gatataagag cagaggctga caccttcatg tttggaggcc 1053 
atgacaccac ggccagtggg ctctcctggg tcctgtacaa ecttgegagg cacccagaat 1113 

5 5 9 ffiSE# 2000-3062522 



11-194179 

accaggagcg ctgccgacag gaggtgcaag agcttctgaa ggaccgcgat cctaaagaga 1173 
ttgaatggga cgacctggcc cagctgccct tcctgaccat gtgcgtgaag gagagcctga 1233 
ggttacatcc cccagctccc ttcatctccc gatgctgcac ccaggacatt gttctcccag 1293 
atggccgagt catccccaaa ggcattacct gcctcatcga tattataggg gtccatcaca 1353 
acccaactgt gtggccggat cctgaggtgc tgccttcccc attcaccacc accaccccca 1413 
tcctctactt ttgtgtgtgt gtgtgtgaat tccaaggttc ctagtggagg gggcagggtt 1473 
ttgatgagga aaatccaaca tcacctcacc ccaaaacaca cacaagtgtc tctccaaggc 1533 
tgctggacat aggaaatccc actggcaaac cttctttgtc tcacctgcag gtctacgacc 1593 
ccttccgctt tgacccagag aacagcaagg ggaggtcacc tctggctttt attcctttct 1653 
ccgcagggcc caggaactgc atcgggcagg cgttcgccat ggcggagatg aaagtggtcc 1713 
tggcgttgat gctgctgcac ttccggttcc tgccagacca cactgagccc cgcgggaagc 1773 
tggaattgat catgcgcgcc gagggcgggc tttggctgcg ggtggagccc ctgaatgtag 1833 
gcttgcagtg actttctgac ccatccacct gtttttttgc agattgtcat gaataaaacg 1893 
gtgctgtcac etc 1906 

5 6 0 2000-3062522 



11 — 194175 



<210> 134 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 134 

Met Ser Leu Leu Ser Leu Pro Trp Leu Gly Leu Arg Pro Val Ala Met 
1 5 10 15 

Ser Pro Trp Leu Leu Leu Leu Leu Val Val Gly Ser Trp Leu Leu Ala 

20 25 30 

Arg He Leu Ala Trp Thr Tyr Ala Phe Tyr Asn Asn Cys Arg Arg Leu 

35 40 45 

Gin Cys Phe Pro Gin Pro Pro Lys Arg Asn Trp Phe Trp Gly His Leu 

50 55 60 

Gly Leu He Thr Pro Thr Glu Glu Gly Leu Lys Asp Ser Thr Gin Met 

65 70 75 80 

Ser Ala Thr Tyr Ser Gin Gly Phe Thr Leu Pro Leu His Pro Arg lie 

85 90 95 

He Ser Ser Ser Gly Ser 

100 



<210> 135 

5 6 1 ffiSE# 2000-3062522 




i 1 — 194179 



<211> 1773 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> CDS 

<222> (1)..(654) 

<400> 135 

atg gcg ccc etc aga aca act gta ttg ctg tgg age etc ttg agg agt 48 
Met Ala Pro Leu Arg Thr Thr Val Leu Leu Trp Ser Leu Leu Arg Ser 

15 10 15 

tct ccg ggc gtg gaa egg gtc tgt ttc egg get cga ate cag ccc tgg 96 
Ser Pro Gly Val Glu Arg Val Cys Phe Arg Ala Arg He Gin Pro Trp 

20 25 30 

cac ggt ggc ctg etc caa ccg eta cct tgc tct ttc gag atg ggg ctg 144 
His Gly Gly Leu Leu Gin Pro Leu Pro Cys Ser Phe Glu Met Gly Leu 

35 40 45 

cca cgc cgc egg ttc age tec gag gee gca gaa tct ggt age cca gag 192 
Pro Arg Arg Arg Phe Ser Ser Glu Ala Ala Glu Ser Gly Ser Pro Glu 

50 55 60 

ace aag aaa cct aca ttt atg gat gag gaa gtt caa age ata etc acg 240 
Thr Lys Lys Pro Thr Phe Met Asp Glu Glu Val Gin Ser He Leu Thr 

65 70 75 80 



5 6 2 
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11-194179 j 

aaa atg aca ggc ttg aac ttg cag aag act ttt aag cca get ata caa 288 
Lys Met Thr Gly Leu Asn Leu Gin Lys Thr Phe Lys Pro Ala He Gin 

85 90 95 

gaa ctg aag cca cca acc tat aag eta atg act cag gca cag ttg gaa 336 
Glu Leu Lys Pro Pro Thr Tyr Lys Leu Met Thr Gin Ala Gin Leu Glu 
100 105 110 

gag get aca aga cag gca gtt gag gca get aaa gta cga tta aaa atg 384 
Glu Ala Thr Arg Gin Ala Val Glu Ala Ala Lys Val Arg Leu Lys Met 

115 120 125 

cca cca gtt ctg gaa gag cga gta cca ata aat gat gtg tta get gaa 432 
Pro Pro Val Leu Glu Glu Arg Val Pro He Asn Asp Val Leu Ala Glu 

130 135 140 

gat aag att ttg gaa gga aca gaa aca acc aaa tat gtg ttt act gat 480 
Asp Lys He Leu Glu Gly Thr Glu Thr Thr Lys Tyr Val Phe Thr Asp 

145 150 155 160 

ata tea tat age ata cca cac egg gag cgt ttt att gtc gtc aga gaa 528 
He Ser Tyr Ser He Pro His Arg Glu Arg Phe He Val Val Arg Glu 

165 170 175 

cca agt ggc aca eta cgc aaa gee tct tgg gaa gaa egg gac cga atg 576 
Pro Ser Gly Thr Leu Arg Lys Ala Ser Trp Glu Glu Arg Asp Arg Met 
180 185 190 

ata caa gtt tat ttc cca aaa gaa ggt cgt aaa att ttg aca cca ata 624 



5 6 3 
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11-194179 



He Gin Val Tyr Phe Pro Lys Glu Gly Arg Lys He Leu Thr Pro lie 

195 200 205 

att ttc aag gaa gaa aat ctt agg gta agg tgacttaggt tttatgtttt 674 
lie Phe Lys Glu Glu Asn Leu Arg Val Arg 

210 215 



agagccagtg gtgatgattt atttgtagaa ccagttggct ttgtgccttg atccagataa 734 
acatttctaa tgataacttg actttttttt ttttttgaaa tggagtttcg ctccttttgc 794 
ccaggctgaa gtgcagtggc gggatctcag ctcactgcaa cctccacctt ctggtttcaa 854 
gtgattcttc tgcctcagcc tcatgagtag ctgggattac aggcgcccgc caccacgctt 914 
ggctaatttt tgtattttta gtagagatgg ggtttcacca tgttggccag gctggtcttg 974 
aactcctgac ctcgggattc gcaccacccc ccccaatccg actcccaaag tgctgggatt 1034 
acaggcgtga gccaccacgc ctggccgact tctttcttaa tagaatcctc cttaccaccc 1094 
aagatgggtt gtactagggt tctctcataa ttggcttagc tggaatttga atctaggtgt 1154 
gacaattaca aagcctgtgt tctttcttta tgcttcttga ggagcacaga gtggccagta 1214 
tgtgggtggg caggcctgtc atgacatcag gacaggtgct gaacttcagt gttctcatgt 1274 
gatgctaact ctgctgtgtg gttttagact atgtatagcc aggacaggca tgttgatgtc 1334 

5 6 4 2000-3062522 



#^ 11-19 



4 1 7 sQ) 



ctcaatctct gctttgccca gtttgagcca gattccacag agtatatcaa ggttcatcac 1394 
aagacctatg aagatataga taaacgtggg aaatatgacc ttttacgttc aacaagatac 1454 
tttggtggaa tggtgtggta ttttgtaaat aataaaaaga ttgatggttt gctgattgac 1514 
cagattcaga gagatttaat cgatgatgca accaacttgg tccagctgta tcacgtgctc 1574 
catccagatg gccagtcggc tcaaggggcc aaggatcagg ctgctgaggg aataaattta 1634 
atcaaggtct ttgcaaaaac agaagcacag aagggagcct atatagaact aacactgcag 1694 
acttatcaag aagcactcag tcgccattct gcagcttcct aaaaatattt taaaaataca 1754 
tttattttac taaatactg 1773 

<210> 136 
<211> 218 
<212> PRT 

<213> Homo sapiens 
<400> 136 

Met Ala Pro Leu Arg Thr Thr Val Leu Leu Trp Ser Leu Leu Arg Ser 

1 5 10 15 

Ser Pro Gly Val Glu Arg Val Cys Phe Arg Ala Arg He Gin pro Trp 



20 



25 



30 



5 6 5 
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His Gly Gly Leu Leu Gin Pro Leu Pro Cys Ser Phe Glu Met Gly Leu 

35 40 45 

Pro Arg Arg Arg Phe Ser Ser Glu Ala Ala Glu Ser Gly Ser Pro Glu 

50 55 60 



Thr Lys Lys Pro Thr Phe Met Asp Glu Glu Val Gin Ser He Leu Thr 

65 70 75 80 

Lys Met Thr Gly Leu Asn Leu Gin Lys Thr Phe Lys Pro Ala lie Gin 

85 90 95 

Glu Leu Lys Pro Pro Thr Tyr Lys Leu Met Thr Gin Ala Gin Leu Glu 

100 105 110 

Glu Ala Thr Arg Gin Ala Val Glu Ala Ala Lys Val Arg Leu Lys Met 

115 120 125 

Pro Pro Val Leu Glu Glu Arg Val Pro lie Asn Asp Val Leu Ala Glu 

130 135 140 

Asp Lys He Leu Glu Gly Thr Glu Thr Thr Lys Tyr Val Phe Thr Asp 

145 150 155 160 

He Ser Tyr Ser He Pro His Arg Glu Arg Phe He Val Val Arg Glu 

165 170 175 

Pro Ser Gly Thr Leu Arg Lys Ala Ser Trp Glu Glu Arg Asp Arg Met 
180 185 190 



5 6 6 
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11-19417 j 

He Gin Val Tyr Phe Pro Lys Glu Gly Arg Lys He Leu Thr Pro He 

195 200 205 

He Phe Lys Glu Glu Asn Leu Arg Val Arg 

210 215 



<210> 137 
<211> 2134 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74).. (991) 

<400> 137 

atcagacctg agcagttgct ccggcggcgc tcggggaggg agccagcagc ctagggccta 60 

ggcccgggcc acc atg gcg ctg cct cca ggc cca gcc gcc etc egg cac 109 
Met Ala Leu Pro Pro Gly Pro Ala Ala Leu Arg His 
1 5 10 

aca ctg ctg etc ctg cca gcc ctt ctg age tea ggt tgg ggg gag ttg 157 
Thr Leu Leu Leu Leu Pro Ala Leu Leu Ser Ser Gly Trp Gly Glu Leu 

15 20 25 

gag cca caa ata gat ggt cag acc tgg get gag egg gca ctt egg gag 205 



5 6 7 



2000-3062 5 22 



i 



11-194179 



Glu Pro Gin He Asp Gly Gin Thr Trp Ala Glu Arg Ala Leu Arg Glu 

30 35 40 

aat gaa cgc cac gcc ttc acc tgc egg gtg gca ggg ggg cct ggc acc 253 

Asn Glu Arg His Ala Phe Thr Cys Arg Val Ala Gly Gly Pro Gly Thr 

45 50 55 60 



ccc aga ttg gcc tgg tat ctg gat gga cag ctg cag gag gcc age acc 301 
Pro Arg Leu Ala Trp Tyr Leu Asp Gly Gin Leu Gin Glu Ala Ser Thr 

65 70 75 

tea aga ctg ctg age gtg gga ggg gag gcc ttc tct gga ggc acc age 349 
Ser Arg Leu Leu Ser Val Gly Gly Glu Ala Phe Ser Gly Gly Thr Ser 

80 85 90 

acc ttc act gtc act gcc cat egg gcc cag cat gag etc aac tgc tct 397 
Thr Phe Thr Val Thr Ala His Arg Ala Gin His Glu Leu Asn Cys Ser 

95 100 105 

ate ctt 445 
I le Leu 

aat gtg caa ttc aag cca gag att gcc caa gtc ggc gcc aag tac cag 493 
Asn Val Gin Phe Lys Pro Glu He Ala Gin Val Gly Ala Lys Tyr Gin 

125 130 135 140 

gaa get cag ggc cca ggc etc ctg gtt gtc ctg ttt gcc ctg gtg cgt 541 
Glu Ala Gin Gly Pro Gly Leu Leu Val Val Leu Phe Ala Leu Val Arg 

5 6 8 ffiSE#2 0 0 0 - 3 0 6 2 5 2 2 



ctg cag gac ccc aga agt ggc cga tea gcc aac gcc tct gtc 
Leu Gin Asp Pro Arg Ser Gly Arg Ser Ala Asn Ala Ser Val 
110 115 120 



iff 5p 11-19 4 17 



145 150 155 

gcc aac ccg ccg gcc aat gtc acc tgg ate gac cag gat ggg cca gtg 589 

Ala Asn Pro Pro Ala Asn Val Thr Trp He Asp Gin Asp Gly Pro Val 

160 165 170 



act gtc aac acc tct gac ttc ctg gtg ctg gat gcg cag aac tac ccc 637 

Thr Val Asn Thr Ser Asp Phe Leu Val Leu Asp Ala Gin Asn Tyr Pro 

175 180 185 

tgg etc acc aac cac acg gtg cag ctg cag etc cgc age ctg gca cac 685 

Trp Leu Thr Asn His Thr Val Gin Leu Gin Leu Arg Ser Leu Ala His 

190 195 200 

aac etc teg gtg gtg gcc acc aat gac gtg ggt gtc acc agt gcg teg 733 

Asn Leu Ser Val Val Ala Thr Asn Asp Val Gly Val Thr Ser Ala Ser 

205 210 215 220 

ctt cca gcc cca ggc ccc tec egg cac cca tct ctg gta tea agt gac 781 

Leu Pro Ala Pro Gly Pro Ser Arg His Pro Ser Leu Val Ser Ser Asp 

225 230 235 

tec aac aac eta aaa etc aac aac gtg cgc ctg cca egg gag aac atg 829 

Ser Asn Asn Leu Lys Leu Asn Asn Val Arg Leu Pro Arg Glu Asn Met 

240 245 250 

tec etc ccg tec aac ctt cag etc aat gac etc act cca gat tec agg 877 

Ser Leu Pro Ser Asn Leu Gin Leu Asn Asp Leu Thr Pro Asp Ser Arg 

255 260 265 

5 6 9 ffilE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



gtg aaa cca gca gac egg cag atg get cag aac aac age egg cca gag 925 
Val Lys Pro Ala Asp Arg Gin Met Ala Gin Asn Asn Ser Arg Pro Glu 

270 275 280 

ctt ctg gac ccg gag ccc ggc ggc etc etc ace age cga gga aga aga 973 
Leu Leu Asp Pro Glu Pro Gly Gly Leu Leu Thr Ser Arg Gly Arg Arg 

285 290 295 300 

aat cag gac aaa gac gca taacagaggg aagaccatgg gaagacacag 1021 
Asn Gin Asp Lys Asp Ala 

305 

aagatggcca agaagagacc cctcagaaga aatcaatctt ggtggggcgt ggtggcttca 1081 

cgcctgtaat accagcactg tgggaggttg aggtgggcag ategectgag cctaggagtt 1141 

cgagaccagc ctgggcaaca tggtgaaatt ccatctctac aaaaaaatta gccgggtgtg 1201 

gtgttgagta tctgtagtcc cagctacttg ggaggctggg gtgggaggac tgcttgagtc 1261 

cagcaggttg aggctgeagt gagctgagat tgagctactg cactccagcc tgggcataga 1321 

gtaataccct gtaaaaaaaa aggaaggaag ggagggaggg aatcaaccat gecaacaaat 1381 

tgatcttgga ctactactgg actactagcc tccagaacta tgaaataata catttctgat 1441 

gtctaageca ctcagtctat ggtactttgt tatggcagee tagcaaaata atacaacatg 1501 

5 7 0 miiE# 2000-3062 5 22 
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ctattttttc ccccgatcag tatggaattg gtcatatgtt ttataggtaa aatacactgc 1561 



catactcttt tcctgtggga atctgtgaaa aagaaactga taccaagtta tgggcaagta 1621 



ttaacagtta tatatgcatt acttggtgtt ataatgccta atgattccag gacaccatat 1681 



gaacagagaa aatgggcatg acatctaact caggtaacag gctctggatc taaacaagtc 1741 



acagtgtgaa gtttttaaac tactggtttc ttaaaacttc ttttctcttt ttacaaaaaa 1801 



cagagtacat atagttctgc aacttgctgc aatttgcttt tttcatttaa caacatatca 1861 



ctgatatttc ttcatattag agcaaaataa ggccaaataa tattccattg catagtattt 1921 



cactgaatgg atgtactgca acctagctat tcaatcccct aatcagacac cttcccctca 1981 



actacagctt caaaatgctc tgaggaaaga gactgtttcc aaattctgtg tgtttacaat 2041 



caattcttca tatacaaaaa aaatctgtct ttgtagagct tacattttag tagggaagaa 2101 



caaaataagt aaataaagtc tatggtatgc tag 2134 



<210> 138 
<211> 306 
<212> PRT 

<213> Homo sapiens 
<400> 138 
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Met Ala Leu Pro Pro Gly Pro Ala Ala Leu Arg His Thr Leu Leu Leu 

15 10 15 

Leu Pro Ala Leu Leu Ser Ser Gly Trp Gly Glu Leu Glu Pro Gin He 

20 25 30 



Asp Gly Gin Thr Trp Ala Glu Arg Ala Leu Arg Glu Asn Glu Arg His 
35 40 45 

Ala Phe Thr Cys Arg Val Ala Gly Gly Pro Gly Thr Pro Arg Leu Ala 

50 55 60 

Trp Tyr Leu Asp Gly Gin Leu Gin Glu Ala Ser Thr Ser Arg Leu Leu 

65 70 75 80 

Ser Val Gly Gly Glu Ala Phe Ser Gly Gly Thr Ser Thr Phe Thr Val 

85 90 95 

Thr Ala His Arg Ala Gin His Glu Leu Asn Cys Ser Leu Gin Asp Pro 
100 105 110 

Arg Ser Gly Arg Ser Ala Asn Ala Ser Val He Leu Asn Val Gin Phe 

115 120 125 

Lys Pro Glu He Ala Gin Val Gly Ala Lys Tyr Gin Glu Ala Gin Gly 

130 135 140 

Pro Gly Leu Leu Val Val Leu Phe Ala Leu Val Arg Ala Asn Pro Pro 
145 150 155 160 
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Ala Asn Val Thr Trp He Asp Gin Asp Gly Pro Val Thr Val Asn Thr 
165 170 175 

Ser Asp Phe Leu Val Leu Asp Ala Gin Asn Tyr Pro Trp Leu Thr Asn 
180 185 190 



His Thr Val Gin Leu Gin Leu Arg Ser Leu Ala His Asn Leu Ser Val 

195 200 205 

Val Ala Thr Asn Asp Val Gly Val Thr Ser Ala Ser Leu Pro Ala Pro 

210 215 220 

Gly Pro Ser Arg His Pro Ser Leu Val Ser Ser Asp Ser Asn Asn Leu 

225 230 235 240 

Lys Leu Asn Asn Val Arg Leu Pro Arg Glu Asn Met Ser Leu Pro Ser 

245 250 255 

Asn Leu Gin Leu Asn Asp Leu Thr Pro Asp Ser Arg Val Lys Pro Ala 

260 265 270 

Asp Arg Gin Met Ala Gin Asn Asn Ser Arg Pro Glu Leu Leu Asp Pro 

275 280 285 

Glu Pro Gly Gly Leu Leu Thr Ser Arg Gly Arg Arg Asn Gin Asp Lys 

290 295 300 

Asp Ala 

5 7 3 ffi£E#2 0 0 0 - 3 0 6 2 5 2 2 
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305 



<210> 139 
<211> 1828 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (83).. (487) 

<400> 139 • 

aagcgacgac ttccgccctc cttagggccg tggtcccgta gctaccggtc gcgtcgccgt 60 

gggcgacgtg cccgcttcca aa atg gcg gcg gcg gcg gta tct ggt gcg ctt 112 

Met Ala Ala Ala Ala Val Ser Gly Ala Leu 
1 5 10 

ggc egg gcg ggc tgg agg etc ctg cag ctg cga tgc ctg ccc gtg gee 160 
Gly Arg Ala Gly Trp Arg Leu Leu Gin Leu Arg Cys Leu Pro Val Ala 

15 20 25 

cgt tgc cga caa gec ctg gtg ccg cgt gec ttc cat get tea get gtg 208 
Arg Cys Arg Gin Ala Leu Val Pro Arg Ala Phe His Ala Ser Ala Val 

30 35 40 

ggg eta agg tct tea gat gag cag aag cag cag cct ccc aac tea ttt 256 
Gly Leu Arg Ser Ser Asp Glu Gin Lys Gin Gin Pro Pro Asn Ser Phe 
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45 50 55 

tct cag cag cat tct gag aca cag ggc gca gaa aaa cct gat cca gag 304 
Ser Gin Gin His Ser Glu Thr Gin Gly Ala Glu Lys Pro Asp Pro Glu 
60 65 70 

tct tct cat tea ccc ccc agg tat aca gac cag ggc ggc gag gag gag 352 
Ser Ser His Ser Pro Pro Arg Tyr Thr Asp Gin Gly Gly Glu Glu Glu 

75 80 85 90 

gag gac tat gaa agt gag gag cag ttg cag cac cgc ate ctg acg gca 400 
Glu Asp Tyr Glu Ser Glu Glu Gin Leu Gin His Arg He Leu Thr Ala 

95 100 105 

gee ctt gag ttt gtg ccc gec cac ggg tgg aca gca gag gcg att gca 448 
Ala Leu Glu Phe Val Pro Ala His Gly Trp Thr Ala Glu Ala He Ala 

110 115 120 

gaa gga gec cag gtg tgt ata ggt gag ggt ggg gec acc taaccaagat 497 
Glu Gly Ala Gin Val Cys He Gly Glu Gly Gly Ala Thr 

125 130 135 

gagecaggat ggagtcacac caggcagagc ggggggcetc atgecttett ccagtctagc 557 

tcagagcccc tcacagctgc aagattgact ggtttttttc ccccaatagg gtggaactgg 617 

ctttattttg tagttataaa gaacatacca tggagttggt tcttgggagt tgtgttctaa 677 

aggcaatcta ttaggcaaga attgtctgtg atcaaaactc ccatgtttca ttgactctaa 737 
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gatgccattg gttgtaagaa gcatcatttt taaatgcatc agtaaaaaag aaaacatact 797 



gcccttcgaa ctatgacaaa gcacttctgt gattcacact gattttttaa aatgaaaaat 857 



atatctgcat cttagaatta atgacatatg gtgtttgaaa acccccaaga aggcaccact 917 



ttggagacca acacatctta ttttcccaga aactctaata gcattttctg cattagtaca 977 



gactgctgct ttagattagg cagcaggctc atgttcaggc catgttgtag agaatcctcc 1037 



agcatagcaa gataccatcc tccaagagac tgaggggatg acagagttgc atcttccatc 1097 



ccaggcttgc tgcagggcat ctacccatgg acaatgggca aggttgctgc tttactgaaa 1157 



tttaactgtt atttccttgt cttctctcac tcccaagtgc acatttggta acagaagtct 1217 



cattagtgaa atgtgggtgc tctgactcca ctgtaggctc attgtgaaaa ctgaacaata 1277 



caaacaaata taaaaaagaa tgtagaaaac acctataatc acaccaaaga tcatactatc 1337 



aacatttatg cctagatctt tccaattaaa accctttata tgattcattc tttaaatgtt 1397 



tattgagcaa ataatgtgcc ctaggcactg tgctagtcca agagacatga caggggtcaa 1457 



agtggtcaag atggatctgc ttcctgccct tgttgagctt ccagtctagc aacattaata 1517 



aaatatatac aaatgtttac ttagaagatg tggtaagtgc tatcaaggaa aggtgctgtt 1577 
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gggctgtata atggagggac ccgatcatta gatcaggtca cagctgcgag attgactggt 1637 
ttctttccct caatagggtg gaaatggctt tattttgtgg atataaaagt aatgaaccat 1697 
ggaattggtt cttgagagtt gtgttctaaa ggcaacctat tggcaagaat tgtctgtgat 1757 



caaaactacc atatttcatt gactctaaga tgccattggt tgtaagaagc actattttta 1817 
agtacatcag t 1828 

<210> 140 
<211> 135 
<212> PRT 
<213> Homo sapiens 

<400> 140 

Met Ala Ala Ala Ala Val Ser Gly Ala Leu Gly Arg Ala Gly Trp Arg 

15 10 15 

Leu Leu Gin Leu Arg Cys Leu Pro Val Ala Arg Cys Arg Gin Ala Leu 

20 25 30 

Val Pro Arg Ala Phe His Ala Ser Ala Val Gly Leu Arg Ser Ser Asp 

35 40 45 

Glu Gin Lys Gin Gin Pro Pro Asn Ser Phe Ser Gin Gin His Ser Glu 

50 55 60 
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Thr Gin Gly Ala Glu Lys Pro Asp Pro Glu Ser Ser His Ser Pro Pro 

65 70 75 80 

Arg Tyr Thr Asp Gin Gly Gly Glu Glu Glu Glu Asp Tyr Glu Ser Glu 

85 90 95 



Glu Gin Leu Gin His Arg He Leu Thr Ala Ala Leu Glu Phe Val Pro 

100 105 110 

Ala His Gly Trp Thr Ala Glu Ala lie Ala Glu Gly Ala Gin Val Cys 
115 120 125 

He Gly Glu Gly Gly Ala Thr 

130 135 

<210> 141 
<211> 2934 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10).. (804) 

<400> 141 

agttgagag atg gcg gcc gcc gca ggt aga teg etc ctg ctg etc etc tec 51 
Met Ala Ala Ala Ala Gly Arg Ser Leu Leu Leu Leu Leu Ser 

1 5 . 10 

5 7 8 ffifiE# 2000-3062522 
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tct egg ggc ggc ggc ggc ggg ggc gec ggc ggc tgc ggg gcg ctg act 99 
Ser Arg Gly Gly Gly Gly Gly Gly Ala Gly Gly Cys Gly Ala Leu Thr 
15 20 25 30 

gec ggc tgc ttc cct ggg ctg ggc gtc age cgc cac egg cag cag cag 147 
Ala Gly Cys Phe Pro Gly Leu Gly Val Ser Arg His Arg Gin Gin Gin 

35 40 45 



cac cac egg acg gta cac cag agg ate get tec tgg cag aat ttg gga 195 
His His Arg Thr Val His Gin Arg He Ala Ser Trp Gin Asn Leu Gly 
50 55 60 



get gtt tat tgc age act gtt gtg ccc tct gat gat gtt aca gtg gtt 243 
Ala Val Tyr Cys Ser Thr Val Val Pro Ser Asp Asp Val Thr Val Val 

65 70 75 

tat caa aat ggg tta cet gtg ata tct gtg agg eta cca tec egg cgt 291 
Tyr Gin Asn Gly Leu Pro Val He Ser Val Arg Leu Pro Ser Arg Arg 

80 85 90 

gaa cgc tgt cag ttc aca etc aag cct ate tct gac tct gtt ggt gta 339 
Glu Arg Cys Gin Phe Thr Leu Lys Pro He Ser Asp Ser Val Gly Val 

95 100 105 110 

ttt tta cga caa ctg caa gaa gag gat egg gga att gac aga gtt get 387 
Phe Leu Arg Gin Leu Gin Glu Glu Asp Arg Gly He Asp Arg Val Ala 

115 120 125 
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ate tat tea cca gat ggt gtt cgc gtt get get tea aca gga ata gac 435 
He Tyr Ser Pro Asp Gly Val Arg Val Ala Ala Ser Thr Gly He Asp 

130 135 140 

etc etc etc ctt gat gac ttt aag ctg gtc att aat gac tta aca tac 483 
Leu Leu Leu Leu Asp Asp Phe Lys Leu Val He Asn Asp Leu Thr Tyr 
145 150 155 

cac gta cga cca cca aaa aga gac etc tta agt cat gaa aat gca gca 531 
His Val Arg Pro Pro Lys Arg Asp Leu Leu Ser His Glu Asn Ala Ala 
160 165 170 

acg ctg aat gat gta aag aca ttg gtc cag cag eta tac acc aca ctg 579 
Thr Leu Asn Asp Val Lys Thr Leu Val Gin Gin Leu Tyr Thr Thr Leu 

175 180 185 190 

tgc att gag cag cac cag tta aac aag gaa agg gag ctt att gaa aga 627 
Cys He Glu Gin His Gin Leu Asn Lys Glu Arg Glu Leu He Glu Arg 

195 200 205 

eta gag gat etc aaa gag cag ctg get ccc ctg gaa aag gta cga att 675 
Leu Glu Asp Leu Lys Glu Gin Leu Ala Pro Leu Glu Lys Val Arg He 

210 215 220 

gag att age aga aaa get gag aag agg acc act ttg gtg eta tgg gtg 723 
Glu He Ser Arg Lys Ala Glu Lys Arg Thr Thr Leu Val Leu Trp Val 

225 230 235 

gec ttg cct aca tgg cca cac agt ttg gca ttt tgg ccc ggc tta cct 771 

5 8 0 mttE^ 2000-3062522 
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Ala Leu Pro Thr Trp Pro His Ser Leu Ala Phe Trp Pro Gly Leu Pro 



ggt ggg aat att cct ggg aca tea tgg age cag taacatactt catcacttat 824 
Gly Gly Asn He Pro Gly Thr Ser Trp Ser Gin 



ggaagtgcca tggcaatgta tgcatatttt gtaatgacac gecaggaata tgtttatcca 884 



gaagecagag acagacaata cttactattt ttccataaag gagecaaaaa gtcacgtttt 944 



gacctagaga aatacaatca actcaaggat geaattgetc aggcagaaat ggaccttaag 1004 



agactgagag acccattaca agtacatctg cctctccgac aaattggtga aaaagattga 1064 



tetgeaaaaa gectctgaat cctggcagaa ggaacacctg tttgcctttt taattaaagc 1124 



attgeaggtg gaagctggga gccatgtggg gggtagagcg tttttacctt taattataaa 1184 



acaaaaacag aaaggatctg agggaagaag ggaatgttaa aacctgagga tcaggcattg 1244 



tggaatataa gctcaaaggg cttagtgaat attgtcttaa ccaagtatct cagtttctgg 1304 



atgaaaatga tgcagttata tagttgagag attcataaag agaaaacaat gctgggggtg 1364 



ttcgtttctt gcatcttctt tgeagagtea gcaaaagagt aacacaccag caccccactc 1424 



gactctattt gtttttaatt taactgtccc tatttttgac ataggagtaa ataaatatac 1484 



240 



245 



250 



255 



260 



265 
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tagaaaagca aattctcatg atatgctaaa atatcattag catttatttt aaattggacc 1544 

cagtctctgc agagttacca ggaatctttc cttccagcat ccctttactg accacctacc 1604 

tgtacctctt ggttacactc attttttcca tttgataatt ggaaccaact tataactgtt 1664 

taataattga cactttagat tatctcttaa taccttctta aatgtctata tatcccagtg 1724 

ctctggatca gtgtctaaaa atcactggca acactgcatg aggttgttgg ttttgttttg 1784 

ttttattaat tagtctttca caggaggaat aattgccctc ctttatatac ttatctattg 1844 

ataatcccct ctccctccag aacacaaatc agagggaaag ggggtgttca gctgtactac 1904 

caaatcagga agatgtaagg tttacaaatt ggctaagaat catggctctg tagccatctc 1964 

aaccagaata attttattgc taatctgctt tgtgtgacag cattccaggc cagccagatg 2024 

ggactgcctt gtctggaggc tttgttcatc tcgaaggaca cacacttcca cactgtttgt 2084 

gagccctccc acctccacaa cttcagttgt aaatcaagtg tgtggatctc aaagggtgca 2144 

atttatcttt atataggaat acatttctag ggcttccttc aagcccactc tcttcaccct 2204 

attttttctt atcttaaatt gagagaaaga gaattaatct tatactttgt caaaacattt 2264 

tctaccatat ttccagatga catctgcgct tgaagagtca aaggaatctg tgtctaatat 2324 

cctgttttta actgctgtag gggcaggatg gaaaggatga tgggggctgc cacaccactg 2384 

5 8 2 ffil£4# 2000-3062522 



4# ¥ 11-19 4 17 

attggccttt tctttcacgt gattcatcct tcctcattgt ggcaaggagt ttctttctct 2444 
ttttcttcct cctttgggat cattgtgtat gaaaagaaaa actttaaatg acaaacccag 2504 
actccaggtg ccttgcaaag gttgaaggcc agccaggatt gctgctgctg ctgctactcc 2564 
tgccaacacc cctttcattg gcatgacgga atgaaaggat gcatgtctcc acttcctgac 2624 
cctccgccca cttccttctc cctccaccac ccccagtcgt cagctccttc cctcatttat 2684 
ttttgttaag ttgtgtgaat tatttttaac ccatttatcc tgtttgtgca tagggttttt 2744 
aagaagaaac agcacagtgc aacgagcaaa tctttttggg gtgtgtggga agcaagggag 2804 
ggaggacatg gagaaaagtt ctttaaacaa atagcaaact attgaacatg tgtaaaatcc 2864 
tgtatcattt atgaaatatg tataaaaagc aatgtacctt ctggaacaat aaatacttat 2924 
tcaatttttg 2934 

<210> 142 
<211> 265 
<212> PRT 

<213> Homo sapiens 
<400> 142 

Met Ala Ala Ala Ala Gly Arg Ser Leu Leu Leu Leu Leu Ser Ser Arg 

5 8 3 ffilE#2 0 0 0 - 3 0 6 2 5 2 2 
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15 10 15 

Gly Gly Gly Gly Gly Gly Ala Gly Gly Cys Gly Ala Leu Thr Ala Gly 

20 25 30 

Cys Phe Pro Gly Leu Gly Val Ser Arg His Arg Gin Gin Gin His His 

35 40 45 

Arg Thr Val His Gin Arg He Ala Ser Trp Gin Asn Leu Gly Ala Val 

50 55 60 

Tyr Cys Ser Thr Val Val Pro Ser Asp Asp Val Thr Val Val Tyr Gin 

65 70 75 80 

Asn Gly Leu Pro Val He Ser Val Arg Leu Pro Ser Arg Arg Glu Arg 

85 90 95 

Cys Gin Phe Thr Leu Lys Pro He Ser Asp Ser Val Gly Val Phe Leu 

100 105 110 

Arg Gin Leu Gin Glu Glu Asp Arg Gly He Asp Arg Val Ala lie Tyr 

115 120 125 

Ser Pro Asp Gly Val Arg Val Ala Ala Ser Thr Gly He Asp Leu Leu 

130 135 140 

Leu Leu Asp Asp Phe Lys Leu Val He Asn Asp Leu Thr Tyr His Val 
145 150 155 160 
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Arg Pro Pro Lys Arg Asp Leu Leu Ser His Glu Asn Ala Ala Thr Leu 
165 170 175 

Asn Asp Val Lys Thr Leu Val Gin Gin Leu Tyr Thr Thr Leu Cys He 
180 185 190 



Glu Gin His Gin Leu Asn Lys Glu Arg Glu Leu He Glu Arg Leu Glu 

195 200 205 

Asp Leu Lys Glu Gin Leu Ala Pro Leu Glu Lys Val Arg He Glu He 

210 215 220 

Ser Arg Lys Ala Glu Lys Arg Thr Thr Leu Val Leu Trp Val Ala Leu 

225 230 235 240 

Pro Thr Trp Pro His Ser Leu Ala Phe Trp Pro Gly Leu Pro Gly Gly 

245 250 255 

Asn He Pro Gly Thr Ser Trp Ser Gin 

260 265 



<210> 143 
<211> 1658 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (57).. (947) 
<400> 143 

attgtgtctg gcggcggcgc gcgagcccac cggcggctgc ggcggggcgg gaagcc atg 59 

Met 
1 



gag ccg egg gcg etc gtc acg gcg etc age etc ggc etc age ctg tgc 107 
Glu Pro Arg Ala Leu Val Thr Ala Leu Ser Leu Gly Leu Ser Leu Cys 

5 10 15 

tec ctg ggg ctg etc gtc acg gee ate ttc acc gac cac tgg tac gag 155 
Ser Leu Gly Leu Leu Val Thr Ala He Phe Thr Asp His Trp Tyr Glu 

20 25 30 

acc gac ccc egg cgc cac aag gag age tgc gag cgc age cgc gcg ggc 203 
Thr Asp Pro Arg Arg His Lys Glu Ser Cys Glu Arg Ser Arg Ala Gly 

35 40 45 

gee gac ccc ccg gac cag aag aac cgc ctg atg ccg ctg teg cac ctg 251 
Ala Asp Pro Pro Asp Gin Lys Asn Arg Leu Met Pro Leu Ser His Leu 

50 55 60 65 

ccg ctg egg gac teg ccc ccg ctg ggg cgc egg ctg etc ccg ggc ggc 299 
Pro Leu Arg Asp Ser Pro Pro Leu Gly Arg Arg Leu Leu Pro Gly Gly 

70 75 80 

ccg ggg cgc gee gac ccc gag tec tgg cgc teg etc ctg ggg etc ggc 347 
Pro Gly Arg Ala Asp Pro Glu Ser Trp Arg Ser Leu Leu Gly Leu Gly 
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85 90 95 

ggg ctg gac gcc gag tgc ggc egg ccc etc ttc gee ace tac teg ggc 395 

Gly Leu Asp Ala Glu Cys Gly Arg Pro Leu Phe Ala Thr Tyr Ser Gly 
100 105 110 



etc tgg agg aag tgc tac ttc ctg ggc ate gac egg gac ate gac ace 443 
Leu Trp Arg Lys Cys Tyr Phe Leu Gly He Asp Arg Asp He Asp Thr 

115 120 125 

etc ate ctg aaa ggt att gcg cag cga tgc acg gcc ate aag tac cac 491 
Leu He Leu Lys Gly He Ala Gin Arg Cys Thr Ala lie Lys Tyr His 

130 135 140 145 

ttt tct cag ccc ate cgc ttg cga aac att cct ttt aat tta ace aag 539 
Phe Ser Gin Pro He Arg Leu Arg Asn He Pro Phe Asn Leu Thr Lys 
150 155 160 

acc ata cag caa gat gag tgg cac ctg ctt cat tta aga aga ate act 587 
Thr He Gin Gin Asp Glu Trp His Leu Leu His Leu Arg Arg He Thr 

165 170 175 

get ggc ttc etc ggc atg gcc gta gcc gtc ctt etc tgc ggc tgc att 635 
Ala Gly Phe Leu Gly Met Ala Val Ala Val Leu Leu Cys Gly Cys lie 

180 185 190 

gtg gcc aca gtc agt ttc ttc tgg gag gag age ttg acc cag cac gtg 683 
Val Ala Thr Val Ser Phe Phe Trp Glu Glu Ser Leu Thr Gin His Val 

195 200 205 

5 8 7 [U|iE#2 000-3062522 
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get gga etc ctg ttc etc atg aca ggg ata ttt tgc ace att tec etc 731 
Ala Gly Leu Leu Phe Leu Met Thr Gly He Phe Cys Thr He Ser Leu 

210 215 220 225 

tgt act tat gee gec agt ate teg tat gat ttg aac egg etc cca aag 779 
Cys Thr Tyr Ala Ala Ser He Ser Tyr Asp Leu Asn Arg Leu Pro Lys 

230 235 240 

eta att tat age ctg cct get gat gtg gaa cat ggt tac age tgg tec 827 
Leu He Tyr Ser Leu Pro Ala Asp Val Glu His Gly Tyr Ser Trp Ser 

245 250 255 

ate ttt tgc gee tgg tgc agt tta ggc ttt att gtg gca get gga ggt 875 
He Phe Cys Ala Trp Cys Ser Leu Gly Phe lie Val Ala Ala Gly Gly 

260 265 270 

etc tgc ate get tat ccg ttt att age egg ace aag att gca cag eta 923 
Leu Cys He Ala Tyr Pro Phe He Ser Arg Thr Lys He Ala Gin Leu 

275 280 285 

aag tct ggc aga gac tec acg gta tgactgtcct cactgggcct gtccacagtg 977 
Lys Ser Gly Arg Asp Ser Thr Val 

290 295 

cgagcgactc ctgaggggaa cagegeggag ttcaggagtc caagcacaaa gcggtctttt 1037 
acattccaac ctgttgcctg ccagcccttt ctggattact gatagaaaat catgeaaaac 1097 
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ctcccaacct ttctaaggac aagactactg tggattcaag tgctttaatg actatttatg 1157 

cgttgactgt gagaataggg agcagtgcca tgggacattt ctaggtgtag agaaagaaga 1217 

aactgcaatg gaaaaatttg tatgatttcc atttatttca gaaagtttgt atgtaacaat 1277 

tacccgagag tcatttctac ttgcaaaagg attcgtaaca aagcgagtat aattttcttg 1337 

tcattgtatc atgcttgtta aattttaatg cagcatcttc agaacttgtc ctgatggtgt 1397 

cttattgtgt cagcaccaaa tatttgtgca ttatttgtgg acgttccttg tcacaggaag 1457 

attcttcttc tgttgcctta ttgttttttt ttttaagtct cttctctgtc tttgtactgg 1517 

aatcgaaatc ataagataaa cagatcaaac gtgcttaaga gctaactcgt gacactatgc 1577 

agtattgttt gaagacctgt tgttcaacct ctgtctcttt atgttaactg gatttctgca 1637 

ttaaatgact gcccccttgt t 1658 

<210> 144 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<400> 144 

Met Glu Pro Arg Ala Leu Val Thr Ala Leu Ser Leu Gly Leu Ser Leu 

15 10 15 

5 8 9 ffilIE4# 2000-3062522 
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Cys Ser Leu Gly Leu Leu Val Thr Ala He Phe Thr Asp His Trp Tyr 

20 25 30 

Glu Thr Asp Pro Arg Arg His Lys Glu Ser Cys Glu Arg Ser Arg Ala 
35 40 45 



Gly Ala Asp Pro Pro Asp Gin Lys Asn Arg Leu Met Pro Leu Ser His 

50 55 60 

Leu Pro Leu Arg Asp Ser Pro Pro Leu Gly Arg Arg Leu Leu Pro Gly 

65 70 75 80 

Gly Pro Gly Arg Ala Asp Pro Glu Ser Trp Arg Ser Leu Leu Gly Leu 

85 90 95 

Gly Gly Leu Asp Ala Glu Cys Gly Arg Pro Leu Phe Ala Thr Tyr Ser 
100 105 110 

Gly Leu Trp Arg Lys Cys Tyr Phe Leu Gly He Asp Arg Asp He Asp 

115 120 125 

Thr Leu He Leu Lys Gly lie Ala Gin Arg Cys Thr Ala He Lys Tyr 
130 135 140 

His Phe Ser Gin Pro He Arg Leu Arg Asn He Pro Phe Asn Leu Thr 

145 150 155 160 

Lys Thr He Gin Gin Asp Glu Trp His Leu Leu His Leu Arg Arg He 



5 9 0 
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165 170 175 

Thr Ala Gly Phe Leu Gly Met Ala Val Ala Val Leu Leu Cys Gly Cys 
180 185 190 

He Val Ala Thr Val Ser Phe Phe Trp Glu Glu Ser Leu Thr Gin His 

195 200 205 

Val Ala Gly Leu Leu Phe Leu Met Thr Gly He Phe Cys Thr lie Ser 

210 215 220 

Leu Cys Thr Tyr Ala Ala Ser He Ser Tyr Asp Leu Asn Arg Leu Pro 

225 230 235 240 

Lys Leu He Tyr Ser Leu Pro Ala Asp Val Glu His Gly Tyr Ser Trp 

245 250 255 

Ser He Phe Cys Ala Trp Cys Ser Leu Gly Phe He Val Ala Ala Gly 

260 265 270 

Gly Leu Cys He Ala Tyr Pro Phe He Ser Arg Thr Lys He Ala Gin 

275 280 285 

Leu Lys Ser Gly Arg Asp Ser Thr Val 

290 295 



<210> 145 
<211> 2023 

59 1 mil#2 0 0 0 - 3 0 6 2 5 2 2 



#^ 11—194179 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (71).. (790) 



<400> 145 

gcggatcact gaggctgtgg cggcactgcg cccggcgctc gcgtccgtcc gcccgtccgc 60 

ccgcccagcc atg act gcg ccg gtc ccc gcg ccg egg ate ctg ttg ccg 109 
Met Thr Ala Pro Val Pro Ala Pro Arg lie Leu Leu Pro 

1 5 10 

ttg ctg ttg ctg ctg ctg eta acg ccg cct ccg ggt gca cgt ggt gag 157 
Leu Leu Leu Leu Leu Leu Leu Thr Pro Pro Pro Gly Ala Arg Gly Glu 

15 20 25 

gtg tgt atg get tec cgt gga etc age etc ttc ccc gag tec tgt cca 205 
Val Cys Met Ala Ser Arg Gly Leu Ser Leu Phe Pro Glu Ser Cys Pro 

30 35 40 45 

gat ttc tgc tgt ggt acc tgt gat gac caa tac tgc tgc tct gac gtg 253 
Asp Phe Cys Cys Gly Thr Cys Asp Asp Gin Tyr Cys Cys Ser Asp Val 

50 55 60 

ctg aag aaa ttt gtg tgg age gag gaa agg tgt get gtg cct gag gec 301 
Leu Lys Lys Phe Val Trp Ser Glu Glu Arg Cys Ala Val Pro Glu Ala 

65 70 75 

5 9.2 2000-3062522 



11-19417 



age gtg cct gec agt gta gag ccg gtg gag cag ctg ggc teg gcg ctg 349 
Ser Val Pro Ala Ser Val Glu Pro Val Glu Gin Leu Gly Ser Ala Leu 

80 85 90 

agg ttt cgc cct ggc tac aac gac ccc atg tea ggg ttc gga gcg ace 397 
Arg Phe Arg Pro Gly Tyr Asn Asp Pro Met Ser Gly Phe Gly Ala Thr 

95 100 105 

ttg gee gtt ggc ctg ace ate ttt gtg ctg tct gtc gtc act ate ate 445 
Leu Ala Val Gly Leu Thr lie Phe Val Leu Ser Val Val Thr He He 
110 115 120 125 

ate tgc ttc ace tgc tec tgc tgc tgc ctt tac aag acg tgc cgc cga 493 
He Cys Phe Thr Cys Ser Cys Cys Cys Leu Tyr Lys Thr Cys Arg Arg 
130 135 140 

cca cgt ccg gtt gtc ace ace ace aca tec acc act gtg gtg cat gee 541 
Pro Arg Pro Val Val Thr Thr Thr Thr Ser Thr Thr Val Val His Ala 

145 150 155 

cct tat cct cag cct cca agt gtg ccg ccc age tac cct gga cca age 589 
Pro Tyr Pro Gin Pro Pro Ser Val Pro Pro Ser Tyr Pro Gly Pro Ser 
160 165 170 

tac cag ggc tac cac acc atg ccg cct cag cca ggg atg cca gca gca 637 
Tyr Gin Gly Tyr His Thr Met Pro Pro Gin Pro Gly Met Pro Ala Ala 
175 180 185 



5 9 3 
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ccc tac cca atg cag tac cca cca cct tac cca gcc cag ccc atg ggc 685 
Pro Tyr Pro Net Gin Tyr Pro Pro Pro Tyr Pro Ala Gin Pro Met Gly 

190 195 200 205 

cca ccg gcc tac cac gag acc ctg get gga gga gca gcc gcg ccc tac 733 
Pro Pro Ala Tyr His Glu Thr Leu Ala Gly Gly Ala Ala Ala Pro Tyr 
210 215 220 

ccc gcc age cag cct cct tac aac ccg gcc tac atg gat gcc ccg aag 781 
Pro Ala Ser Gin Pro Pro Tyr Asn Pro Ala Tyr Met Asp Ala Pro Lys 

225 230 235 

gcg gcc etc tgagcattcc ctggcctctc tggctgccac ttggttatgt 830 
Ala Ala Leu 

240 

tgtgtgtgtg cgtgagtggt gtgeaggege ggttccttac gccccatgtg tgctgtgtgt 890 
gtccaggcac ggttccttac gccccatgtg tgctgtgtgt gtcctgcctg tatatgtggc 950 
ttcctctgat gctgacaagg tggggaacaa tccttgccag agtgggctgg gaccagactt 1010 
tgttctcttc ctcacctgaa attatgette ctaaaatctc aagecaaact caaagaatgg 1070 
ggtggtgggg ggcaccctgt gaggtggccc ctgagaggtg ggggcctctc cagggcacat 1130 
ctggagttct tctccagctt accctagggt gaccaagtag ggcctgtcac accagggtgg 1190 
cgcagctttc tgtgtgatgc agatgtgtcc tggtttcggc agegtageca getgetgett 1250 



5 9 4 
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gaggccatgg ctcgtccccg gagttggggg tacccgttgc agagccaggg acatgatgca 1310 
ggcgaagctt gggatctggc caagttggac tttgatcctt tgggcagatg tcccattgct 1370 
ccctggagcc tgtcatgcct gttggggatc aggcagcctc ctgatgccag aacacctcag 1430 
gcagagccct actcagctgt acctgtctgc ctggactgtc ccctgtcccc gcatctcccc 1490 
tgggaccagc tggagggcca catgcacaca cagcctagct gcccccaggg agctctgctg 1550 
cccttgctgg ccctgccctt cccacaggtg agcagggctc ctgtccacca gcacactcag 1610 
ttctcttccc tgcagtgttt tcattttatt ttagccaaac attttgcctg ttttctgttt 1670 
caaacatgat agttgatatg agactgaaac ccctgggttg tggagggaaa ttggctcaga 1730 
gatggacaac ctggcaactg tgagtccctg cttcccgaca ccagcctcat ggaatatgca 1790 
acaactcctg taccccagtc cacggtgttc tggcagcagg gacacctggg ccaatgggcc 1850 
atctggacca aaggtggggt gtggggccct ggatggcagc tctggcccag acatgaatac 1910 
ctcgtgttcc tcctccctct attactgttt caccagagct gtcttagctc aaatctgttg 1970 
tgtttctgag tctagggtct gtacacttgt ttataataaa tgcaatcgtt tgg 2023 

<210> 146 

5 9 5 m$E# 2000-3062522 




#5p 11-194179 



<211> 240 
<212> PRT 

<213> Homo sapiens 



<400> 146 

Met Thr Ala Pro Val Pro Ala Pro Arg He Leu Leu Pro Leu Leu Leu 

15 10 15 

Leu Leu Leu Leu Thr Pro Pro Pro Gly Ala Arg Gly Glu Val Cys Met 

20 25 30 

Ala Ser Arg Gly Leu Ser Leu Phe Pro Glu Ser Cys Pro Asp Phe Cys 

35 40 45 

Cys Gly Thr Cys Asp Asp Gin Tyr Cys Cys Ser Asp Val Leu Lys Lys 

50 55 60 

Phe Val Trp Ser Glu Glu Arg Cys Ala Val Pro Glu Ala Ser Val Pro 

65 70 75 80 

Ala Ser Val Glu Pro Val Glu Gin Leu Gly Ser Ala Leu Arg Phe Arg 

85 90 95 

Pro Gly Tyr Asn Asp Pro Met Ser Gly Phe Gly Ala Thr Leu Ala Val 

100 105 110 

Gly Leu Thr He Phe Val Leu Ser Val Val Thr He He He Cys Phe 
115 120 125 

5 9 6 ffill^F 2000-306 2522 
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Thr Cys Ser Cys Cys Cys Leu Tyr Lys Thr Cys Arg Arg Pro Arg Pro 
130 135 140 

Val Val Thr Thr Thr Thr Ser Thr Thr Val Val His Ala Pro Tyr Pro 

145 150 155 160 



Gin Pro Pro Ser Val Pro Pro Ser Tyr Pro Gly Pro Ser Tyr Gin Gly 
165 170 175 

Tyr His Thr Met Pro Pro Gin Pro Gly Met Pro Ala Ala Pro Tyr Pro 

180 185 190 

Met Gin Tyr Pro Pro Pro Tyr Pro Ala Gin Pro Met Gly Pro Pro Ala 

195 200 205 

Tyr His Glu Thr Leu Ala Gly Gly Ala Ala Ala Pro Tyr Pro Ala Ser 

210 215 220 

Gin Pro Pro Tyr Asn Pro Ala Tyr Met Asp Ala Pro Lys Ala Ala Leu 

225 230 235 240 

<210> 147 
<211> 1898 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

5 9 7 ffifiE#2 0 0 O - 3 O 6 2 5 2 2 
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<222> (403).. (834) 
<400> 147 

atataaaata actgaaatct ggaactaatc aactgtgaaa atcaagcaac gagaaagagt 60 

tgtaaattat tttaaaatat ctggctcgat caactttgcc agttttagag ccagtctttg 120 

caaaaaggga gaaacaaaac agatgagaca agaaaggaac atccagcatg ctgtgaaccc 180 

cctgagactg gccatgatct gaaagagtaa agctctatcc agggaacctt ttctgaatca 240 

tagtgtcaga cttcctgctc ttttcaactc ccctggtttt atcatctcta ctctgtttca 300 

gcaatctact gccatggcca catcctgaat gttgacaata ccctaaactg tgccatttat 360 

aagatctctg acacaccaac ctctctcctc ttacagctct ca atg atg tat atg 414 

Met Met Tyr Met 
1 



acc tea get tat tct aat atg ctt aca 
Thr Ser Ala Tyr Ser Asn Met Leu Thr 

5 10 

atg gca gtg get get get gtc gtg get 
Met Ala Val Ala Ala Ala Val Val Ala 

25 

aca cag agg tgc gac tgg ggc tgc aca 
Thr Gin Arg Cys Asp Trp Gly Cys Thr 



gat tat aca ccc gtg ata ttg 462 

Asp Tyr Thr Pro Val He Leu 

15 20 

get get ate acg cct get gca 510 

Ala Ala He Thr Pro Ala Ala 

30 35 

ttt cac gga ggt gtt ggg agt 558 

Phe His Gly Gly Val Gly Ser 
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40 45 50 

tec gec cct tct gat gtg ggg aaa gag ate ccc agg tgc ccc tgc ate 606 

Ser Ala Pro Ser Asp Val Gly Lys Glu He Pro Arg Cys Pro Cys He 
55 60 65 



tgc cca aac tgt ggc tgt gga teg gag get cca ggt tgg cag gtt ggg 654 
Cys Pro Asn Cys Gly Cys Gly Ser Glu Ala Pro Gly Trp Gin Val Gly 

70 75 80 

age ttc egg gtg cag ctg cga ccg ccc tec cag gtg cag gac cct ggt 702 
Ser Phe Arg Val Gin Leu Arg Pro Pro Ser Gin Val Gin Asp Pro Gly 

85 90 95 100 

gtt tct gca gee tgc ace ctt ggg ggc ccc agg aaa gac cca tat cct 750 
Val Ser Ala Ala Cys Thr Leu Gly Gly Pro Arg Lys Asp Pro Tyr Pro 
105 110 115 

tgc agg ctt gga ggt gtt tgc ttc ttc tgc ctg gee tct etc ggc tec 798 
Cys Arg Leu Gly Gly Val Cys Phe Phe Cys Leu Ala Ser Leu Gly Ser 
120 125 130 

egg tgc atg etc tea tat ctg agt ggg ggt tgg tgc tgagccccgg 844 
Arg Cys Met Leu Ser Tyr Leu Ser Gly Gly Trp Cys 
135 140 

ggccgtgaat tgcagcagga ggcagattta ttcctgggca gaaggtggca gatcccaagt 904 

aaggggacct teaagecagg gagggectga aggctggtgg ctgggctacc agtcccaccg 964 

5 9 9 M2 0 0 0- 3 0 6 2 5 2 2 



#3* 11-194179 
accagagtgg ggattcgtgg gcctcttctg ggccacccat agccacccat ggaccaatca 1024 



gcaagcacat cctcccctct gaggtccgta aaagccctgg gcgcagcctg agcagggcag 1084 



aggaaggcca gaggtgaagg agtcagagag gcgacaggat aggcagctgc cgagagaagt 1144 



acgcctctct gctgagacct ggagatgacg ggaaggccag atgcagagag gagctaccct 1204 



ctctgcttag agctgccagg aggagctacc aaccttctct gctgagagct gcagagatga 1264 



cctgctggca gagaggagct acccactgcg ggtctcctct gatctgttgt aatgctgaat 1324 



aaagcttctt ttcatcttgt tcaccttcca cttgtctgca tacctcattc tacccggacg 1384 



caagcaagaa ctcgagcaaa ggcacaacca gccacagagg tttctggcca gaaaatcgac 1444 



accccaaaag tcctataaca atctgattct aaaagcaaca tcatcttttc aatgtaattc 1504 



taaaagaatt tgggattatt ttatttaatt tcaggatccc ctctgaagaa aatcaactta 1564 



caaaggatgg caggtcttaa gaaaggtact tagcaagtgc tggtacattc taagcaatca 1624 



atatttgtca atgttcagta attgtacaat tgtactagag aaaacaattc caggggctta 1684 



aaattatctt atacaaggat ccactttatt attatttttt ctgtttgttt tggataaatt 1744 



actgactcct tatctcagtt atgttatgtg ttaaatgttt acagtgttat tttgtatctc 1804 



6 0 0 ajfflE# 2000-3062522 
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tcaagggctt ttgttagaat tttcaatgag ataccttaaa acctctaaaa agaaaatgga 1864 
tgttataagt aaataaaaat aagtctgaat ggcc 1898 

<210> 148 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 148 

Met Met Tyr Met Thr Ser Ala Tyr Ser Asn Met Leu Thr Asp Tyr Thr 
1 5 10 15 

Pro Val lie Leu Met Ala Val Ala Ala Ala Val Val Ala Ala Ala He 

20 25 30 

Thr Pro Ala Ala Thr Gin Arg Cys Asp Trp Gly Cys Thr Phe His Gly 

35 40 45 

Gly Val Gly Ser Ser Ala Pro Ser Asp Val Gly Lys Glu He Pro Arg 

50 55 60 

Cys Pro Cys He Cys Pro Asn Cys Gly Cys Gly Ser Glu Ala Pro Gly 

65 70 75 80 

Trp Gin Val Gly Ser Phe Arg Val Gin Leu Arg Pro Pro Ser Gin Val 

85 90 95 

60 1 fflll#2 0 0 0 - 3 0 6 2 5 2 2 



#^ 11-194179 

Gin Asp Pro Gly Val Ser Ala Ala Cys Thr Leu Gly Gly Pro Arg Lys 
100 105 110 

Asp Pro Tyr Pro Cys Arg Leu Gly Gly Val Cys Phe Phe Cys Leu Ala 
115 120 125 



Ser Leu Gly Ser Arg Cys Met Leu Ser Tyr Leu Ser Gly Gly Trp Cys 
130 135 140 

<210> 149 

<211> 1755 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (201). . (1166) 
<400> 149 

attcatttcc cccagtgacc ttgacaagtc agaagcttga aagcagggaa atccggatgt 60 

ctcggttatg aagtggagca gtgagtgtga gcctcaacat agttccagaa ctctccatcc 120 

ggactagtta ttgagcatct gcctctcata tcaccagtgg ccatctgagg tgtttccctg 180 

gctctgaagg ggtaggcacg atg gcc agg tgc ttc age ctg gtg ttg ctt etc 233 

Met Ala Arg Cys Phe Ser Leu Val Leu Leu Leu 
1 5 10 



6 0 2 
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act tec ate tgg ace acg agg etc ctg gtc caa ggc tct ttg cgt gca 281 
Thr Ser He Trp Thr Thr Arg Leu Leu Val Gin Gly Ser Leu Arg Ala 

15 20 25 

gaa gag ctt tec ate cag gtg tea tgc aga att atg ggg ate acc ctt 329 
Glu Glu Leu Ser He Gin Val Ser Cys Arg He Met Gly He Thr Leu 

30 35 40 

gtg age aaa aag gcg aac cag cag ctg aat ttc aca gaa get aag gag 377 
Val Ser Lys Lys Ala Asn Gin Gin Leu Asn Phe Thr Glu Ala Lys Glu 

45 50 55 



gee tgt agg ctg ctg gga eta agt ttg gec ggc aag gac caa gtt gaa 425 
Ala Cys Arg Leu Leu Gly Leu Ser Leu Ala Gly Lys Asp Gin Val Glu 

60 65 70 75 



aca gee ttg aaa get age ttt gaa act tgc age tat ggc tgg gtt gga 473 
Thr Ala Leu Lys Ala Ser Phe Glu Thr Cys Ser Tyr Gly Trp Val Gly 

80 85 90 

gat gga ttc gtg gtc ate tct agg att age cca aac ccc aag tgt ggg 521 
Asp Gly Phe Val Val He Ser Arg He Ser Pro Asn Pro Lys Cys Gly 

95 100 105 



aaa aat ggg gtg ggt gtc ctg att tgg aag gtt cca gtg age cga cag 569 
Lys Asn Gly Val Gly Val Leu He Trp Lys Val Pro Val Ser Arg Gin 
110 115 120 



6 0 3 
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ttt gca gcc tat tgt tac aac tea tct gat act tgg act aac teg tgc 617 
Phe Ala Ala Tyr Cys Tyr Asn Ser Ser Asp Thr Trp Thr Asn Ser Cys 

125 130 135 

att cca gaa att ate acc acc aaa gat ccc ata ttc aac act caa act 665 
He Pro Glu lie He Thr Thr Lys Asp Pro He Phe Asn Thr Gin Thr 
140 145 150 155 

gca aca caa aca aca gaa ttt att gtc agt gac agt acc tac teg 
Ala Thr Gin Thr Thr Glu Phe He Val Ser Asp Ser Thr Tyr Ser 
160 165 170 

gca tec cct tac tct aca ata cct gcc cct act act act cct cct get 761 
Ala Ser Pro Tyr Ser Thr He Pro Ala Pro Thr Thr Thr Pro Pro Ala 

175 180 185 

cca get tec act tct att cca egg aga aaa aaa ttg att tgt gtc aca 809 
Pro Ala Ser Thr Ser He Pro Arg Arg Lys Lys Leu He Cys Val Thr 

190 195 200 

gaa gtt ttt atg gaa act age acc atg tct aca gaa act gaa cca ttt 857 
Glu Val Phe Met Glu Thr Ser Thr Met Ser Thr Glu Thr Glu Pro Phe 

205 210 215 

gtt gaa aat aaa gca gca ttc aag aat gaa get get ggg ttt gga ggt 905 
Val Glu Asn Lys Ala Ala Phe Lys Asn Glu Ala Ala Gly Phe Gly Gly 

220 225 230 235 

gtc ccc acg get ctg eta gtg ctt get etc etc ttc ttt ggt get gca 953 

6 04 ffiE#20 00-3 062522 



gtg 713 
Val 



I 
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Val Pro Thr Ala Leu Leu Val Leu Ala Leu Leu Phe Phe Gly Ala Ala 

240 245 250 

get ggt ctt gga ttt tgc tat gtc aaa agg tat gtg aag gec ttc cct 1001 
Ala Gly Leu Gly Phe Cys Tyr Val Lys Arg Tyr Val Lys Ala Phe Pro 

255 260 265 

ttt aca aac aag aat cag cag aag gaa atg ate gaa acc aaa gta gta 1049 
Phe Thr Asn Lys Asn Gin Gin Lys Glu Met He Glu Thr Lys Val Val 

270 275 280 

aag gag gag aag gec aat gat age aac cct aat gag gaa tea aag aaa 1097 
Lys Glu Glu Lys Ala Asn Asp Ser Asn Pro Asn Glu Glu Ser Lys Lys 

285 290 295 

act gat aaa aac cca gaa gag tec aag agt cca age aaa act acc gtg 1145 
Thr Asp Lys Asn Pro Glu Glu Ser Lys Ser Pro Ser Lys Thr Thr Val 

300 305 310 315 

cga tgc ctg gaa get gaa gtt tagatgagac agaaatgagg agacacacct 1196 
Arg Cys Leu Glu Ala Glu Val 

320 

gaggctggtt tetttcatge tccttaccct gccccagctg gggaaatcaa aagggccaaa 1256 
gaaccaaaga agaaagtcca cccttggttc ctaactggaa tcagctcagg actgecattg 1316 
gactatggag tgcaccaaag agaatgeect tctccttatt gtaaccctgt ctggatccta 1376 
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tcctcctacc tccaaagctt cccacggcct ttctagcctg gctatgtcct aataatatcc 1436 
cactgggaga aaggagtttt gcaaagtgca aggacctaaa acatctcatc agtatccagt 1496 
ggtaaaaagg cctcctggct gtctgaggct aggtgggttg aaagccaagg agtcactgag 1556 
accaaggctt tctctactga ttccgcagct cagacccttt cttcagctct gaaagagaaa 1616 
cacgtatccc acctgacatg tccttctgag cccggtaagg gcaaaagaat ggcagaaaag 1676 
tttagcccct gaaagccatg gagattctca taacttgaga cctaatctct gtaaagctaa 1736 
aataaagaaa tagaacaag 1755 

<210> 150 
<211> 322 
<212> PRT 

<213> Homo sapiens 
<400> 150 

Met Ala Arg Cys Phe Ser Leu Val Leu Leu Leu Thr Ser He Trp Thr 

15 10 15 

Thr Arg Leu Leu Val Gin Gly Ser Leu Arg Ala Glu Glu Leu Ser He 



Gin Val Ser Cys Arg He Met Gly He Thr Leu Val Ser Lys Lys Ala 



20 



25 



30 



35 



40 



45 
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Asn Gin Gin Leu Asn Phe Thr Glu Ala Lys Glu Ala Cys Arg Leu Leu 

50 55 60 

Gly Leu Ser Leu Ala Gly Lys Asp Gin Val Glu Thr Ala Leu Lys Ala 

65 70 75 80 



Ser Phe Glu Thr Cys Ser Tyr Gly Trp Val Gly Asp Gly Phe Val Val 

85 90 95 

He Ser Arg He Ser Pro Asn Pro Lys Cys Gly Lys Asn Gly Val Gly 
100 105 110 

Val Leu He Trp Lys Val Pro Val Ser Arg Gin Phe Ala Ala Tyr Cys 

115 120 125 

Tyr Asn Ser Ser Asp Thr Trp Thr Asn Ser Cys He Pro Glu lie He 

130 135 140 

Thr Thr Lys Asp Pro He Phe Asn Thr Gin Thr Ala Thr Gin Thr Thr 

145 150 155 160 

Glu Phe lie Val Ser Asp Ser Thr Tyr Ser Val Ala Ser Pro Tyr Ser 

165 170 175 

Thr lie Pro Ala Pro Thr Thr Thr Pro Pro Ala Pro Ala Ser Thr Ser 

180 185 190 

He Pro Arg Arg Lys Lys Leu He Cys Val Thr Glu Val Phe Met Glu 
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i 

195 200 205 

Thr Ser Thr Met Ser Thr Glu Thr Glu Pro Phe Val Glu Asn Lys Ala 

210 215 220 

Ala Phe Lys Asn Glu Ala Ala Gly Phe Gly Gly Val Pro Thr Ala Leu 

225 230 235 240 

Leu Val Leu Ala Leu Leu Phe Phe Gly Ala Ala Ala Gly Leu Gly Phe 

245 250 255 

Cys Tyr Val Lys Arg Tyr Val Lys Ala Phe Pro Phe Thr Asn Lys Asn 

260 265 270 

Gin Gin Lys Glu Met He Glu Thr Lys Val Val Lys Glu Glu Lys Ala 

275 280 285 

Asn Asp Ser Asn Pro Asn Glu Glu Ser Lys Lys Thr Asp Lys Asn Pro 

290 295 300 

Glu Glu Ser Lys Ser Pro Ser Lys Thr Thr Val Arg Cys Leu Glu Ala 

305 310 315 320 

Glu Val 



<210> 151 
<211> 1907 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21).. (1196) 



<400> 151 

ctgcagtagg tctgccggcg atg gag tgg tgg get age teg ccg ctt egg etc 53 

Met Glu Trp Trp Ala Ser Ser Pro Leu Arg Leu 

1 5 10 

tgg ctg ctg ttg ttc etc ctg ccc tea gcg cag ggc cgc cag aag gag 101 
Trp Leu Leu Leu Phe Leu Leu Pro Ser Ala Gin Gly Arg Gin Lys Glu 

15 20 25 

tea ggt tea aaa tgg aaa gta ttt att gac caa att aac agg tct ttg 149 
Ser Gly Ser Lys Trp Lys Val Phe He Asp Gin He Asn Arg Ser Leu 

. 30 35 40 

gag aat tac gaa cca tgt tea agt caa aac tgc age tgc tac cat ggt 197 
Glu Asn Tyr Glu Pro Cys Ser Ser Gin Asn Cys Ser Cys Tyr His Gly 
45 50 55 

gtc ata gaa gag gat eta act cct ttc cga gga ggc ate tec agg aag 245 
Val He Glu Glu Asp Leu Thr Pro Phe Arg Gly Gly He Ser Arg Lys 

60 65 70 75 

atg atg gca gag gta gtc aga egg aag eta ggg ace cac tat cag ate 293 

6 0 9 ffi!I#2 0 0 0 - 3 0 6 2 5 2 2 
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Met Met Ala Glu Val Val Arg Arg Lys Leu Gly Thr His Tyr Gin lie 

80 85 90 

act aag aac aga ctg tac egg gaa aat gac tgc atg ttc ccc tea agg 341 
Thr Lys Asn Arg Leu Tyr Arg Glu Asn Asp Cys Met Phe Pro Ser Arg 
95 100 105 



tgt agt ggt gtt gag cac ttt att ttg gaa gtg ate ggg cgt etc cct 389 
Cys Ser Gly Val Glu His Phe He Leu Glu Val He Gly Arg Leu Pro 

110 115 120 

gac atg gag atg gtg ate aat gta cga gat tat cct cag gtt cct aaa 437 
Asp Met Glu Met Val He Asn Val Arg Asp Tyr Pro Gin Val Pro Lys 

125 130 135 

tgg atg gag cct gec ate cca gtc ttc tec ttc agt aag aca tea gag 485 
Trp Met Glu Pro Ala He Pro Val Phe Ser Phe Ser Lys Thr Ser Glu 

140 145 150 155 

tac cat gat ate atg tat cct get tgg aca ttt tgg gaa ggg gga cct 533 
Tyr His Asp He Met Tyr Pro Ala Trp Thr Phe Trp Glu Gly Gly Pro 
160 165 170 

get gtt tgg cca att tat cct aca ggt ctt gga egg tgg gac etc ttc 581 
Ala Val Trp Pro He Tyr Pro Thr Gly Leu Gly Arg Trp Asp Leu Phe 

175 180 185 

aga gaa gat ctg gta agg tea gca gca cag tgg cca tgg aaa aag aaa 629 
Arg Glu Asp Leu Val Arg Ser Ala Ala Gin Trp Pro Trp Lys Lys Lys 

6 10 m!I4€F 2 0 0 0 - 3 0 6 2 5 2 2 



11-19417 S^P 



190 195 200 

aac tct aca gca tat ttc cga gga tea agg aca agt cca gaa cga gat 677 

Asn Ser Thr Ala Tyr Phe Arg Gly Ser Arg Thr Ser Pro Glu Arg Asp 

205 210 215 



cct etc att ctt ctg tct egg aaa aac cca aaa ctt gtt gat gca gaa 725 
Pro Leu He Leu Leu Ser Arg Lys Asn Pro Lys Leu Val Asp Ala Glu 

220 225 230 235 

tac acc aaa aac cag gee tgg aaa tct atg aaa gat acc tta gga aag 773 
Tyr Thr Lys Asn Gin Ala Trp Lys Ser Met Lys Asp Thr Leu Gly Lys 

240 245 250 

cca get get aag gat gtc cat ctt gtg gat cac tgc aaa tac aag tac 821 
Pro Ala Ala Lys Asp Val His Leu Val Asp His Cys Lys Tyr Lys Tyr 

255 260 265 

ctg ttt aat ttt cga ggc gta get gca agt ttc egg ttt aaa cac etc 869 
Leu Phe Asn Phe Arg Gly Val Ala Ala Ser Phe Arg Phe Lys His Leu 

270 275 280 

ttc ctg tgt ggc tea ctt gtt ttc cat gtt ggt gat gag tgg eta gaa 917 
Phe Leu Cys Gly Ser Leu Val Phe His Val Gly Asp Glu Trp Leu Glu 

285 290 295 

ttc ttc tat cca cag ctg aag cca tgg gtt cac tat ate cca gtc aaa 965 
Phe Phe Tyr Pro Gin Leu Lys Pro Trp Val His Tyr He Pro Val Lys 

300 305 310 315 

611 ffiS^20 00-306 2522 



4$ jp 11-194179 



aca gat etc tec aat gtc caa gag ctg tta caa ttt gta aaa gca aat 1013 
Thr Asp Leu Ser Asn Val Gin Glu Leu Leu Gin Phe Val Lys Ala Asn 

320 325 330 

gat gat gta get caa gag att get gaa agg gga age cag ttt att agg 1061 
Asp Asp Val Ala Gin Glu He Ala Glu Arg Gly Ser Gin Phe He Arg 

335 340 345 

aac cat ttg cag atg gat gac ate acc tgt tac tgg gag aac etc ttg 1109 
Asn His Leu Gin Met Asp Asp lie Thr Cys Tyr Trp Glu Asn Leu Leu 

350 355 360 

agt gaa tac tct aaa ttc ctg tct tat aat gta acg aga agg aaa ggt 1157 
Ser Glu Tyr Ser Lys Phe Leu Ser Tyr Asn Val Thr Arg Arg Lys Gly 

365 370 375 

tat gat caa att att ccc aaa atg ttg aaa act gaa eta tagtagtcat 1206 

Tyr Asp Gin lie He Pro Lys Met Leu Lys Thr Glu Leu 

380 385 390 

cataggacca tagtcctctt tgtggcaaca gatctcagat atectaeggt gagaagctta 1266 

ccataagctt ggcacctata ccttgaatat ctgctatcaa gccaaatacc tggttttcct 1326 

tatcatgetg cacccagagc aactcttgag aaagatttaa aatgtgtcta atacactgat 1386 

atgaagcagt tcaacttttt ggatgaataa ggaccagaaa tcgtgagatg tggattttga 1446 

6 12 aj!iE# 2000-3062522 



11-19417 \ 

acccaactct acctttcatt ttcttaagac caatcacagc ttgtgcctca gatcatccac 1506 

ctgtgtgagt ccatcactgt gaaattgact gtgtccatgt gatgatgccc tttgtcccat 1566 

tatttggagc agaaaattcg tcatttggaa gtagtacaac tcattgctgt aattgtgaaa 1626 



ttattcaagg cgtgatctct gtcactttat tttaatgtag gaaaccctat ggggtttatg 1686 
aaaaatactt ggggatcatt ctctgaatgg tctaaggaag cggtagccat gccatgcaat 1746 
gatgtaggag ttctcttttg taaaaccata aactgtgtta ctcaggaggt ttctataatg 1806 
ccacatagaa agaggccaat tgcatgagta attattgcaa ttggatttca ggttcccttt 1866 
ttgtgccttc atgccctact tcttaatgcc tctctaaagc c 1907 

<210> 152 
<211> 392 
<212> PRT 

<213> Homo sapiens 
<400> 152 

Met Glu Trp Trp Ala Ser Ser Pro Leu Arg Leu Trp Leu Leu Leu Phe 

15 10 15 

Leu Leu Pro Ser Ala Gin Gly Arg Gin Lys Glu Ser Gly Ser Lys Trp 

20 25 30 

6 13 ffiIE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 

Lys Val Phe He Asp Gin lie Asn Arg Ser Leu Glu Asn Tyr Glu Pro 

35 40 45 

Cys Ser Ser Gin Asn Cys Ser Cys Tyr His Gly Val He Glu Glu Asp 
50 55 60 



Leu Thr Pro Phe Arg Gly Gly He Ser Arg Lys Met Met Ala Glu Val 

65 70 75 80 

Val Arg Arg Lys Leu Gly Thr His Tyr Gin He Thr Lys Asn Arg Leu 

85 90 95 

Tyr Arg Glu Asn Asp Cys Met Phe Pro Ser Arg Cys Ser Gly Val Glu 
100 105 110 

His Phe He Leu Glu Val lie Gly Arg Leu Pro Asp Met Glu Met Val 

115 120 125 

He Asn Val Arg Asp Tyr Pro Gin Val Pro Lys Trp Met Glu Pro Ala 

130 135 140 

He Pro Val Phe Ser Phe Ser Lys Thr Ser Glu Tyr His Asp He Met 

145 150 155 160 

Tyr Pro Ala Trp Thr Phe Trp Glu Gly Gly Pro Ala Val Trp Pro He 

165 170 175 

Tyr Pro Thr Gly Leu Gly Arg Trp Asp Leu Phe Arg Glu Asp Leu Val 
180 185 190 



6 14 



ffi!2E# 2000-3062522 



11-194 17 




Arg Ser Ala Ala Gin Trp Pro Trp Lys Lys Lys Asn Ser Thr Ala Tyr 

195 200 205 

Phe Arg Gly Ser Arg Thr Ser Pro Glu Arg Asp Pro Leu He Leu Leu 

210 215 220 



Ser Arg Lys Asn Pro Lys Leu Val Asp Ala Glu Tyr Thr Lys Asn Gin 

225 230 235 240 

Ala Trp Lys Ser Met Lys Asp Thr Leu Gly Lys Pro Ala Ala Lys Asp 

245 250 255 

Val His Leu Val Asp His Cys Lys Tyr Lys Tyr Leu Phe Asn Phe Arg 

260 265 270 

Gly Val Ala Ala Ser Phe Arg Phe Lys His Leu Phe Leu Cys Gly Ser 

275 280 285 

Leu Val Phe His Val Gly Asp Glu Trp Leu Glu Phe Phe Tyr Pro Gin 

290 295 300 

Leu Lys Pro Trp Val His Tyr He Pro Val Lys Thr Asp Leu Ser Asn 

305 310 315 320 

Val Gin Glu Leu Leu Gin Phe Val Lys Ala Asn Asp Asp Val Ala Gin 

325 330 335 

Glu He Ala Glu Arg Gly Ser Gin Phe He Arg Asn His Leu Gin Met 



6 15 



miE# 2000-3062 5 22 



11-194179 



340 345 350 

Asp Asp lie Thr Cys Tyr Trp Glu Asn Leu Leu Ser Glu Tyr Ser Lys 
355 360 365 

Phe Leu Ser Tyr Asn Val Thr Arg Arg Lys Gly Tyr Asp Gin He He 

370 375 380 

Pro Lys Met Leu Lys Thr Glu Leu 

385 390 

<210> 153 
<211> 2981 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (58).. (1770) 

<400> 153 

gactgggttc gcggccgcgt gcagaggtgc aggcagagca gcctcggaac cgagacg 57 

atg cgt gcg etc cgc gac cga gec ggg etc etc etc tgc gtg ctg ctg 105 
Met Arg Ala Leu Arg Asp Arg Ala Gly Leu Leu Leu Cys Val Leu Leu 

15 10 15 

ctg gcg gcg ctg ctg gag gcg gcg eta ggg etc ccc gtg aag aag ccg 153 

616 ffiliE#2 0 0 0 - 3 0 6 2 5 2 2 



#5p 11-19 4 17 



Leu Ala Ala Leu Leu Glu Ala Ala Leu Gly Leu Pro Val Lys Lys Pro 

20 25 30 



egg etc cgc gga cca egg cct ggg age etc acg agg etc gca gag gtc 201 
Arg Leu Arg Gly Pro Arg Pro Gly Ser Leu Thr Arg Leu Ala Glu Val 
35 40 45 



tea gec tec cca gat cct agg cct ctg aag gaa gag gag gag gca cca 249 

Ser Ala Ser Pro Asp Pro Arg Pro Leu Lys Glu Glu Glu Glu Ala Pro 

50 55 60 

ctg etc ccc aga acc cac ctg cag gca gag cca cac caa cat gga tgc 297 

Leu Leu Pro Arg Thr His Leu Gin Ala Glu Pro His Gin His Gly Cys 

65 70 75 80 

tgg act gtc act gag cca gca gec atg acc cca ggc aac acc acc cct 345 

Trp Thr Val Thr Glu Pro Ala Ala Met Thr Pro Gly Asn Thr Thr Pro 

85 90 95 



ccc agg acc cca gag gtt act ccg ttg egg ctg gag ctg cag aag ctg 393 

Pro Arg Thr Pro Glu Val Thr Pro Leu Arg Leu Glu Leu Gin Lys Leu 

100 105 110 

ccg gga ttg gec age aca acc ttg agt acc cct aac cct gat acc cag 441 

Pro Gly Leu Ala Ser Thr Thr Leu Ser Thr Pro Asn Pro Asp Thr Gin 

115 120 125 

get tea gec tec cca gat cct agg cct ctg agg gaa gag gag gag gca 489 

Ala Ser Ala Ser Pro Asp Pro Arg Pro Leu Arg Glu Glu Glu Glu Ala 



6 17 



ffiliE# 2000-3062522 



11-19 4 17 9 



130 135 140 

cga ctg etc ccc aga acc cac ctg cag gca gag eta cac caa cat gga 537 

Arg Leu Leu Pro Arg Thr His Leu Gin Ala Glu Leu His Gin His Gly 
145 150 155 160 



tgt tgg act gtc act gag cca gca gec ctg acc cca ggg aat gec acg 585 
Cys Trp Thr Val Thr Glu Pro Ala Ala Leu Thr Pro Gly Asn Ala Thr 

165 170 175 

cct ccc agg acc cag gag gtt act ccc ttg ctg ctg gag ctg cag aag 633 
Pro Pro Arg Thr Gin Glu Val Thr Pro Leu Leu Leu Glu Leu Gin Lys 

180 185 190 

ctg cca gaa ttg gtc cac gca acc ttg agt acc cct aac cct gat aac 681 
Leu Pro Glu Leu Val His Ala Thr Leu Ser Thr Pro Asn Pro Asp Asn 

195 200 205 

cag gtg acc ate aag gtg gtg gag gac ccc cag gee gag gtg teg ata 729 
Gin Val Thr lie Lys Val Val Glu Asp Pro Gin Ala Glu Val Ser lie 

210 215 220 

gac ctg ttg get gag ccc age aat ccc ccg ccc cag gat acc ctt age 777 
Asp Leu Leu Ala Glu Pro Ser Asn Pro Pro Pro Gin Asp Thr Leu Ser 

225 230 235 240 

tgg ctg ccc gee etc tgg ccc ttc etc tgg gga gac tac aaa gga gag 825 
Trp Leu Pro Ala Leu Trp Pro Phe Leu Trp Gly Asp Tyr Lys Gly Glu 

245 250 255 



6 18 
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11-19 4 17 



gaa aaa gac agg gcc cca ggg gag aag ggg gag gaa aag gag gaa gac 873 
Glu Lys Asp Arg Ala Pro Gly Glu Lys Gly Glu Glu Lys Glu Glu Asp 

260 265 270 

gag gac tat cct tea gag gat ate gag ggt gag gat caa gag gac aaa 921 
Glu Asp Tyr Pro Ser Glu Asp He Glu Gly Glu Asp Gin Glu Asp Lys 

275 280 285 

gag gaa gat gag gaa gag cag gcg etc tgg ttc aat gga act aca gac 969 
Glu Glu Asp Glu Glu Glu Gin Ala Leu Trp Phe Asn Gly Thr Thr Asp 

290 295 300 

aac tgg gac cag ggc tgg ctg gcc ccc ggg gat tgg gtc ttc aag gat 1017 
Asn Trp Asp Gin Gly Trp Leu Ala Pro Gly Asp Trp Val Phe Lys Asp 

305 310 315 320 

tct gtc age tac gac tat gag cct cag aag gag tgg agt ccc tgg tct 1065 
Ser Val Ser Tyr Asp Tyr Glu Pro Gin Lys Glu Trp Ser Pro Trp Ser 

325 330 335 

ccc tgc agt ggg aac tgc age act ggc aag cag cag agg act egg ccc 1113 
Pro Cys Ser Gly Asn Cys Ser Thr Gly Lys Gin Gin Arg Thr Arg Pro 

340 345 350 

tgt ggc tat ggc tgc act gcc ace gag ace cgt acc tgt gac ctg ccc 1161 
Cys Gly Tyr Gly Cys Thr Ala Thr Glu Thr Arg Thr Cys Asp Leu Pro 

355 360 365 

6 19 {{JliE#2 0 0 0-3 0 6 2 5 2 2 



11-194179 



tec tgt cct ggc act gag gac aag gac acc ttg ggc etc ccc agt gag 1209 
Ser Cys Pro Gly Thr Glu Asp Lys Asp Thr Leu Gly Leu Pro Ser Glu 

370 375 380 

gag tgg aag etc ctg gee cgc aat get acg gac atg cat gat caa gat 1257 
Glu Trp Lys Leu Leu Ala Arg Asn Ala Thr Asp Met His Asp Gin Asp 

385 390 395 400 

gtg gac age tgt gag aag tgg ctg aac tgc aag age gac ttc eta ate 1305 
Val Asp Ser Cys Glu Lys Trp Leu Asn Cys Lys Ser Asp Phe Leu He 
405 410 415 

aag tat ctg age cag atg ctg egg gac ctg ccc age tgc ccg tgt gee 1353 
Lys Tyr Leu Ser Gin Met Leu Arg Asp Leu Pro Ser Cys Pro Cys Ala 

420 425 430 

tac cca ctg gag gee atg gac age cct gtg age eta cag gac gag cac 1401 
Tyr Pro Leu Glu Ala Met Asp Ser Pro Val Ser Leu Gin Asp Glu His 

435 440 445 

cag ggc cgc age ttc egg tgg agg gat gee agt ggc cct cgc gag cgc 1449 
Gin Gly Arg Ser Phe Arg Trp Arg Asp Ala Ser Gly Pro Arg Glu Arg 

450 455 460 

ctg gac ate tac cag ccc acg gcg cgc ttc tgc ctg cgt tec atg ctg 1497 
Leu Asp He Tyr Gin Pro Thr Ala Arg Phe Cys Leu Arg Ser Met Leu 

465 470 475 480 

tct ggg gag age age aca ctg gec gee cag cac tgc tgc tat gac gag 1545 

6 2 0 ffl$E# 2000-3062522 
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Ser Gly Glu Ser Ser Thr Leu Ala Ala Gin His Cys Cys Tyr Asp Glu 

485 490 495 

gac age egg ctg ctg ace cgt ggc aag ggc gec ggc atg ccc aac etc 1593 
Asp Ser Arg Leu Leu Thr Arg Gly Lys Gly Ala Gly Met Pro Asn Leu 

500 505 510 



ate age ace gac ttc tea cct aag ctg cac ttc aag ttc gac acg acg 1641 
He Ser Thr Asp Phe Ser Pro Lys Leu His Phe Lys Phe Asp Thr Thr 

515 520 525 

ccc tgg ate ctg tgc aag ggg gac tgg age cgc etc cac get gtg etc 1689 
Pro Trp He Leu Cys Lys Gly Asp Trp Ser Arg Leu His Ala Val Leu 

530 535 540 

cct ccc aac aac ggc cga gee tgc ace gac aac ccc ctg gag gag gag 1737 
Pro Pro Asn Asn Gly Arg Ala Cys Thr Asp Asn Pro Leu Glu Glu Glu 

545 550 555 560 

tac eta gca cag ttg cag gag gee aag gag tac tagtgacggg gttgetgaac 1790 
Tyr Leu Ala Gin Leu Gin Glu Ala Lys Glu Tyr 

565 570 

agacactgea gggagagggc aggeggctge tgctgttgca egggagaact ttcctggtag 1850 
ggccctcacc cgcccctgcc cagacagggt gaggaaaggg ctcccccagt gaggttggtc 1910 
cgaggctgtg tgccctctgc cagcgacccc gaagcagata tctcagtggg gttagtgaga 1970 



6 2 1 
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aggttgaagg gtatgtaggg cccagggtgg gtgtccctgg gagccctgga aatgtgcata 2030 

tgtgcatgtg tctgccgggg cctccctctg ctgcctgctg ggaccctggc cactcatttt 2090 

tctcctcctt gggagctggg ctcttctgcc ctggctctgc acataagtgt tagccagcag 2150 

ctccagaaaa atcccgattc ccgggatctg ccacgagtca ctcctactcc accctgatgg 2210 

ccagcagagg aagggccact cttctcatgg gcacagccat cctttgccgg gggggcatcc 2270 

agcccgggtg gccacccctc cttatctctg ggtggtgcac atgcccttct ttccccactc 2330 

cctgccacga gccactgcac aggaggctat ctgtagcccc aagctgcctt tctgttggac 2390 

accaacttta gtcttgggct gcaagccagc ccagctgagg cgaagtggac tccaggcagg 2450 

gaatgggttg cccaattctg gtccctttcc tttgctcagc cccctctgtt ctgctgattg 2510 

tagggatgtg cagggctggg agttggcact ccccccgagt ggggaggtga cagcttgtca 2570 

cagtagccag gcttgggtgg gttcagcact agctcgggac ggtgtgtcac acgtctatag 2630 

taaaccagtt ctctgggagg ggaaaaaagc cctgatttat tgcatttggg cagcttctgt 2690 

ggtgtaaatt ctcccagcag tgtcccatgt catgctgcca gcatcactga atgcactgaa 2750 

ctcagagttg ggaagagatg cacataatcg ctctcccggc acacctcatg cctcttccct 2810 

gcctccccat tcccctggct gcacttcctt gccttctatg gggttgaaat gttgaagtct 2870 

6 2 2 2000-3062522 
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caactgtctc tgttcacaag agccaccaaa agttagggga cttcagtect agcccccaga 2930 
tggccgccct gaagctctct gggctcctca gcaataaagc actttatttt c 2981 



<210> 154 
<211> 571 
<212> PRT 

<213> Homo sapiens 
<400> 154 

Met Arg Ala Leu Arg Asp Arg Ala Gly Leu Leu Leu Cys Val Leu Leu 

15 10 15 

Leu Ala Ala Leu Leu Glu Ala Ala Leu Gly Leu Pro Val Lys Lys Pro 

20 25 30 

Arg Leu Arg Gly Pro Arg Pro Gly Ser Leu Thr Arg Leu Ala Glu Val 

35 40 45 

Ser Ala Ser Pro Asp Pro Arg Pro Leu Lys Glu Glu Glu Glu Ala Pro 

50 55 60 

Leu Leu Pro Arg Thr His Leu Gin Ala Glu Pro His Gin His Gly Cys 

65 70 75 80 

Trp Thr Val Thr Glu Pro Ala Ala Met Thr Pro Gly Asn Thr Thr Pro 

85 90 95 



6 2 3 
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Pro Arg Thr Pro Glu Val Thr Pro Leu Arg Leu Glu Leu Gin Lys Leu 
100 105 110 

Pro Gly Leu Ala Ser Thr Thr Leu Ser Thr Pro Asn Pro Asp Thr Gin 
115 120 125 



Ala Ser Ala Ser Pro Asp Pro Arg Pro Leu Arg Glu Glu Glu Glu Ala 

130 135 140 

Arg Leu Leu Pro Arg Thr His Leu Gin Ala Glu Leu His Gin His Gly 

145 150 155 160 

Cys Trp Thr Val Thr Glu Pro Ala Ala Leu Thr Pro Gly Asn Ala Thr 

165 170 175 

Pro Pro Arg Thr Gin Glu Val Thr Pro Leu Leu Leu Glu Leu Gin Lys 

180 185 190 

Leu Pro Glu Leu Val His Ala Thr Leu Ser Thr Pro Asn Pro Asp Asn 

195 200 205 

Gin Val Thr He Lys Val Val Glu Asp Pro Gin Ala Glu Val Ser He 

210 215 220 

Asp Leu Leu Ala Glu Pro Ser Asn Pro Pro Pro Gin Asp Thr Leu Ser 

225 230 235 240 

Trp Leu Pro Ala Leu Trp Pro Phe Leu Trp Gly Asp Tyr Lys Gly Glu 



6 2 4 
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245 250 255 

Glu Lys Asp Arg Ala Pro Gly Glu Lys Gly Glu Glu Lys Glu Glu Asp 

260 265 270 

Glu Asp Tyr Pro Ser Glu Asp He Glu Gly Glu Asp Gin Glu Asp Lys 

275 280 285 

Glu Glu Asp Glu Glu Glu Gin Ala Leu Trp Phe Asn Gly Thr Thr Asp 

290 295 300 

Asn Trp Asp Gin Gly Trp Leu Ala Pro Gly Asp Trp Val Phe Lys Asp 

305 310 315 320 

Ser Val Ser Tyr Asp Tyr Glu Pro Gin Lys Glu Trp Ser Pro Trp Ser 

325 330 335 

Pro Cys Ser Gly Asn Cys Ser Thr Gly Lys Gin Gin Arg Thr Arg Pro 

340 345 350 

Cys Gly Tyr Gly Cys Thr Ala Thr Glu Thr Arg Thr Cys Asp Leu Pro 

355 360 365 

Ser Cys Pro Gly Thr Glu Asp Lys Asp Thr Leu Gly Leu Pro Ser Glu 

370 375 380 

Glu Trp Lys Leu Leu Ala Arg Asn Ala Thr Asp Met His Asp Gin Asp 

385 390 395 400 



6 2 5 
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Val Asp Ser Cys Glu Lys Trp Leu Asn Cys Lys Ser Asp Phe Leu He 
405 410 415 

Lys Tyr Leu Ser Gin Met Leu Arg Asp Leu Pro Ser Cys Pro Cys Ala 

420 425 430 

Tyr Pro Leu Glu Ala Met Asp Ser Pro Val Ser Leu Gin Asp Glu His 

435 440 445 

Gin Gly Arg Ser Phe Arg Trp Arg Asp Ala Ser Gly Pro Arg Glu Arg 

450 455 460 

Leu Asp He Tyr Gin Pro Thr Ala Arg Phe Cys. Leu Arg Ser Met Leu 

465 470 475 480 

Ser Gly Glu Ser Ser Thr Leu Ala Ala Gin His Cys Cys Tyr Asp Glu 

485 490 495 

Asp Ser Arg Leu Leu Thr Arg Gly Lys Gly Ala Gly Met Pro Asn Leu 

500 505 510 

lie Ser Thr Asp Phe Ser Pro Lys Leu His Phe Lys Phe Asp Thr Thr 

515 520 525 

Pro Trp He Leu Cys Lys Gly Asp Trp Ser Arg Leu His Ala Val Leu 

530 535 540 



Pro Pro Asn Asn Gly Arg Ala Cys Thr Asp Asn Pro Leu Glu Glu Glu 

545 550 555 560 



6 2 6 
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Tyr Leu Ala Gin Leu Gin Glu Ala Lys Glu Tyr 

565 570 

<210> 155 

<211> 1361 _ 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (169).. (822) 

<400> 155 

tggcggtggc gcggtagcgc gcgatgcagc acaggctaga ggctgcgcaa gcgcggggcc 60 

cgcccctggg accctccggg ccgggcggtt tggcccctta gcgcccgggc gtcggggcgg 120 

taaaaggccg gcagaaggga ggcacttgag gacccaagtt tcttcacc atg ggg atg 177 

Met Gly Met 
1 

tgg tec att ggt gca gga gec ctg ggg get get gee ttg gca ttg ctg 225 
Trp Ser He Gly Ala Gly Ala Leu Gly Ala Ala Ala Leu Ala Leu Leu 

5 10 15 

ctt gee aac aca gac gtg ttt ctg tec aag ccc cag aaa gcg gec ctg 273 
Leu Ala Asn Thr Asp Val Phe Leu Ser Lys Pro Gin Lys Ala Ala Leu 



6 2 7 
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20 25 30 35 

gag tac ctg gag gat ata gac ctg aaa aca ctg gag aag gaa cca agg 321 
Glu Tyr Leu Glu Asp He Asp Leu Lys Thr Leu Glu Lys Glu Pro Arg 
40 45 50 

act ttc aaa gca aag gag eta tgg gaa aaa aat gga get gtg att atg 369 

Thr Phe Lys Ala Lys Glu Leu Trp Glu Lys Asn Gly Ala Val lie Met 

55 60 65 

gee gtg egg agg cca ggc tgt ttc etc tgt cga gag gaa get gcg gat 417 

Ala Val Arg Arg Pro Gly Cys Phe Leu Cys Arg Glu Glu Ala Ala Asp 

70 75 80 

ctg tec tec ctg aaa age atg ttg gac cag ctg ggc gtc ccc etc tat 465 

Leu Ser Ser Leu Lys Ser Met Leu Asp Gin Leu Gly Val Pro Leu Tyr 

85 90 95 

gca gtg gta aag gag cac ate agg act gaa gtg aag gat ttc cag cct 513 

Ala Val Val Lys Glu His He Arg Thr Glu Val Lys Asp Phe Gin Pro 

100 105 110 115 

tat ttc aaa gga gaa ate ttc ctg gat gaa aag aaa aag ttc tat ggt 561 

Tyr Phe Lys Gly Glu He Phe Leu Asp Glu Lys Lys Lys Phe Tyr Gly 

120 125 130 

cca caa agg egg aag atg atg ttt atg gga ttt ate cgt ctg gga gtg 609 

Pro Gin Arg Arg Lys Met Met Phe Met Gly Phe He Arg Leu Gly Val 
135 140 145 



6 2 8 
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tgg tac aac ttc ttc cga gcc tgg aac gga ggc ttc tct gga aac ctg 657 
Trp Tyr Asn Phe Phe Arg Ala Trp Asn Gly Gly Phe Ser Gly Asn Leu 
150 155 160 

gaa gga gaa ggc ttc ate ctt ggg gga gtt ttc gtg gtg gga tea gga 705 
Glu Gly Glu Gly Phe He Leu Gly Gly Val Phe Val Val Gly Ser Gly 

165 170 175 

aag cag ggc att ctt ctt gag cac cga gaa aaa gaa ttt gga gac aga 753 
Lys Gin Gly He Leu Leu Glu His Arg Glu Lys Glu Phe Gly Asp Arg 
180 185 190 195 

gta aac eta ctt tct gtt ctg gaa get get aag atg ate aaa cca cag 801 
Val Asn Leu Leu Ser Val Leu Glu Ala Ala Lys Met He Lys Pro Gin 

200 205 210 

act ttg gcc tea gag aaa aaa tgattgtgtg aaactgccca gctcagggat 852 
Thr Leu Ala Ser Glu Lys Lys 

215 

aaccagggac attcacctgt gttcatggga tgtattgttt ccactcgtgt ccctaaggag 912 

tgagaaaccc atttatactc tactctcagt atggattatt aatgtatttt aatattctgt 972 

ttaggcccac taaggcaaaa tagccccaaa acaagactga caaaaatctg aaaaactaat 1032 

gaggattatt aagctaaaac ctgggaaata ggaggcttaa aattgactgc caggctgggt 1092 



6 2 9 
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gcagtggctc acacctgtaa tcccagcact ttgggaggcc aaggtgagca agtcacttga 1152 

ggtcgggagt tcgagaccag cctgagcaac atggcgaaac cccgtctcta ctaaaaatac 1212 

aaaaatcacc cgggtgtggt ggcaggcacc tgtagtccca gctacccggg aggctgaggc 1272 



aggagaatca cttgaacctg ggaggtggag gttgcggtga gctgagatca caccactgta 1332 
ttccagcctg ggtgactgag actctaact 1361 



<210> 156 
<211> 218 
<212> PRT 

<213> Homo sapiens 
<400> 156 

Met Gly Met Trp Ser He Gly Ala Gly Ala Leu Gly Ala Ala Ala Leu 

15 10 15 

Ala Leu Leu Leu Ala Asn Thr Asp Val Phe Leu Ser Lys Pro Gin Lys 

20 25 30 

Ala Ala Leu Glu Tyr Leu Glu Asp He Asp Leu Lys Thr Leu Glu Lys 

35 40 45 

Glu Pro Arg Thr Phe Lys Ala Lys Glu Leu Trp Glu Lys Asn Gly Ala 

50 55 60 
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Val He Met Ala Val Arg Arg Pro Gly Cys Phe Leu Cys Arg Glu Glu 

65 70 75 80 

Ala Ala Asp Leu Ser Ser Leu Lys Ser Met Leu Asp Gin Leu Gly Val 

85 90 95 

Pro Leu Tyr Ala Val Val Lys Glu His He Arg Thr Glu Val Lys Asp 
100 105 110 

Phe Gin Pro Tyr Phe Lys Gly Glu He Phe Leu Asp Glu Lys Lys Lys 
115 120 125 

Phe Tyr Gly Pro Gin Arg Arg Lys Met Met Phe Met Gly Phe He Arg 

130 135 140 

Leu Gly Val Trp Tyr Asn Phe Phe Arg Ala Trp Asn Gly Gly Phe Ser 

145 150 155 160 

Gly Asn Leu Glu Gly Glu Gly Phe He Leu Gly Gly Val Phe Val Val 

165 170 175 

Gly Ser Gly Lys Gin Gly He Leu Leu Glu His Arg Glu Lys Glu Phe 

180 185 190 

Gly Asp Arg Val Asn Leu Leu Ser Val Leu Glu Ala Ala Lys Met lie 

195 200 205 



Lys Pro Gin Thr Leu Ala Ser Glu Lys Lys 

210 215 



6 3 1 



2000-3062522 



#^2 11-19 4 17 9 



<210> 157 
<211> 1976 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (13).. (387) 

<400> 157 

atctttattg aa atg tat ttc ate ttc acg tct ttc tgg gca tat aag ate 51 
Met Tyr Phe He Phe Thr Ser Phe Trp Ala Tyr Lys He 
1 5 10 

tat tat gtc tat ggc ttc atg atg ctg gtg ctg gtt ate ctg tgc att 99 
Tyr Tyr Val Tyr Gly Phe Met Met Leu Val Leu Val He Leu Cys He 

15 20 25 

gtg act gtc tgt gtg act att gtg tgc aca tat ttt eta eta aat gca 147 
Val Thr Val Cys Val Thr He Val Cys Thr Tyr Phe Leu Leu Asn Ala 

30 35 40 45 

gaa gat tac agg tgg caa tgg aca agt ttt etc tct get gca tea act 195 
Glu Asp Tyr Arg Trp Gin Trp Thr Ser Phe Leu Ser Ala Ala Ser Thr 

50 55 60 

gca ate tat gtt tac atg tat tec ttt tac tac tat ttt ttc aaa aca 243 

6 3 2 ffifiE^Nf 2000-3062522 



# ¥ 11-19417 




Ala He Tyr Val Tyr Met Tyr Ser Phe Tyr Tyr Tyr Phe Phe Lys Thr 
65 70 75 

aag atg tat ggc tta ttt caa aca tea ttt tac ttt gga tat atg gcg 291 

Lys Met Tyr Gly Leu Phe Gin Thr Ser Phe Tyr Phe Gly Tyr Met Ala 
80 85 90 



gta ttt age aca gec ttg ggg ata atg tgt gga gcg att ggt tac atg 339 
Val Phe Ser Thr Ala Leu Gly He Met Cys Gly Ala He Gly Tyr Met 

95 100 105 

gga aca agt gee ttt gtc cga aaa ate tat act aat gtg aaa att gac 387 

Gly Thr Ser Ala Phe Val Arg Lys He Tyr Thr Asn Val Lys He Asp 

110 115 120 125 

tagagaccca agaaaacctg gaactttgga tcaatttctt tttcataggg gtggaacttg 447 

cacagcaaaa acaaacaaac gcaagaagag atttgggctt taacacactg ggtactttgt 507 

gggtctctct ttcgtcggtg gcttaaagta acatctattt ccattgatcc taggttcttc 567 

ctgactgett tctccaactg ttcacagcaa atgcttggat tttatgcagt aggcattact 627 

acagtacatg gctaatcttc ccaaaaacta gctcattaaa gatgaaatag accagctctc 687 

ttcagtgaag aggacaaata gtttatttaa agcatttgtt ccaataagat aaatagaggg 747 

aaacttggat gctaaaatta catgaatagg aatcttcctg gcacttagtg tttctatgtt 807 



6 3 3 



£BIE4f 2000-3062522 



( 11-194179 

attgaaaaat gatgttccag aaagattact tttttcctct tatttttact gccattgtcg 867 

acctattgtg ggacattttt atatattgaa tctgggttct tttttgactt tttttttccc 927 

aatccaacag catccttttt tttaaaagag agaattagaa aatattaaat cctgcatgta 987 

atatatctgc tgtcatctta gttggaccaa cttcccattt atttatctta aaactataca 1047 

gttacatctt aattccatcc aaagaagata cagtttgaag acagaagtgt actctctaca 1107 

atgcaattta ctgtacagtt agaaagcaaa gtgttaaatg gagaagatac ttgtttttat 1167 

taaacatttt gagatttaga taaactacat tttaactgaa tgtctaaagt gattatcttt 1227 

tttcccccca agttagtctt aaatcttttg ggtttgaatg aaggttttac ataagaaatt 1287 

attaaaaaca aggggggtgg gtaataaatg tatataacat taaataatgt aacgtaggtg 1347 

tagattccca aatgcatttg gatgtacaga tcgactacag agtacttttt tcttatgatg 1407 

attggtgtag aaatgtgtga tttgggtggg cttttacatc ttgcctacca ttgcatgaaa 1467 

cattggggtt tcttcaaaat gtgtgtgtca tacttctttt ggg^gggggg ttgttttctt 1527 

ctgtttattt tctgagactc ctacaggagc caaatttgta atttagagac acttaatttt 1587 

gttaatcctg tctgggacac ttaagtaaca tctaaagcat tattgcttta gaatgttcaa 1647 

ataaaatttc ctgaccaaat tgttttgtgg aaatagatgt gtttgcaatt tgaagatatc 1707 

6 3 4 2000-3062522 



11-19417 




tttctgtcca gaaggcaaaa ttaccgaatg ccatttttaa aagtatgcta taaactatgc 1767 
tactctcata caggggaccc atattttaaa atctccagag ttgcttacat ctagattatc 1827 
cagcacaatc ataaagtgaa tgacaaaccc tttgaatgaa attgtggcac aaaatctgtt 1887 



caggttggtg taccgtgtaa agtggggatg gggtaaaagt ggttaacgta ctgttggatc 1947 
aacaaataaa ggttacagtt ttgtaagag 1976 



<210> 158 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 158 

Met Tyr Phe He Phe Thr Ser Phe Trp Ala Tyr Lys He Tyr Tyr Val 
15 10 15 

Tyr Gly Phe Met Met Leu Val Leu Val He Leu Cys He Val Thr Val 

20 25 30 

Cys Val Thr He Val Cys Thr Tyr Phe Leu Leu Asn Ala Glu Asp Tyr 

35 40 45 

Arg Trp Gin Trp Thr Ser Phe Leu Ser Ala Ala Ser Thr Ala He Tyr 

50 55 60 



6 3 5 



2000-3062522 



#5p 11-194179 



Val Tyr Met Tyr Ser Phe Tyr Tyr Tyr Phe Phe Lys Thr Lys Met Tyr 

65 70 75 80 

Gly Leu Phe Gin Thr Ser Phe Tyr Phe Gly Tyr Met Ala Val Phe Ser 

85 90 95 



Thr Ala Leu Gly He Met Cys Gly Ala He Gly Tyr Met Gly Thr Ser 
100 105 110 

Ala Phe Val Arg Lys He Tyr Thr Asn Val Lys He Asp 

115 120 125 

<210> 159 
<211> 2067 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (208).. (948) 

<400> 159 

tctcttcggc ttccgtagag gaagtggcgc ggaccttcat ttggggtttc ggttcccccc 60 
cttccccttc cccggggtct gggggtgaca ttgcaccgcg cccctcgtgg ggtcgcgttg 120 

ccaccccacg cggactcccc agctggcgcg cccctcccat ttgcctgtcc tggtcaggcc 180 

6 3 6 ffiliE# 2000-3062522 



11-19 4 17 A 



cccacccacc ttcccacctg accagcc atg ggg get gcg gtg ttt tgc ggc tgc 234 

Met Gly Ala Ala Val Phe Cys Gly Cys 
1 5 

act ttc gtc gcg ttc ggc ccg gec ttc gcg ctt ttc ttg ate act gtg 282 
Thr Phe Val Ala Phe Gly Pro Ala Phe Ala Leu Phe Leu He Thr Val 

10 15 20 25 

get ggg gac ccg ctt cgc gtt ate ate ctg gtc gca ggg gca ttt ttc 330 
Ala Gly Asp Pro Leu Arg Val He He Leu Val Ala Gly Ala Phe Phe 

30 35 40 

tgg ctg gtc tec ctg etc ctg gee tct gtg gtc tgg ttc ate ttg gtc 378 
Trp Leu Val Ser Leu Leu Leu Ala Ser Val Val Trp Phe He Leu Val 

45 50 55 

cat gtg acc gac egg tea gat gec egg etc cag tac ggc etc ctg att 426 
His Val Thr Asp Arg Ser Asp Ala Arg Leu Gin Tyr Gly Leu Leu lie 

60 65 70 

ttt ggt get get gtc tct gtc ctt eta cag gag gtg ttc cgc ttt gec 474 
Phe Gly Ala Ala Val Ser Val Leu Leu Gin Glu Val Phe Arg Phe Ala 

75 80 85 

tac tac aag ctg ctt aag aag gca gat gag ggg tta gca teg ctg agt 522 
Tyr Tyr Lys Leu Leu Lys Lys Ala Asp Glu Gly Leu Ala Ser Leu Ser 

90 95 100 105 

63 7 ffiE#2000-3 0 62 522 



#3* 11-194179 



gag gac gga aga tea ccc ate tec ate cgc cag atg gee tat gtt tct 570 

Glu Asp Gly Arg Ser Pro He Ser lie Arg Gin Met Ala Tyr Val Ser 

110 115 120 

ggt etc tec ttc ggt ate ate agt ggt gtc ttc tct gtt ate agt att 618 

Gly Leu Ser Phe Gly He He Ser Gly Val Phe Ser Val lie Ser He 
125 130 135 

ttg get gat gca ctt ggg cca ggt gtg gtt ggg ate cat gga gac tea 666 

Leu Ala Asp Ala Leu Gly Pro Gly Val Val Gly He His Gly Asp Ser 
140 145 150 

ccc tat tac ttc ctg act tea gee ttt ctg aca gca gee att ate ctg 714 

Pro Tyr Tyr Phe Leu Thr Ser Ala Phe Leu Thr Ala Ala lie He Leu 

155 160 165 

etc cat acc ttt tgg gga gtt gtg ttc ttt gat gee tgt gag agg aga 762 

Leu His Thr Phe Trp Gly Val Val Phe Phe Asp Ala Cys Glu Arg Arg 

170 175 180 185 

egg tac tgg get ttg ggc ctg gtg gtt ggg agt cac eta ctg aca teg 810 

Arg Tyr Trp Ala Leu Gly Leu Val Val Gly Ser His Leu Leu Thr Ser 

190 195 200 

gga ctg aca ttc ctg aac ccc tgg tat gag gee age ctg ctg ccc ate 858 

Gly Leu Thr Phe Leu Asn Pro Trp Tyr Glu Ala Ser Leu Leu Pro lie 

205 210 215 

tat gca gtc act gtt tec atg ggg etc tgg gee ttc ate aca get gga 906 

6 3 8 ffilEfS 2000-3062522 



4$ 5pL 11-19417 




Tyr Ala Val Thr Val Ser Met Gly Leu Trp Ala Phe He Thr Ala Gly 

220 225 230 

ggg tec etc cga agt att cag cgc age etc ttg tgt aag gac 948 
Gly Ser Leu Arg Ser He Gin Arg Ser Leu Leu Cys Lys Asp 

235 240 245 ^ 

tgactacctg gaetgatege ctgacagatc ccacctgcct gtccactgcc catgactgag 1008 

cccagcccca gcccgggtcc attgccctca ttctctgtct ccttctcgtc ggtctacccc 1068 

gctacctcca gggttttgct ttgtcctttt gtgaccgtta gtctctaagc tttaccagga 1128 

gcagcctggg ttcagccagt cagtgactgg tgggtttgaa tetgeactta tccccaccac 1188 

ctggggaccc ccttgttgtg tccaggactc cccctgtgtc agtgctctgc tctcaccctg 1248 

cccaagactc acctcccttc ccctctgcag gccgacggca ggaggacagt cgggtgatgg 1308 

tgtattctgc cctgcgcatc ccacccgagg actgagggaa cctagggggg acccctgggc 1368 

ctggggtgcc ctcctgatgt cctcgccctg tatttctcca tctccagttc tggacagtgc 1428 

aggttgccaa gaaaagggac ctagtttagc cattgccctg gagatgaaat taatggaggc 1488 

tcaaggatag atgagctctg agtttctcag tactccctca agactggaca tcttggtctt 1548 

tttctcaggc ctgaggggga accatttttg gtgtgataaa taccctaaac tgcctttttt 1608 

6 3 9 ffiUE# 2000-3062522 



11-194179 

* 

tcttttttga ggtgggggga gggaggaggt atattggaac tcttctaacc tccttgggct 1668 
atattttctc tcctcgagtt gctcctcatg gctgggctca tttcggtccc tttctccttg 1728 
gtcccagacc ttgggggaaa ggaaggaagt gcatgtttgg gaactggcat tactggaact 1788 
aatggtttta acctccttaa ccaccagcat ccctcctctc cccaaggtga agtggagggt 1848 
gctgtggtga gctggccact ccagagctgc agtgccactg gaggagtcag actaccatga 1908 
catcgtaggg aaggagggga gatttttttg tagtttttaa ttgggatgtg ggaggggcgg 1968 
ggaggttttc tataaactgt atcattttct gctgagggtg gagtgtccca tccttttaat 2028 
caaggtgatt gtgattttga ctaataaaaa agaatttgt 2067 

<210> 160 
<211> 247 
<212> PRT 

<213> Homo sapiens 
<400> 160 

Met Gly Ala Ala Val Phe Cys Gly Cys Thr Phe Val Ala Phe Gly Pro 
15 10 15 

Ala Phe Ala Leu Phe Leu He Thr Val Ala Gly Asp Pro Leu Arg Val 

20 25 30 

6 4 0 miiE# 2000-3062522 



11-19 4 17 



He He Leu Val Ala Gly Ala Phe Phe Trp Leu Val Ser Leu Leu Leu 

35 40 45 

Ala Ser Val Val Trp Phe He Leu Val His Val Thr Asp Arg Ser Asp 
50 55 60 

Ala Arg Leu Gin Tyr Gly Leu Leu He Phe Gly Ala Ala Val Ser Val 

65 70 75 80 

Leu Leu Gin Glu Val Phe Arg Phe Ala Tyr Tyr Lys Leu Leu Lys Lys 

85 90 95 

Ala Asp Glu Gly Leu Ala Ser Leu Ser Glu Asp Gly Arg Ser Pro lie 

100 105 110 

Ser He Arg Gin Met Ala Tyr Val Ser Gly Leu Ser Phe Gly He He 

115 120 125 

Ser Gly Val Phe Ser Val lie Ser lie Leu Ala Asp Ala Leu Gly Pro 

130 135 140 

Gly Val Val Gly He His Gly Asp Ser Pro Tyr Tyr Phe Leu Thr Ser 

145 150 155 160 

Ala Phe Leu Thr Ala Ala He He Leu Leu His Thr Phe Trp Gly Val 

165 170 175 



Val Phe Phe Asp Ala Cys Glu Arg Arg Arg Tyr Trp Ala Leu Gly Leu 

180 185 190 



6 4 1 



aili# 2000-3062522 



11-194179 



Val Val Gly Ser His Leu Leu Thr Ser Gly Leu Thr Phe Leu Asn Pro 

195 200 205 

Trp Tyr Glu Ala Ser Leu Leu Pro lie Tyr Ala Val Thr Val Ser Met 

210 215 220 



Gly Leu Trp Ala Phe He Thr Ala Gly Gly Ser Leu Arg Ser He Gin 

225 230 235 240 

Arg Ser Leu Leu Cys Lys Asp 

245 



<210> 161 
<211> 2807 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (264).. (1301) 
<400> 161 

aagttctcta agtttgaagc gtcagcttca accaaacaaa ttaatggcta ttctacattc 60 
aaaaatcagg aaatttaaat ttattatgaa atgtaatgca gcatgtagta aagacttaac 120 

cagtgtttta aaactcaact ttcaaagaaa agatagtatt gctccctgtt tcattaaaac 180 

6 4 2 SJ!iE# 2000-3062522 



11-19 4 17 




ctagagagat gtaatcagta agcaagaagg aaaaagggaa attcacaaag taactttttg 240 

tgtctgtttc tttttaaccc age atg gag aga aaa ttt atg tec ttg caa cca 293 

Met Glu Arg Lys Phe Met Ser Leu Gin Pro 
1 5 10 



tec ate tec gta tea gaa atg gaa cca aat ggc acc ttc age aat aac 341 

Ser He Ser Val Ser Glu Met Glu Pro Asn Gly Thr Phe Ser Asn Asn 

15 20 25 

aac age agg aac tgc aca att gaa aac ttc aag aga gaa ttt ttc cca 389 

Asn Ser Arg Asn Cys Thr He Glu Asn Phe Lys Arg Glu Phe Phe Pro 

30 35 40 

att gta tat ctg ata ata ttt ttc tgg gga gtc ttg gga aat ggg ttg 437 

He Val Tyr Leu He He Phe Phe Trp Gly Val Leu Gly Asn Gly Leu 

45 50 55 

tec ata tat gtt ttc ctg cag cct tat aag aag tec aca tct gtg aac 485 

Ser He Tyr Val Phe Leu Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn 

60 65 70 

gtt ttc atg eta aat ctg gee att tea gat etc ctg ttc ata age acg 533 

Val Phe Met Leu Asn Leu Ala He Ser Asp Leu Leu Phe He Ser Thr 

75 80 85 90 

ctt ccc ttc agg get gac tat tat ctt aga ggc tec aat tgg ata ttt 581 

Leu Pro Phe Arg Ala Asp Tyr Tyr Leu Arg Gly Ser Asn Trp He Phe 

6 4 3 2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



95 100 105 

gga gac ctg gcc tgc agg att atg tct tat tec ttg tat gtc aac atg 629 

Gly Asp Leu Ala Cys Arg He Met Ser Tyr Ser Leu Tyr Val Asn Met 
110 115 120 



tac age agt att tat ttc ctg acc gtg ctg agt gtt gtg cgt ttc ctg 677 
Tyr Ser Ser He Tyr Phe Leu Thr Val Leu Ser Val Val Arg Phe Leu 

125 130 135 

gca atg gtt cac ccc ttt egg ctt ctg cat gtc acc age ate agg agt 725 
Ala Met Val His Pro Phe Arg Leu Leu His Val Thr Ser lie Arg Ser 

140 145 150 

gcc tgg ate etc tgt ggg ate ata tgg ate ctt ate atg get tec tea 773 
Ala Trp lie Leu Cys Gly He lie Trp He Leu lie Met Ala Ser Ser 

155 160 165 170 

ata atg etc ctg gac agt ggc tct gag cag aac ggc agt gtc aca tea 821 
He Met Leu Leu Asp Ser Gly Ser Glu Gin Asn Gly Ser Val Thr Ser 

175 180 185 

tgc tta gag ctg aat etc tat aaa att get aag ctg cag acc atg aac 869 
Cys Leu Glu Leu Asn Leu Tyr Lys He Ala Lys Leu Gin Thr Met Asn 

190 195 200 

tat att gcc ttg gtg gtg ggc tgc ctg ctg cca ttt ttc aca etc age 917 
Tyr He Ala Leu Val Val Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser 

205 210 215 

6 4 4 ailiE#2 0 0 0 - 3 0 6 2 5 2 2 



#3* 11-19417 



ate tgt tat ctg ctg ate att egg gtt ctg tta aaa gtg gag gtc cca 965 
He Cys Tyr Leu Leu He lie Arg Val Leu Leu Lys Val Glu Val Pro 

220 225 230 



gaa teg ggg ctg egg gtt tct cac agg aag gca ctg acc acc ate ate 1013 
Glu Ser Gly Leu Arg Val Ser His Arg Lys Ala Leu Thr Thr He lie 

235 240 245 250 



ate acc ttg ate ate ttc ttc ttg tgt ttc ctg ccc tat cac aca ctg 1061 

He Thr Leu He He Phe Phe Leu Cys Phe Leu Pro Tyr His Thr Leu 

255 260 265 

agg acc gtc cac ttg acg aca tgg aaa gtg ggt tta tgc aaa gac aga 1109 

Arg Thr Val His Leu Thr Thr Trp Lys Val Gly Leu Cys Lys Asp Arg 

270 275 280 



ctg cat aaa get ttg gtt ate aca ctg gee ttg gca gca gee aat gee 1157 

Leu His Lys Ala Leu Val He Thr Leu Ala Leu Ala Ala Ala Asn Ala 

285 290 295 

tgc ttc aat cct ctg etc tat tac ttt get ggg gag aat ttt aag gac 1205 

Cys Phe Asn Pro Leu Leu Tyr Tyr Phe Ala Gly Glu Asn Phe Lys Asp 

300 305 310 



aga eta aag tct gca etc aga aaa ggc cat cca cag aag gca aag aca 1253 
Arg Leu Lys Ser Ala Leu Arg Lys Gly His Pro Gin Lys Ala Lys Thr 

315 320 325 330 



6 4 5 



miE# 2000-306 2 522 



11-194179 



aag tgt gtt ttc cct gtt agt gtg tgg ttg aga aag gaa aca aga gta 1301 
Lys Cys Val Phe Pro Val Ser Val Trp Leu Arg Lys Glu Thr Arg Val 

335 340 345 

taaggagctc ttagatgaga cctgttcttg tatccttgtg tccatcttca ttcactcata 1361 

gtctccaaat gactttgtat ttacatcact cccaacaaat gttgattctt aatatttagt 1421 

tgaccattac ttttgttaat aagacctact tcaaaaattt tattcagtgt attttcagtt 1481 

gttgagtctt aatgagggat acaggaggaa aaatccctac tagagtcctg tgggctgaaa 1541 

tatcagactg ggaaaaaatg caaagcacat tggatcctac ttttcttcag atattgaacc 1601 

agatctctgg cccatcaggc tttctaaatt cttcaaaaga gccacaactt ccccagcttc 1661 

tccagctccc ctgtcctctt caatcccttg agatatagca actaacgacg ctactggaag 1721 

ccccagagca gaaaagaagc acatcctaag attcagggaa agactaactg tgaaaaggaa 1781 

ggctgtccta taacaaagca gcatcaagtc ccaagtaagg acagtgagag aaaaggggga 1841 

gaaggattgg agcaaaagag aactggcaat aagtagggga aggaagaatt tcattttgca 1901 

ttgggagaga ggttctaaca cactgaaggc aaccctattt ctactgtttc tctcttgcca 1961 

gggtattagg aaggacagga aaagtaggag gaggatctgg ggcattgccc taggaaatga 2021 

aagaattgtg tatagaatgg aagggggatc atcaaggaca tgtatctcaa attttctttg 2081 

6 4 6 ffi8I4§ 2000-3062522 



11-194179 



agatgcaggt tagttgacct tgctgcagtt ctccttccca ttaattcatt gggatggaag 2141 

ccaaaaataa aagaggtgcc tctgaggatt agggttgagc actcaaggga aagatggagt 2201 

agagggcaaa tagcaaaagt tgttgcactc ctgaaattct attaacattt ccgcagaaga 2261 

tgagtaggga gatgctgcct tcccttttga gatagtgtag aaaaacacta gatagtgtga 2321 

gaggttcctt tctgtccatt gaaacaaggc taaggatact accaactact atcaccatga 2381 

ccattgtact gacaacaatt gaatgcagtc tccctgcagg gcagattatg ccaggcactt 2441 

tacatttgtt gatcccattt gacattcaca ccaaagctct gagttccatt ttacagctga 2501 

agaaattgaa gcttagagaa attaagaagc ttgtttaagt ttacacagct agtaagagtt 2561 

ttaaaaatct ctgtgcagaa gtgttggctg ggtgctctcc ccaccactac ccttgtaaac 2621 

ttccaggaag attggttgaa agtctgaata aaagctgtcc tttcctacca atttcctccc 2681 

cctcctcact ctcacaagaa aaccaaaagt ttctcttcag agttgttgac tcatagtaca 2741 

gtaaagggtg gaggtgatat ggcattctga aagtagggag ggactaagtc agtcgtcata 2801 

ctaaac 2807 



<210> 162 

6 4 7 ffill^ 2000-3062522 



11-194179 



<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 162 

Met Glu Arg Lys Phe Met Ser Leu Gin Pro Ser He Ser Val Ser Glu 
1 5 10 15 

Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr 

20 25 30 

He Glu Asn Phe Lys Arg Glu Phe Phe Pro He Val Tyr Leu lie He 

35 40 45 

Phe Phe Trp Gly Val Leu Gly Asn Gly Leu Ser He Tyr Val Phe Leu 

50 55 60 

Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu 

65 70 75 80 

Ala He Ser Asp Leu Leu Phe He Ser Thr Leu Pro Phe Arg Ala Asp 

85 90 95 

Tyr Tyr Leu Arg Gly Ser Asn Trp He Phe Gly Asp Leu Ala Cys Arg 
100 105 110 

He Met Ser Tyr Ser Leu Tyr Val Asn Met Tyr Ser Ser He Tyr Phe 

115 120 125 

6 4 8 tfJSE4$ 2000-3062522 



11-19417 



Leu Thr Val Leu Ser Val Val Arg Phe Leu Ala Met Val His Pro Phe 

130 135 140 

Arg Leu Leu His Val Thr Ser He Arg Ser Ala Trp He Leu Cys Gly 

145 150 155 160 



He He Trp He Leu He Met Ala Ser Ser He Met Leu Leu Asp Ser 

165 170 175 

Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu 
180 185 190 

Tyr Lys He Ala Lys Leu Gin Thr Met Asn Tyr He Ala Leu Val Val 

195 200 205 

Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser He Cys Tyr Leu Leu He 

210 215 220 

He Arg Val Leu Leu Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val 

225 230 235 240 

Ser His Arg Lys Ala Leu Thr Thr He He lie Thr Leu He He Phe 

245 250 255 

Phe Leu Cys Phe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 

260 265 270 

Thr Trp Lys Val Gly Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val 

275 280 285 



6 4 9 
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11-194179 



lie Thr Leu Ala Leu Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu 

290 295 300 

Tyr Tyr Phe Ala Gly Glu Asn Phe Lys Asp Arg Leu Lys Ser Ala Leu 

305 310 315 320 



Arg Lys Gly His Pro Gin Lys Ala Lys Thr Lys Cys Val Phe Pro Val 

325 330 335 

Ser Val Trp Leu Arg Lys Glu Thr Arg Val 

340 345 



<210> 163 
<211> 1964 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (170).. (1729) 
<400> 163 

gcgctgctgt ggcggccgct gtagcagcgg cggtccagtc gtagcccggc cgcccgcgcc 60 
tgtccggtcc ggtccggcca cggaggcagc gcagcggcgg gactccgagc ctaccccgcc 120 

gagtgagctg cgccgcaccg tgccgtccca cccggcaccc accagtccg atg ggg ccg 178 

6 5 0 ffi|iE#2 0 O 0 - 3 O 6 2 5 2 2 



#^ 11-19417 



Met Gly Pro 
1 

cag egg egg ctg tec cct gec ggg gec gec eta etc tgg ggc ttc ctg 226 
Gin Arg Arg Leu Ser Pro Ala Gly Ala Ala Leu Leu Trp Gly Phe Leu 
5 10 15 

etc cag ctg aca gee get cag gaa gca ate ttg cat gcg tct gga aat 274 
Leu Gin Leu Thr Ala Ala Gin Glu Ala He Leu His Ala Ser Gly Asn 

20 25 30 35 

ggc aca ace aag gac tac tgc atg ctt tat aac cct tat tgg aca get 322 
Gly Thr Thr Lys Asp Tyr Cys Met Leu Tyr Asn Pro Tyr Trp Thr Ala 

40 45 50 

ctt cca agt ace eta gaa aat gca act tec att agt ttg atg aat ctg 370 
Leu Pro Ser Thr Leu Glu Asn Ala Thr Ser He Ser Leu Met Asn Leu 

55 60 65 

act tec aca cca eta tgc aac ctt tct gat att cct cct gtt ggc ata 418 
Thr Ser Thr Pro Leu Cys Asn Leu Ser Asp lie Pro Pro Val Gly He 

70 75 80 

aag age aaa gca gtt gtg gtt cca tgg gga age tgc cat ttt ctt gaa 466 
Lys Ser Lys Ala Val Val Val Pro Trp Gly Ser Cys His Phe Leu Glu 

85 90 95 

aaa gee aga att gca cag aaa gga ggt get gaa gca atg tta gtt gtc 514 
Lys Ala Arg lie Ala Gin Lys Gly Gly Ala Glu Ala Met Leu Val Val 
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100 



105 



110 



115 



aat aac agt gtc eta ttt cct ccc tea ggt aac aga tct gaa ttt cct 562 
Asn Asn Ser Val Leu Phe Pro Pro Ser Gly Asn Arg Ser Glu Phe Pro 
120 125 130 



gat gtg aaa ata ctg att gca ttt ata age tac aaa gac ttt aga gat 610 
Asp Val Lys lie Leu lie Ala Phe lie Ser Tyr Lys Asp Phe Arg Asp 

135 140 145 

atg aac cag act eta gga gat aac att act gtg aaa atg tat tct cca 658 
Met Asn Gin Thr Leu Gly Asp Asn lie Thr Val Lys Met Tyr Ser Pro 

150 . 155 160 

teg tgg cct aac ttt gat tat act atg gtg gtt att ttt gta att gcg 706 
Ser Trp Pro Asn Phe Asp Tyr Thr Met Val Val He Phe Val He Ala 
165 170 175 

gtg ttc act gtg gca tta ggt gga tac tgg agt gga eta gtt gaa ttg 754 
Val Phe Thr Val Ala Leu Gly Gly Tyr Trp Ser Gly Leu Val Glu Leu 

180 185 190 195 

gaa aac ttg aaa gca gtg aca act gaa gat aga gaa atg agg aaa aag 802 
Glu Asn Leu Lys Ala Val Thr Thr Glu Asp Arg Glu Met Arg Lys Lys 

200 205 210 

aag gaa gaa tat tta act ttt agt cct ctt aca gtt gta ata ttt gtg -850 
Lys Glu Glu Tyr Leu Thr Phe Ser Pro Leu Thr Val Val He Phe Val 

215 220 225 
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gtc ate tgc tgt gtt atg atg gtc tta ctt tat ttc ttc tac aaa tgg 898 

Val lie Cys Cys Val Met Met Val Leu Leu Tyr Phe Phe Tyr Lys Trp 

230 235 240 

ttg gtt tat gtt atg ata gca att ttc tgc ata gca tea gca atg agt 946 

Leu Val Tyr Val Met He Ala He Phe Cys He Ala Ser Ala Met Ser 

245 250 255 



ctg tac aac tgt ctt get gca eta att cat aag aca cca tat gga caa 994 

Leu Tyr Asn Cys Leu Ala Ala Leu He His Lys Thr Pro Tyr Gly Gin 

260 265 270 275 

tgc acg att gca tgt cgt ggc aaa aac atg gaa gtg aga ctt att ttt 1042 

Cys Thr He Ala Cys Arg Gly Lys Asn Met Glu Val Arg Leu He Phe 

280 285 290 

etc tct gga ctg tgc ata gca gta get gtt gtt tgg get gtg ttt cga 1090 

Leu Ser Gly Leu Cys lie Ala Val Ala Val Val Trp Ala Val Phe Arg 

295 300 305 

aat gaa gac agg tgg get tgg att tta cag gat ate ttg ggg att get 1138 

Asn Glu Asp Arg Trp Ala Trp He Leu Gin Asp lie Leu Gly He Ala 

310 315 320 

ttc tgt ctg aat tta att aaa aca ctg aag ttg ccc aac ttc aag tea 1186 

Phe Cys Leu Asn Leu He Lys Thr Leu Lys Leu Pro Asn Phe Lys Ser 

325 330 335 
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tgt gtg ata ctt eta ggc ctt etc etc etc tat gat gta ttt ttt gtt 1234 
Cys Val lie Leu Leu Gly Leu Leu Leu Leu Tyr Asp Val Phe Phe Val 

340 345 350 355 

ttc ata aca cca ttc ate aca aag aat ggt gag agt ate atg gtt gaa 1282 
Phe He Thr Pro Phe He Thr Lys Asn Gly Glu Ser He Met Val Glu 

360 365 370 

etc gca get gga cct ttt gga aat aat gaa aag ttg cca gta gtc ate 1330 
Leu Ala Ala Gly Pro Phe Gly Asn Asn Glu Lys Leu Pro Val Val He 

375 380 385 

aga gta cca aaa ctg ate tat ttc tea gta atg agt gtg tgc etc atg 1378 
Arg Val Pro Lys Leu lie Tyr Phe Ser Val Met Ser Val Cys Leu Met 

390 395 400 

cct gtt tta ata ttg ggt ttt gga gac att att gta cca ggc ctg ttg 1426 
Pro Val Leu lie Leu Gly Phe Gly Asp lie He Val Pro Gly Leu Leu 

405 410 415 

att gca tac tgt aga aga ttt gat gtt cag act ggt tct tct tac ata 1474 
He Ala Tyr Cys Arg Arg Phe Asp Val Gin Thr Gly Ser Ser Tyr He 

420 425 430 435 

tac tat gtt teg tct aca gtt gee tat get ttt ggc atg ata ctt aca 1522 
Tyr Tyr Val Ser Ser Thr Val Ala Tyr Ala Phe Gly Met lie Leu Thr 

440 445 450 

ttt gtt gtt ctg gtg ctg atg aaa aag ggg caa cct get etc etc tat 1570 
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Phe Val Val Leu Val Leu Met Lys Lys Gly Gin Pro Ala Leu Leu Tyr 

455 460 465 

tta gta cct tgc aca ctt att act gcc tea gtt gtt gec tgg aga cgt 1618 
Leu Val Pro Cys Thr Leu He Thr Ala Ser Val Val Ala Trp Arg Arg 

470 475 480 



aag gaa atg aaa aag ttc tgg aaa ggt aac age tat cag atg atg gac 1666 
Lys Glu Met Lys Lys Phe Trp Lys Gly Asn Ser Tyr Gin Met Met Asp 

485 490 495 

cat ttg gat tgt gca aca aat gaa gaa aac cct gtg ata tct ggt gaa 1714 
His Leu Asp Cys Ala Thr Asn Glu Glu Asn Pro Val lie Ser Gly Glu 

500 505 510 515 

cag att gtc cag caa taatattatg tggaactget ataatgtgtc attgattttc 1769 
Gin lie Val Gin Gin 

520 

tacaaataga cttcgacttt ttatattgac ttttgaattg acaatctgaa agagtcttca 1829 

atgatatget tgcaaaaata tatttttatg agctggtact gacagttaca tcataaataa 1889 

etaaaacget ttgcttttaa tgttaaagtt gtgccttcac attaaataaa acatatggtc 1949 

tgtgtagttt ccgag 1964 

<210> 164 
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<211> 520 
<212> PRT 

<213> Homo sapiens 
<400> 164 

Met Gly Pro Gin Arg Arg Leu Ser Pro Ala Gly Ala Ala Leu Leu Trp 
1 5 10 15 

Gly Phe Leu Leu Gin Leu Thr Ala Ala Gin Glu Ala He Leu His Ala 

20 25 30 

Ser Gly Asn Gly Thr Thr Lys Asp Tyr Cys Met Leu Tyr Asn Pro Tyr 

35 40 45 

Trp Thr Ala Leu Pro Ser Thr Leu Glu Asn Ala Thr Ser He Ser Leu 

50 55 60 

Met Asn Leu Thr Ser Thr Pro Leu Cys Asn Leu Ser Asp He Pro Pro 

65 70 75 80 

Val Gly He Lys Ser Lys Ala Val Val Val Pro Trp Gly Ser Cys His 

85 90 95 

Phe Leu Glu Lys Ala Arg He Ala Gin Lys Gly Gly Ala Glu Ala Met 
100 105 110 

Leu Val Val Asn Asn Ser Val Leu Phe Pro Pro Ser Gly Asn Arg Ser 

115 120 125 
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Glu Phe Pro Asp Val Lys lie Leu He Ala Phe He Ser Tyr Lys Asp 

130 135 140 



Phe Arg Asp Met Asn Gin Thr Leu Gly Asp Asn He Thr Val Lys Met 
145 150 155 160 



Tyr Ser Pro Ser Trp Pro Asn Phe Asp Tyr Thr Met Val Val He Phe 

165 170 175 

Val He Ala Val Phe Thr Val Ala Leu Gly Gly Tyr Trp Ser Gly Leu 
180 185 190 

Val Glu Leu Glu Asn Leu Lys Ala Val Thr Thr Glu Asp Arg Glu Met 

195 200 205 

Arg Lys Lys Lys Glu Glu Tyr Leu Thr Phe Ser Pro Leu Thr Val Val 

210 215 220 

lie Phe Val Val lie Cys Cys Val Met Met Val Leu Leu Tyr Phe Phe 

225 230 235 240 

Tyr Lys Trp Leu Val Tyr Val Met He Ala He Phe Cys He Ala Ser 

245 250 255 

Ala Met Ser Leu Tyr Asn Cys Leu Ala Ala Leu He His Lys Thr Pro 

260 265 270 

Tyr Gly Gin Cys Thr He Ala Cys Arg Gly Lys Asn Met Glu Val Arg 

275 280 285 
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Leu lie Phe Leu Ser Gly Leu Cys lie Ala Val Ala Val Val Trp Ala 

290 295 300 

Val Phe Arg Asn Glu Asp Arg Trp Ala Trp He Leu Gin Asp He Leu 

305 310 315 320 



Gly He Ala Phe Cys Leu Asn Leu He Lys Thr Leu Lys Leu Pro Asn 

325 330 335 

Phe Lys Ser Cys Val He Leu Leu Gly Leu Leu Leu Leu Tyr Asp Val 

340 345 350 

Phe Phe Val Phe He Thr Pro Phe He Thr Lys Asn Gly Glu Ser He 

355 360 365 

Met Val Glu Leu Ala Ala Gly Pro Phe Gly Asn Asn Glu Lys Leu Pro 

370 375 380 

Val Val He Arg Val Pro Lys Leu He Tyr Phe Ser Val Met Ser Val 

385 390 395 400 

Cys Leu Met Pro Val Leu He Leu Gly Phe Gly Asp He He Val Pro 

405 410 415 

Gly Leu Leu He Ala Tyr Cys Arg Arg Phe Asp Val Gin Thr Gly Ser 

420 425 430 

Ser Tyr He Tyr Tyr Val Ser Ser Thr Val Ala Tyr Ala Phe Gly Met 
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435 440 445 

He Leu Thr Phe Val Val Leu Val Leu Met Lys Lys Gly Gin Pro Ala 

450 455 460 

Leu Leu Tyr Leu Val Pro Cys Thr Leu He Thr Ala Ser Val Val Ala 
465 470 475 480 

Trp Arg Arg Lys Glu Met Lys Lys Phe Trp Lys Gly Asn Ser Tyr Gin 

485 490 495 

Met Met Asp His Leu Asp Cys Ala Thr Asn Glu Glu Asn Pro Val He 

500 505 510 

Ser Gly Glu Gin He Val Gin Gin 

515 520 



<210> 165 
<211> 1988 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (91).. (1386) 

<400> 165 

gctcctggag gcggcggcgg gagcgcaggg ggcgcgcggc ccggggactc gcattccccg 60 
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gttccccctc caccccacgc ggcctggacc atg gac gcc aga tgg tgg gca gtg 114 

Met Asp Ala Arg Trp Trp Ala Val 
1 5 

gtg gtg ctg get gcg ttc ccc tec eta ggg gca ggt ggg gag act ccc 162 

Val Val Leu Ala Ala Phe Pro Ser Leu Gly Ala Gly Gly Glu Thr Pro 

10 15 20 

gaa gcc cct ccg gag tea tgg acc cag eta tgg ttc ttc cga ttt gtg 210 

Glu Ala Pro Pro Glu Ser Trp Thr Gin Leu Trp Phe Phe Arg Phe Val 

25 30 35 40 

gtg aat get get ggc tat gcc age ttt atg gta cct ggc tac etc ctg 258 

Val Asn Ala Ala Gly Tyr Ala Ser Phe Met Val Pro Gly Tyr Leu Leu 

45 50 55 

gtg cag tac ttc agg egg aag aac tac ctg gag acc ggt agg ggc etc 306 

Val Gin Tyr Phe Arg Arg Lys Asn Tyr Leu Glu Thr Gly Arg Gly Leu 

60 65 70 

tgc ttt ccc ctg gtg aaa get tgt gtg ttt ggc aat gag ccc aag gcc 354 

Cys Phe Pro Leu Val Lys Ala Cys Val Phe Gly Asn Glu Pro Lys Ala 

75 80 85 

tct gat gag gtt ccc ctg gcg ccc cga aca gag gcg gca gag acc acc 402 

Ser Asp Glu Val Pro Leu Ala Pro Arg Thr Glu Ala Ala Glu Thr Thr 

90 95 100 
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ccg atg tgg cag gcc ctg aag ctg etc ttc tgt gec aca ggg etc cag 450 
Pro Met Trp Gin Ala Leu Lys Leu Leu Phe Cys Ala Thr Gly Leu Gin 
105 110 115 120 

gtg tct tat ctg act tgg ggt gtg ctg cag gaa aga gtg atg acc cgc 498 
Val Ser Tyr Leu Thr Trp Gly Val Leu Gin Glu Arg Val Met Thr Arg 

125 130 135 

age tat ggg gcc aca gcc aca tea ccg ggt gag cgc ttt acg gac teg 546 
Ser Tyr Gly Ala Thr Ala Thr Ser Pro Gly Glu Arg Phe Thr Asp Ser 

140 145 150 

cag ttc ctg gtg eta atg aac cga gtg ctg gca ctg att gtg get ggc 594 
Gin Phe Leu Val Leu Met Asn Arg Val Leu Ala Leu He Val Ala Gly 

155 160 165 

etc tec tgt gtt etc tgc aag cag ccc egg cat ggg gca ccc atg tac 642 
Leu Ser Cys Val Leu Cys Lys Gin Pro Arg His Gly Ala Pro Met Tyr 
170 175 180 

egg tac tec ttt gcc age ctg tec aat gtg ctt age age tgg tgc caa 690 
Arg Tyr Ser Phe Ala Ser Leu Ser Asn Val Leu Ser Ser Trp Cys Gin 

185 190 195 200 

tac gaa get ctt aag ttc gtc age ttc ccc acc cag gtg ctg gcc aag 738 
Tyr Glu Ala Leu Lys Phe Val Ser Phe Pro Thr Gin Val Leu Ala Lys 

205 210 215 

gcc tct aag gtg ate cct gtc atg ctg atg gga aag ctt gtg tct egg 786 
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Ala Ser Lys Val He Pro Val Met Leu Met Gly Lys Leu Val Ser Arg 

220 225 230 

cgc age tac gaa cac tgg gag tac ctg aca gec acc etc ate tec att 834 

Arg Ser Tyr Glu His Trp Glu Tyr Leu Thr Ala Thr Leu He Ser He 

235 240 245 



ggg gtc age atg ttt ctg eta tec age gga cca gag ccc cgc age tec 882 
Gly Val Ser Met Phe Leu Leu Ser Ser Gly Pro Glu Pro Arg Ser Ser 

250 255 260 

cca gec acc aca etc tea ggc etc ate tta ctg gca ggt tat att get 930 
Pro Ala Thr Thr Leu Ser Gly Leu He Leu Leu Ala Gly Tyr He Ala 

265 270 275 280 

ttt gac age ttc acc tea aac tgg cag gat gec ctg ttt gec tat aag 978 
Phe Asp Ser Phe Thr Ser Asn Trp Gin Asp Ala Leu Phe Ala Tyr Lys 

285 290 295 

atg tea teg gtg cag atg atg ttt ggg gtc aat ttc ttc tec tgc etc 1026 
Met Ser Ser Val Gin Met Met Phe Gly Val Asn Phe Phe Ser Cys Leu 

300 305 310 

ttc aca gtg ggc tea ctg eta gaa cag ggg gee eta ctg gag gga acc 1074 
Phe Thr Val Gly Ser Leu Leu Glu Gin Gly Ala Leu Leu Glu Gly Thr 

315 320 325 

cgc ttc atg ggg cga cac agt ggg ttt get gec cat gec ctg eta etc 1122 
Arg Phe Met Gly Arg His Ser Gly Phe Ala Ala His Ala Leu Leu Leu 
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330 335 340 

tec ate tgc tec gca tgt ggc cag etc ttc ate ttt tac ace att ggg 1170 
Ser He Cys Ser Ala Cys Gly Gin Leu Phe lie Phe Tyr Thr lie Gly 

345 350 355 360 

cag ttt ggg get gee gtc ttc ace ate ate atg ace etc cgc cag gee 1218 
Gin Phe Gly Ala Ala Val Phe Thr He He Met Thr Leu Arg Gin Ala 

365 370 375 

ttt gee ate ctt ctt tec tgc ctt etc tat ggc cac act gtc act gtg 1266 
Phe Ala He Leu Leu Ser Cys Leu Leu Tyr Gly His Thr Val Thr Val 

380 385 390 

gtg gga ggg ctg ggg gtg get gtg gtc ttt get gee etc ctg etc aga 1314 
Val Gly Gly Leu Gly Val Ala Val Val Phe Ala Ala Leu Leu Leu Arg 

395 400 405 

gtc tac gcg egg ggc cgt eta aag caa egg gga aag aag get gtg cct 1362 
Val Tyr Ala Arg Gly Arg Leu Lys Gin Arg Gly Lys Lys Ala Val Pro 
410 415 420 

gtt gag tct cct gtg cag aag gtt tgagggtgga aagggcctga ggggtgaagt 1416 
Val Glu Ser Pro Val Gin Lys Val 

425 430 

gaaataggac cctcccacca tccccttctg ctgtaacctc tgagggagct ggctgaaagg 1476 

geaaaatgea ggtgttttct cagtatcaca gaccagctct gcagcagggg attggggagc 1536 
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